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(57) Abstract: The present invention provides polynucleotides and secreted proteins encoded by the polynucleotides. The proteins 
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SEQUENCE LISTING 
<110> ZymoGenetics. Inc. 

<120> NOVEL PROTEINS AND POLYNUCLEOTIDES ENCODING THEM 

<130> 99-20PC 

<150> US 60/160.712 
<151> 1999-10-20 

<160> 423 

<170> FastSEQ for Windows Version 3.0 

<210> 1 

<211> 1641 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (1).. .(1641) 
<400> 1 

atg tgc tct ctg ggg ttg ttc cct cct cca ccg cct egg ggt caa gtc 48 
Met Cys Ser Leu Gly Leu Phe Pro Pro Pro Pro Pro Arg Gly Gin Val 
15 10 15 

acc eta tat gag cac aat aac gag ctg gtg acg ggc agt age tat gag 96 
Thr Leu Tyr Glu His Asn Asn Glu Leu Val Thr Gly Ser Ser Tyr Glu 
20 25 30 

age ccg ccc ccc gac ttc egg ggc cag tgg ate aat ctt cct gtc eta 144 
Ser Pro Pro Pro Asp Phe Arg Gly Gin Trp He Asn Leu Pro Val Leu 
35 40 45 

caa ctg aca aag gat ccc eta aag acc cct gga agg ctg gac cat ggc 192 
Gin Leu Thr Lys Asp Pro Leu Lys Thr Pro Gly Arg Leu Asp His Gly 
50 55 60 



aca aga act gec ttc ate cat cac egg gag caa gtg tgg aag aga tgc 240 
Thr Arg Thr Ala Phe He His His Arg Glu Gin Val Trp Lys Arg Cys 
65 70 75 80 
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ate aac att tgg cgt gat gtg ggc ctt ttt ggg gtg eta aat gaa att 288 
He Asn He Trp Arg Asp Val Gly Leu Phe Gly Val Leu Asn Glu He 

85 90 95 

gca aac tea gaa gaa gag gtg ttt gag tgg gtg aag acg gca tec ggc 336 
Ala Asn Ser Glu Glu Glu Val Phe Glu Trp Val Lys Thr Ala Ser Gly 
100 105 110 

tgg gee ctg gca etc tgt cga tgg gee tct tec etc cat ggg tec ctg 384 
Trp Ala Leu Ala Leu Cys Arg Trp Ala Ser Ser Leu His Gly Ser Leu 
115 120 125 

ttc ccc cat ctg tct etc agg age gaa gat ctg ate get gaa ttt gee 432 
Phe Pro His Leu Ser Leu Arg Ser Glu Asp Leu He Ala Glu Phe Ala 
130 135 140 

caa gtc aca aat tgg tec age tgc tgc ttg cgt gtc ttt gca tgg cac 480 
Gin Val Thr Asn Trp Ser Ser Cys Cys Leu Arg Val Phe Ala Trp His 
145 150 155 160 

ccc cac ace aac aag ttt gca gtg gee ctg eta gat gac tea gtc cgt 528 
Pro His Thr Asn Lys Phe Ala Val Ala Leu Leu Asp Asp Ser Val Arg 
165 170 175 

gtg tat aat gec age age acc ata gtc ccc tec ctg aag cac egg ctg 576 
Val Tyr Asn Ala Ser Ser Thr He Val Pro Ser Leu Lys His Arg Leu 
180 185 190 

cag cga aat gtg gcg tct ctg gee tgg aag ccc ctt agt gec tct gtc 624 
Gin Arg Asn Val Ala Ser Leu Ala Trp Lys Pro Leu Ser Ala Ser Val 
195 200 205 

ttg get gtg gee tgc cag age tgc att ctt ate tgg acc ctg gac cct 672 
Leu Ala Val Ala Cys Gin Ser Cys He Leu He Trp Thr Leu Asp Pro 
210 215 220 

acc tec ttg tct acc cga ccc tct tct ggc tgt gee caa gtg ctg tct 720 
Thr Ser Leu Ser Thr Arg Pro Ser Ser Gly Cys Ala Gin Val Leu Ser 
225 230 235 240 

cac cct ggg cat aca cct gtt acc age ttg gec tgg gec ccc agt ggg 768 
His Pro Gly His Thr Pro Val Thr Ser Leu Ala Trp Ala Pro Ser Gly 

245 250 255 
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ggg egg ctg etc tea get tea ccc gtg gat get get ate egg gta tgg 816 
Gly Arg Leu Leu Ser Ala Ser Pro Val Asp Ala Ala He Arg Val Trp 
260 265 270 

gat gtc tea aca gag ace tgt gtc ccc ctt ccc tgg ttt cga gga ggt 864 
Asp Val Ser Thr Glu Thr Cys Val Pro Leu Pro Trp Phe Arg Gly Gly 
275 280 285 

ggg gtg ace aac ctg etc tgg tec cca gac ggc age aaa ate ctg get 912 
Gly Val Thr Asn Leu Leu Trp Ser Pro Asp Gly Ser Lys He Leu Ala 
290 295 300 

acc act cct tea get gtc ttt cga gtc tgg gag gee cag atg tgg act 960 
Thr Thr Pro Ser Ala Val Phe Arg Val Trp Glu Ala Gin Met Trp Thr 
305 310 315 320 

tgt gag agg tgg cct act eta tea ggg cgc tgt cag act ggc tgc tgg 1008 
Cys Glu Arg Trp Pro Thr Leu Ser Gly Arg Cys Gin Thr Gly Cys Trp 
325 330 335 

age cca gat ggc age cga ctg ctg ttc act gta ttg gga gag cca ctg 1056 
Ser Pro Asp Gly Ser Arg Leu Leu Phe Thr Val Leu Gly Glu Pro Leu 
340 345 350 

att tac tec ctg tct ttt cca gaa cgt tgt ggt gag gga aag ggg tgc 1104 
He Tyr Ser Leu Ser Phe Pro Glu Arg Cys Gly Glu Gly Lys Gly Cys 
355 360 365 

gtt gga ggt gca aag tea gca acg att gtg gca gat ctg tct gag aca 1152 
Val Gly Gly Ala Lys Ser Ala Thr He Val Ala Asp Leu Ser Glu Thr 
370 375 380 

aca ata cag aca cca gat ggt gag gag agg ctt ggg gga gag get cac 1200 
Thr He Gin Thr Pro Asp Gly Glu Glu Arg Leu Gly Gly Glu Ala His 
385 390 395 400 

tec atg gtc tgg gac ccc agt ggg gaa cgt ctg get gtg ctt atg aaa 1248 
Ser Met Val Trp Asp Pro Ser Gly Glu Arg Leu Ala Val Leu Met Lys 
405 410 415 

gga aag cca agg gta cag gat ggt aaa cca gtc ate etc ctt ttt cgc 1296 
Gly Lys Pro Arg Val Gin Asp Gly Lys Pro Val He Leu Leu Phe Arg 
420 425 430 
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act cga aac age cct gtg ttt gag etc ctt ccc tgt ggc att ate cag 1344 
Thr Arg Asn Ser Pro Val Phe Glu Leu Leu Pro Cys Gly He He Gin 
435 440 445 

ggg gag cca gga gee cag ccc cag etc ate act ttc cat cct tec ttc 1392 
Gly Glu Pro Gly Ala Gin Pro Gin Leu He Thr Phe His Pro Ser Phe 
450 455 460 

aac aaa ggg gee ctg etc agt gtg ggc tgg tec aca ggc cga att gee 1440 
Asn Lys Gly Ala Leu Leu Ser Val Gly Trp Ser Thr Gly Arg He Ala 
465 470 475 480 

cac ate ccg ctg tac ttt gtc aat gee cag ttt cca cgt ttt age cca 1488 
His He Pro Leu Tyr Phe Val Asn Ala Gin Phe Pro Arg Phe Ser Pro 
485 490 495 

gtg ctt ggg egg gee cag gaa ccc cct get ggg ggt gga ggc tct att 1536 
Val Leu Gly Arg Ala Gin Glu Pro Pro Ala Gly Gly Gly Gly Ser He 
500 505 510 

cat gac ctg ccc etc ttt act gag aca tec cca ace tct gee cct tgg 1584 
His Asp Leu Pro Leu Phe Thr Glu Thr Ser Pro Thr Ser Ala Pro Trp 
515 520 525 

gac cct etc cca ggg cca cca cct gtt ctg ccc cac tec cca cat tec 1632 
Asp Pro Leu Pro Gly Pro Pro Pro Val Leu Pro His Ser Pro His Ser. 
530 535 540 

cac etc taa 1641 

His Leu * 

545 



<210> 2 
<211> 546 
<212> PRT 
<213> Homo sapiens 

<400> 2 

Met Cys Ser Leu Gly Leu Phe Pro Pro Pro Pro Pro Arg Gly Gin Val 

1 5 10 15 

Thr Leu Tyr Glu His Asn Asn Glu Leu Val Thr Gly Ser Ser Tyr Glu 
20 25 30 
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Val 

V U 1 
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325 








Ser Pro 


Asp Gly 
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Arg 
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He Tyr 
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Glu 




355 








360 


Val Gly 


Gly Ala 
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370 
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<210> 3 
<211> 1233 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (1). . .(1233) 

<221> mi sc_f eature 
<222> (1)...(1233) 
<223> n = A.T.C or G 

<400> 3 

atg gag cat ttc atg gaa gta ate aga aac cag gaa ttt gta tta tta 48 

Met Glu His Phe Met Glu Val He Arg Asn Gin Glu Phe Val Leu Leu 
15 10 15 

cca gec age gaa att gca aag etc ttg get agt gat gac atg aac att 96 
Pro Ala Ser Glu He Ala Lys Leu Leu Ala Ser Asp Asp Met Asn He 
20 25 30 
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cct aat gag gag aca ata ttg aat gca ctt ctt act tgg gtc cgt cat 
Pro Asn Glu Glu Thr He Leu Asn Ala Leu Leu Thr Trp Val Arg His 
35 40 45 



144 



gat ttg gaa cag aga egg aaa gat eta agt aaa ctt ttg get tat att 
Asp Leu Glu Gin Arg Arg Lys Asp Leu Ser Lys Leu Leu Ala Tyr He 
50 55 60 



192 



agg eta cct ctt ctt gca cca cag ttc ctg gca gac atg gaa aat aat 240 

Arg Leu Pro Leu Leu Ala Pro Gin Phe Leu Ala Asp Met Glu Asn Asn 

65 70 75 80 

gta ctt ttt egg gat gat ata gaa tgt cag aaa etc att atg gaa gca 288 

Val Leu Phe Arg Asp Asp He Glu Cys Gin Lys Leu He Met Glu Ala 

85 90 95 



atg aag tac cat tta tta cca gag aga cga ccc atg tta caa agt cct 
Met Lys Tyr His Leu Leu Pro Glu Arg Arg Pro Met Leu Gin Ser Pro 
100 105 110 



336 



egg aca aaa cct agg aag tea act gtt ggt aca tta ttt gca gtt ggg 
Arg Thr Lys Pro Arg Lys Ser Thr Val Gly Thr Leu Phe Ala Val Gly 
115 120 125 



384 



gga atg gat tea aca aaa gga gca aca age att gaa aag tat gat etc 
Gly Met Asp Ser Thr Lys Gly Ala Thr Ser lie Glu Lys Tyr Asp Leu 
130 135 140 



432 



cgt aca aat atg tgg act cca gta gca aat atg aat ggg agg ngg eta 
Arg Thr Asn Met Trp Thr Pro Val Ala Asn Met Asn Gly Arg Xaa Leu 
145 150 155 160 



480 



cag ttc ggt gtt gca gtg eta gat gac aaa ctg tat gtg gtt gga gga 
Gin Phe Gly Val Ala Val Leu Asp Asp Lys Leu Tyr Val Val Gly Gly 

165 170 175 



528 



aga gat gga ctg aag act ttg aat act gta gag tgc tac aac ccc aaa 
Arg Asp Gly Leu Lys Thr Leu Asn Thr Val Glu Cys Tyr Asn Pro Lys 
180 185 190 



576 



aca aaa act tgg agt gtg atg cca cct atg tec aca cat aga cat ggc 
Thr Lys Thr Trp Ser Val Met Pro Pro Met Ser Thr His Arg His Gly 
195 200 205 



624 
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ctt ggt gtg get gta ctg gaa ggt ccc atg tat gec gta gga gga. cat 672 
Leu Gly Val Ala Val Leu Glu Gly Pro Met Tyr Ala Val Gly Gly His 
210 215 220 

gat ggc tgg age tat ctg aac aca gtg gaa aga tgg gac cct cag get 720 
Asp Gly Trp Ser Tyr Leu Asn Thr Val Glu Arg Trp Asp Pro Gin Ala 
225 230 235 240 

cgc cag tgg aat ttt gtt gec act atg tct acc cct agg agt aca gta 768 
Arg Gin Trp Asn Phe Val Ala Thr Met Ser Thr Pro Arg Ser Thr Val 

245 250 255 

ggt gtg gca gta eta agt gga aaa ctt tat gca gtt ggt ggt cgt gat 816 
Gly Val Ala Val Leu Ser Gly Lys Leu Tyr Ala Val Gly Gly Arg Asp 
260 265 270 

gga agt tct tgt etc aaa tea gta gaa tgt ttt gat cct cat act aat 864 
Gly Ser Ser Cys Leu Lys Ser Val Glu Cys Phe Asp Pro His Thr Asn 
275 280 285 

aag tgg aca ctg tgt gca cag atg tea aaa agg aga ggt ggc gta gga 912 
Lys Trp Thr Leu Cys Ala Gin Met Ser Lys Arg Arg Gly Gly Val Gly 
290 295 300 

gtg acg acc tgg aat gga ctg ctg tat get ata ggg ggg cac gat get 960 
Val Thr Thr Trp Asn Gly Leu Leu Tyr Ala lie Gly Gly His Asp Ala 
305 310 315 320 

ccc gca tec aac ttg act tec aga etc tea gac tgt gtg gaa aga tat 1008 
Pro Ala Ser Asn Leu Thr Ser Arg Leu Ser Asp Cys Val Glu Arg Tyr 

325 330 335 

gat ccc aaa aca gac atg tgg act gca gta gca tec atg age ate age 1056 
Asp Pro Lys Thr Asp Met Trp Thr Ala Val Ala Ser Met Ser He Ser 
340 345 350 

aga gat gca gtg ggg gtc tgt tta ctt ggt gat aag tta tat get gtt 1104 
Arg Asp Ala Val Gly Val Cys Leu Leu Gly Asp Lys Leu Tyr Ala Val 
355 360 365 

ggg ggg tat gat gga cag gca tac ctt aat acc gtg gag get tat gat 1152 
Gly Gly Tyr Asp Gly Gin Ala Tyr Leu Asn Thr Val Glu Ala Tyr Asp 
370 375 380 
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ccc cag aca aat gag tgg acc cag gtt get cca ctg tgc eta gga aga 
Pro Gin Thr Asn Glu Trp Thr Gin Val Ala Pro Leu Cys Leu Gly Arg 
385 390 395 400 



1200 



get gga get tgt gtt gtg act gta aaa tta taa 
Ala Gly Ala Cys Val Val Thr Val Lys Leu * 
405 410 



1233 



<210> 4 
<211> 410 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (1)...(410) 

<223> Xaa = Any Amino Acid 

<400> 4 

Met Glu His Phe Met Glu Val He Arg Asn Gin Glu Phe Val Leu Leu 
15 10 15 

Pro Ala Ser Glu He Ala Lys Leu Leu Ala Ser Asp Asp Met Asn He 

20 25 30 

Pro Asn Glu Glu Thr He Leu Asn Ala Leu Leu Thr Trp Val Arg His 

35 40 45 

Asp Leu Glu Gin Arg Arg Lys Asp Leu Ser Lys Leu Leu Ala Tyr He 

50 55 60 

Arg Leu Pro Leu Leu Ala Pro Gin Phe Leu Ala Asp Met Glu Asn Asn 
65 70 75 80 

Val Leu Phe Arg Asp Asp He Glu Cys Gin Lys Leu He Met Glu Ala 

85 90 95 

Met Lys Tyr His Leu Leu Pro Glu Arg Arg Pro Met Leu Gin Ser Pro 

100 105 • 110 

Arg Thr Lys Pro Arg Lys Ser Thr Val Gly Thr Leu Phe Ala Val Gly 

115 120 125 ' 

Gly Met Asp Ser Thr Lys Gly Ala Thr Ser He Glu Lys Tyr Asp Leu 

130 135 140 

Arg Thr Asn Met Trp Thr Pro Val Ala Asn Met Asn Gly Arg Xaa Leu 
145 150 155 160 

Gin Phe Gly Val Ala Val Leu Asp Asp Lys Leu Tyr Val Val Gly Gly 

165 170 175 

Arg Asp Gly Leu Lys Thr Leu Asn Thr Val Glu Cys Tyr Asn Pro Lys 
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180 






185 

X WW 


190 




Thr Lys 

■ III w / *J 


Thr 

■ 1 1 1 


JVD 

i i y 


Ser 


Val 

V U 1 


Met Pro Pro Met Ser 


Thr Hi s Ara 


His Glv 

n i o \J i jr 




195 








200 


205 




Leu Glv 


Val 


Ala 


Val 


1 Pli 


Glu Glv Pro Met Tvr 


Ala Val Glv 


Glv Hi<; 

\J 1 Jr ni o 


210 

LIU 










21 S 


220 

ecu 




Asn Glv 


Trn 
1 1 u 




Tvr 


I PIJ 

i_ tru 


Asn Thr Val Glu Ara 


Trn Acn Prn 


Gin Ala 


CCD 








?in 


lOj 




9/i n 


Apn Gl n 

mi y u 1 1 1 


Trn 


Acn 

Mo 1 1 


Php 

n ic 


Val 

V Q 1 


Al a Thr Mp1" ^pr Thr 
m i a ii ii i ici oci 1 1 ii 


Prn Arn ^pr 
r 1 U Ml y JCl 


Thr Val 
1 1 ii vd I 








9dR 




CD\) 




9^ 
cDD 


Glv Val 
u i y vol 


Ala 
m I a 


Val 
v a i 


1 Pi I 


OCI 


Glv 1 vc 1 pi i Tvr Alp 
u ijr Ljo lcu ijri mig 


Val Glv Glv 
v a i u i jr \j \ y 


Arn Arn 
mi y Mbp 












LvD 


970 
LI U 




Gl v ^on 


Cop 


fvQ 


1 PI 1 


Lyb 


Cpp y^l cin pvc php 
jcf val OlU U/b rile 


Arn Dm Ui c 
Mbp r I u nib 


Th r Ac n 
INI Mbil 














COD 




1 v/c Trn 
Ljb 1 i [J 


Thr 
1 1 ii 


1 PI 1 

LcU 




Ala 

M 1 a 


Gl r, Mp1" ^pr I vc Arn 
ulll llcL Ocl Ljro Ml y 


Arn Glv Glv 
mi y u ly o iy 


Val Glv 
vd i u ly 


9Qfi 










LjD 


inn 




Val Thr 
V d l 1 ill 


Thr 
i ill 


Trn 

irp 


Ac n 
Mbi 1 


u 1 jr 


I pm I pi i Tvr Ala 11p 
LcU Ltru lyl Mid 11c 


Glv Glv Hie 
u ly u ly nib 


A c n Ala 
Mbp M 1 d 


one 








11 n 
OlU 


ii c; 

OLD 




19fi 
OCV 


Drn Al a 
ri U Mid 




Ac n 
AbN 




Thr 
I ill 


Cftp Ann 1 an Con Ac n 
Oci Ml y Lc?U OCI Mbp 


Pvc Val Gin 
uy5 Val blU 


Arg lyr 








99£ 
OLD 




OOU 




OOD 


ASp riO 


Lys 


Thr 

i nr 


Ac rv 
ASp 


Mot 

net 


Trn Thr Ala Wal Ala 

i rp i nr a i a va i a i a 


Cap Ma+ Cnr 

oer net oer 


1 1 e oer 






340 






345 


350 




Arg Asp 


Ala 


Val 


Gly 


Val 


Cys Leu Leu Gly Asp 


Lys Leu Tyr 


Ala Val 




355 








360 


365 




Gly Gly 


Tyr 


Asp 


Gly 


Gin 


Ala Tyr Leu Asn Thr 


Val Glu Ala 


Tyr Asp 


370 










375 


380 




Pro Gin 


Thr 


Asn 


61 u 


Trp 


Thr Gin Val Ala Pro 


Leu Cys Leu 


Gly Arg 


385 








390 


395 




400 


Ala Gly 


Ala 


Cys 


Val 


Val 


Thr Val Lys Leu 












405 




410 







<210> 5 
<211> 1644 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (1). . .(1644) 
<400> 5 

atg ctg egg tac ctg gag acg gca gac tac gec 
Met Leu Arg Tyr Leu Glu Thr Ala Asp Tyr Ala 
1 5 10 



ate cgc gag gag ate 48 
He Arg Glu Glu He 
15 
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gtc ctg aag gtg gcc ate ctg gec gag aag tac gec gtg gac tac age 96 
Val Leu Lys Val Ala He Leu Ala Glu Lys Tyr Ala Val Asp Tyr Ser 
20 25 30 

tgg tac gtg gac acc ate etc aac etc ate cgc att gcg ggc gac tac 144 
Trp Tyr Val Asp Thr He Leu Asn Leu He Arg He Ala Gly Asp Tyr 
35 40 45 

gtg agt gag gag gtg tgg tac cgt gtg eta cag ate gtc acc aac cgt 192 
Val Ser Glu Glu Val Trp Tyr Arg Val Leu Gin He Val Thr Asn Arg 
50 55 60 

gat gac gtc cag ggc tat gcc gcc aag acc gtc ttt gag gcg etc cag 240 
Asp Asp Val Gin Gly Tyr Ala Ala Lys Thr Val Phe Glu Ala Leu Gin 
65 70 75 80 

gcc cct gcc tgt cac gag aac atg gtg aag gtt ggc ggc tac ate ctt 288 
Ala Pro Ala Cys His Glu Asn Met Val Lys Val Gly Gly Tyr He Leu 

85 90 95 

ggg gag ttt ggg aac ctg att get ggg gac ccc cgc tec age ccc cca 336 
Gly Glu Phe Gly Asn Leu He Ala Gly Asp Pro Arg Ser Ser Pro Pro 
100 105 110 

gtg cag ttc tec ctg etc cac tec aag ttc cat ctg tgc age gtg gcc 384 
Val Gin Phe Ser Leu Leu His Ser Lys Phe His Leu Cys Ser Val Ala 
115 120 125 

acg egg gcg ctg ctg ctg tec acc tac ate aag ttc ate aac etc ttc 432 
Thr Arg Ala Leu Leu Leu Ser Thr Tyr He Lys Phe He Asn Leu Phe 
130 135 140 

ccc gag acc aag gcc acc ate cag ggc gtc ctg egg gcc ggc tec cag ' 480 
Pro Glu Thr Lys Ala Thr He Gin Gly Val Leu Arg Ala Gly Ser Gin 
145 150 155 160 

ctg cgc aat get gac gtg gag ctg cag cag cga gcc gtg gag tac etc 528 
Leu Arg Asn Ala Asp Val Glu Leu Gin Gin Arg Ala Val Glu Tyr Leu 

165 170 175 

acc etc age tea gtg gcc age acc gac gtc ctg gcc acg gtg ctg gag 576 
Thr Leu Ser Ser Val Ala Ser Thr Asp Val Leu Ala Thr Val Leu Glu 
180 185 190 
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gag atg ccg ccc ttc ccc gag cgc gag teg tec ate ctg gee aag ctg 624 
Glu Met Pro Pro Phe Pro Glu Arg Glu Ser Ser He Leu Ala Lys Leu 
195 200 205 

aaa cgc aag aag ggg cca ggg gec ggc age gec ctg gac gat ggc egg 672 
Lys Arg Lys Lys Gly Pro Gly Ala Gly Ser Ala Leu Asp Asp Gly Arg 
210 215 220 

agg gac ccc age age aac gac ate aac ggg ggc atg gag ccc ace ccc 720 
Arg Asp Pro Ser Ser Asn Asp He Asn Gly Gly Met Glu Pro Thr Pro 
225 230 235 240 

age act gtg teg acg ccc teg ccc tec gee gac etc ctg ggg ctg egg 768 
Ser Thr Val Ser Thr Pro Ser Pro Ser Ala Asp Leu Leu Gly Leu Arg 
245 250 255 

gca gee cct ccc ccg gca gca ccc ccg get tct gca gga gca ggg aac 816 
Ala Ala Pro Pro Pro Ala Ala Pro Pro Ala Ser Ala Gly Ala Gly Asn 
260 265 270 

ctt ctg gtg gac gtc ttc gat ggc ccg gec gee cag ccc age ctg ggg 864 
Leu Leu Val Asp Val Phe Asp Gly Pro Ala Ala Gin Pro Ser Leu Gly 
275 280 285 

ccc ace ccc gag gag gec ttc etc age cca ggt cct gag gac ate ggc 912 
Pro Thr Pro Glu Glu Ala Phe Leu Ser Pro Gly Pro Glu Asp He Gly 
290 295 300 

cct ccc att ccg gaa gee gat gag ttg ctg aat aag ttt gtg tgt aag 960 
Pro Pro He Pro Glu Ala Asp Glu Leu Leu Asn Lys Phe Val Cys Lys 
305 310 315 320 

aac aac ggg gtc ctg ttc gag aac cag ctg ctg cag ate gga gtc aag 1008 
Asn Asn Gly Val Leu Phe Glu Asn Gin Leu Leu Gin He Gly Val Lys 
325 330 335 

tea gag ttc cga cag aac ctg ggc cgc atg tat etc ttc tat ggc aac 1056 
Ser Glu Phe Arg Gin Asn Leu Gly Arg Met Tyr Leu Phe Tyr Gly Asn 
340 345 350 

aag acc teg gtg cag ttc cag aat ttc tea ccc act gtg gtt cac ccg 1104 
Lys Thr Ser Val Gin Phe Gin Asn Phe Ser Pro Thr Val Val His Pro 
355 360 365 
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gga gac etc cag act cag ctg get gtg cag acc aag cgc gtg gcg gcg 1152 

Gly Asp Leu Gin Thr Gin Leu Ala Val Gin Thr Lys Arg Val Ala Ala 
370 375 380 

cag gtg gac ggc ggc gcg cag gtg cag cag gtg etc aat ate gag tgc 1200 
Gin Val Asp Gly Gly Ala Gin Val Gin Gin Val Leu Asn He Glu Cys 
385 390 395 400 

ctg egg gac ttc ctg acg ccc ccg ctg ctg tec gtg cgc ttc egg tac 1248 
Leu Arg Asp Phe Leu Thr Pro Pro Leu Leu Ser Val Arg Phe Arg Tyr 
405 410 415 

ggt ggc gee ccc cag gee etc acc ctg aag etc cca gtg acc ate aac 1296 
Gly Gly Ala Pro Gin Ala Leu Thr Leu Lys Leu Pro Val Thr He Asn 
420 425 430 

aag ttc ttc cag ccc acc gag atg gcg gec cag gat ttc ttc cag cgc 1344 
Lys Phe Phe Gin Pro Thr Glu Met Ala Ala Gin Asp Phe Phe Gin Arg 
435 440 445 

tgg aag cag ctg age etc cct caa cag gag gcg cag aaa ate ttc aaa 1392 
Trp Lys Gin Leu Ser Leu Pro Gin Gin Glu Ala Gin Lys He Phe Lys 
450 455 460 

gee aac cac ccc atg gac gca gaa gtt act aag gee aag ctt ctg ggg 1440 
Ala Asn His Pro Met Asp Ala Glu Val Thr Lys Ala Lys Leu Leu Gly 
465 470 475 480 

ttt ggc tct get etc ctg gac aat gtg gac ccc aac cct gag aac ttc 1488 
Phe Gly Ser Ala Leu Leu Asp Asn Val Asp Pro Asn Pro Glu Asn Phe 
485 490 495 

gtg ggg gcg ggg ate ate cag act aaa gec ctg cag gtg ggc tgt ctg 1536 
Val Gly Ala Gly He He Gin Thr Lys Ala Leu Gin Val Gly Cys Leu 
500 505 510 

ctt egg ctg gag ccc aat gee cag gec cag atg tac egg ctg acc ctg 1584 
Leu Arg Leu Glu Pro Asn Ala Gin Ala Gin Met Tyr Arg Leu Thr Leu 
515 520 525 



cgc acc age aag gag ccc gtc tec cgt cac ctg tgt gag ctg ctg gca 
. Arg Thr Ser Lys Glu Pro Val Ser Arg His Leu Cys Glu Leu Leu Ala 
530 535 540 



1632 
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cag cag ttc tga 1644 

Gin Gin Phe * 

545 



<210> 6 
<211> 547 
<212> PRT 

<213> Homo sapiens 



<400> 
Met Leu Arg 
1 

Val Leu Lys 

Trp Tyr Val 
35 

Val Ser Glu 
50 

Asp Asp Val 
65 

Ala Pro Ala 

Gly Glu Phe 

Val Gin Phe 
115 

Thr Arg Ala 

130 
Pro Glu Thr 
145 

Leu Arg Asn 

Thr Leu Ser 

Glu Met Pro 
195 

Lys Arg Lys 

210 
Arg Asp Pro 
225 

Ser Thr Val 
Ala Ala Pro 



Tyr Leu Glu Thr Ala Asp Tyr Ala He 

5 10 
Val Ala He Leu Ala Glu Lys Tyr Ala 
20 25 
Asp Thr He Leu Asn Leu He Arg He 

40 

Glu Val Trp Tyr Arg Val Leu Gin He 
55 60 
Gin Gly Tyr Ala Ala Lys Thr Val Phe 

70 75 
Cys His Glu Asn Met Val Lys Val Gly 

85 90 
Gly Asn Leu He Ala Gly Asp Pro Arg 
100 105 
Ser Leu Leu His Ser Lys Phe His Leu 

120 

Leu Leu Leu Ser Thr Tyr He Lys Phe 
135 140 
Lys Ala Thr He Gin Gly Val Leu Arg 

150 155 
Ala Asp Val Glu Leu Gin Gin Arg Ala 

165 170 
Ser Val Ala Ser Thr Asp Val Leu Ala 
180 185 
Pro Phe Pro Glu Arg Glu Ser Ser He 

200 

Lys Gly Pro Gly Ala Gly Ser Ala Leu 
215 220 
Ser Ser Asn Asp He Asn Gly Gly Met 

230 235 
Ser Thr Pro Ser Pro Ser Ala Asp Leu 

245 250 
Pro Pro Ala Ala Pro Pro Ala Ser Ala 



Arg Glu Glu He 
15 

Val Asp Tyr Ser 
30 

Ala Gly Asp Tyr 
45 

Val Thr Asn Arg 

Glu Ala Leu Gin 
80 

Gly Tyr He Leu 
95 

Ser Ser Pro Pro 
110 

Cys Ser Val Ala 
125 

He Asn Leu Phe 

Ala Gly Ser Gin 
160 

Val Glu Tyr Leu 
175 

Thr Val Leu Glu 
190 

Leu Ala Lys Leu 
205 

Asp Asp Gly Arg 

Glu Pro Thr Pro 
240 

Leu Gly Leu Arg 
255 

Gly Ala Gly Asn 
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260 




970 

Cf\J 






1 PIJ 1 PIJ 


Val Asn Val 


Php Acn Glv Pro Ala Ala 


Gin Prn ^pr 


1 PI 1 


biy 




97^ 

CI yj 




?ftn 






Pro Thr 


Prn Gin nin 
ri u u i u uiu 


Alp Php 1 pii ^Pr Prn Glv 

Mid rile LCU OCl r 1 u ulj 


Prn Gin Acn 
ri u UIU Mbp 


Tip 
1 le 


Pl w 

biy 


9Q0 






inn 

ouu 






Prn Prn 


Tip pm Gin 
lie n u uiu 


Ala. Acn ftlii 1 pi i 1 pii Acn 
Mid Mbp ulU LCU LCU Mbll 


1 vc Php V/al 
Ljb r f Itr vdl 


P\7C 

tys 


1 \/c 

Lys 


OUD 




nn 

OJ.U OID 








Arn Acn 
MbM Moll 


Plw Wal | pii 

o i y va i Leu 


Php Pin Acn Pin I on I oi i 
rflc blU Mbll bill LcU LcU 


Gin T1p Plv/ 

bin lie biy 


\/al 

Vd 1 


1 \/C 

Lys 




ocD 


OOU 




tie; 

OOD 




Cor CI ii 


Php Am Gin 
rile Mi y u III 


Acn 1 oil CI \/ Arn Mof Tvr* 

Mbii Leu u iy Mi y rict lyr 


1 di i Dho Tx/r 1 

Leu rritf lyr 


PI \/ 

b ly 


Acn 
MbM 




04 U 


04 D 


ODU 






i WC TVl n 

Lys I nr 


C or p1 n 

oer vai bin 


Dho PI n Acn Dho Coo Dno 

rne bin Asn rne oer rro 


Thr* Wal \/al 

mr vai vai 


U-i c 

Ml S 


rro 




ODD 


OOU 


ODD 






biy ASp 


Leu bin i nr 


Pin Ion Ala Wal Pin Thr 

bin Leu Aia vai bin mr 


Lys Arg vai 


Al 3 

A i a 


Al a 

Aia 


o/U 




O/D 


ooU 






Pin \/al 

bin Vd 1 


Acn Pl w Pl w 

Asp biy biy 


Ala Pin Wal Pin Pin Wal 

Aia bin vai bin bin vai 


Leu Asn i le 


Pl 1 1 
b IU 


P\/c 

Lys 


OOD 




oyu jyb 






A f\f\ 

4UU 


Leu Arg 


Asp rne Leu 


mr rro rro Leu Leu oer 


va i Arg rne 


Arg 


Tyr 




4UD 


41U 




A 1 C 

41d 




piw n u 
biy biy 


a 1 a pro bin 


Aia Leu mr Leu Lys Leu 


pro va i I nr 


Tl rv 

I le 


Asn 




4£ u 


A OCi 


4oU 






1 wc Dho 

Lys rne 


Dho PI n D rrv 

rne bin rro 


Thr Pin Mot Ala Ala Pin 

inr biu net Aia Aia bin 


Am DKrt Dk»/-\ 

Asp rne rne 


Pl n 

b i n 


Arg 




40D 


a An 

44U 


A AC 

44d 






Tr*n 1 wc 

i rp Lys 


PI n 1 an Cdr 

bin Leu oer 


1 oi i Dro Pin Pin Plii Ala 

Leu rro bin bin blU AI3 


PI n 1 \/c T 1 o 

b in Lys l le 


Dho 

rne 


1 wc 

Lys 


4DU 




4DD 


A £0 
4DU 






Ala Ab n 


Wi c Prn Mot 

nib rro ricL 


Acn Ala Pin \/al Thr 1 \/c 

Asp Aia biu vai mr Lys 


Ala 1 wc 1 oi i 

a i a Lys Leu 


i at i 
Leu 


pi \/ 
b iy 


400 




Al(\ Ale 
4/U 4/D 






/ion 
4oU 


Phe Gly 


Ser Ala Leu 


Leu Asp Asn Val Asp Pro 


Asn Pro Glu 


Asn 


Phe 




485 


490 




495 




Val Gly 


Ala Gly He 


He Gin Thr Lys Ala Leu 


Gin Val Gly 


Cys 


Leu 




500 


505 


510 






Leu Arg 


Leu Glu Pro 


Asn Ala Gin Ala Gin Met 


Tyr Arg Leu 


Thr 


Leu 




515 


520 


525 






Arg Thr 


Ser Lys Glu 


Pro Val Ser Arg His Leu 


Cys Glu Leu 


Leu 


Ala 


530 




535 


540 






Gin Gin 


Phe 











545 



<210> 7 
<211> 711 
<212> DNA 

<213> Homo sapiens 
<220> 
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<221> COS 

<222> (1). . (711) 

<400> 7 

atg gca gcc ttt gca gtg gaa cct cag ggg ccc gcg tta gga tct gaa 48 

Met Ala Ala Phe Ala Val 61 u Pro Gin Gly Pro Ala Leu Gly Ser Glu 

15 10 15 

cca atg atg ctg ggt tea ccc aca tct cca aag cca gga gtt aat gcc 96 
Pro Met Met Leu Gly Ser Pro Thr Ser Pro Lys Pro Gly Val Asn Ala 
20 25 30 

cag ttc tta cct gga ttt tta atg ggg gat ttg cca get ccg gtg act 144 
Gin Phe Leu Pro Gly Phe Leu Met Gly Asp Leu Pro Ala Pro Val Thr 
35 40 45 

cca caa cct cga tea att agt ggc cct tea gta gga gta atg gaa atg 192 
Pro Gin Pro Arg Ser He Ser Gly Pro Ser Val Gly Val Met Glu Met 
50 55 60 

aga tea cct tta ctt gca ggt ggg tea cca cca caa cca gtt gta cca 240 
Arg Ser Pro Leu Leu Ala Gly Gly Ser Pro Pro Gin Pro Val Val Pro 
65 70 75 80 

get cat aaa gat aaa agt ggc get cca cca gtt aga agt ata tat gat 288 
Ala His Lys Asp Lys Ser Gly Ala Pro Pro Val Arg Ser He Tyr Asp 

85 90 95 

gac att tct age cca gga ctt gga tea aca cct tta act tea aga aga 336 
Asp He Ser Ser Pro Gly Leu Gly Ser Thr Pro Leu Thr Ser Arg Arg 
100 105 110 

cag atg tct aat aca gga aat tgg atg cat att cgt tat caa tct aaa 384 
Gin Met Ser Asn Thr Gly Asn Trp Met His He Arg Tyr Gin Ser Lys 
115 120 125 

ctg cag get egg aaa gcc tta age aaa gat ggg agg att ttt gga gaa 432 
Leu Gin Ala Arg Lys Ala Leu Ser Lys Asp Gly Arg He Phe Gly Glu 
130 135 140 

tec ate atg att ggt gta aaa cca tgt att gac aaa agt gtt atg gaa 480 
Ser He Met He Gly Val Lys Pro Cys He Asp Lys Ser Val Met Glu 
145 150 155 160 
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age agt gac aga tgt get tta tea tct cca tct tta gec ttt aca cca 528 
Ser Ser Asp Arg Cys Ala Leu Ser Ser Pro Ser Leu Ala Phe Thr Pro 
165 170 175 

cca ate aaa act eta ggt aca cca aca caa cct gga agt act cct agg 575 
Pro He Lys Thr Leu Gly Thr Pro Thr Gin Pro Gly Ser Thr Pro Arg 
180 185 190 

att tct ace atg aga cct ctt get aca gca tac aaa gec tct act agt 624 
He Ser Thr Met Arg Pro Leu Ala Thr Ala Tyr Lys Ala Ser Thr Ser 
195 200 205 

gat tat cag gtt att tct gac aga caa acg cca aaa aaa gat gaa agt 672 
Asp Tyr Gin Val He Ser Asp Arg Gin Thr Pro Lys Lys Asp Glu Ser 
210 215 220 

ctt gta tec aaa gca atg gag tac atg ttt ggc tgg tag 711 
Leu Val Ser Lys Ala Met Glu Tyr Met Phe Gly Trp * 
225 230 235 



<210> 8 
<211> 236 
<212> PRT 

<213> Homo sapiens 



<400> 8 



Met Ala 


Ala Phe 


Ala 


Val 


Glu 


Pro Gin Gly Pro Ala 


Leu Gly Ser Glu 


1 




5 






10 


15 


Pro Met 


Met Leu 


Gly 


Ser 


Pro 


Thr Ser Pro Lys Pro 


Gly Val Asn Ala 




20 








25 


30 


Gin Phe 


Leu Pro 


Gly 


Phe 


Leu 


Met Gly Asp Leu Pro 


Ala Pro Val Thr 




35 








40 


45 


Pro Gin 


Pro Arg 


Ser 


He 


Ser 


Gly Pro Ser Val Gly 


Val Met Glu Met 


50 








55 


60 




Arg Ser 


Pro Leu 


Leu 


Ala 


Gly 


Gly Ser Pro Pro Gin 


Pro Val Val Pro 


65 






70 




75 


80 


Ala His 


Lys Asp 


Lys 


Ser 


Gly 


Ala Pro Pro Val Arg 


Ser He Tyr Asp 






85 






90 


95 


Asp He 


Ser Ser 


Pro 


Gly 


Leu 


Gly Ser Thr Pro Leu 


Thr Ser Arg Arg 




100 








105 


110 


Gin Met 


Ser Asn 


Thr 


Gly 


Asn 


Trp Met His He Arg 


Tyr Gin Ser Lys 




115 








120 


125 


Leu Gin 


Ala Arg 


Lys 


Ala 


Leu 


Ser Lys Asp Gly Arg 


He Phe Gly Glu 
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140 










Qpp Tip 

OCI 1 1 c 


Mpt Hp Glv 


Val 1 v<; Pro fv<; Tip 

V a 1 L J o n u yjr o lie 


Acn 1 




v a i 


Mpt 

1 IC L 


U 1 u 






1 ^n 










i ^n 

IDU 


Cop Qor** 

Jcl JCl 


Acn Ar»n Pvc 
Mbp Mi y Ujrb 


Ala I on Qor ^or* Drn 
Mid LcU Del JcJ rl U 




Alp 

M 1 G 


ri Ic 


Thr 

i nr 


DpA 




loo 


1/U 








175 




Pro lie 


Lys Thr Leu 


Gly Thr Pro Thr Gin 


Pro Gly 


Ser 


Thr 


Pro 


Arg 




180 


185 






190 






lie Ser 


Thr Met Arg 


Pro Leu Ala Thr Ala 


Tyr Lys 


Ala 


Ser 


Thr 


Ser 




195 


200 




205 








Asp Tyr 


Gin Val He 


Ser Asp Arg Gin Thr 


Pro Lys 


Lys 


Asp 


Glu 


Ser 


210 




215 


220 










Leu Val 


Ser Lys Ala 


Met Glu Tyr Met Phe 


Gly Trp 










225 




230 


235 











<210> 9 
<211> 636 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (D...C636) 

<400> 9 

atg cag eta tea ctg act caa gcg cgc acc tgg aag ggt ctg ttg ctg 48 
Met Gin Leu Ser Leu Thr Gin Ala Arg Thr Trp Lys Gly Leu Leu Leu 
15 10 15 

ttg gtg tea tgc atg ate ctg tgg ata tct gtg act ccc aca cca tat 96 
Leu Val Ser Cys Met He Leu Trp He Ser Val Thr Pro Thr Pro Tyr 
20 25 30 

gac cag atg tec aat gag gag ctg tat gac aat ctg ctt tec tgt tct 144 
Asp Gin Met Ser Asn Glu Glu Leu Tyr Asp Asn Leu Leu Ser Cys Ser 
35 40 45 

cat cgc acc cat gta gtt gec cga aaa atg tat aaa att tta gac tta 192 
His Arg Thr His Val Val Ala Arg Lys Met Tyr Lys He Leu Asp Leu 
50 55 60 



aat gta get gag aga aga tgt ttt aag aat aaa aga aac aac acc tgc 240 
Asn Val Ala Glu Arg Arg Cys Phe Lys Asn Lys Arg Asn Asn Thr Cys 
65 70 75 80 
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cac acc act tct acc cat act gca aaa aca aat gaa gat ctt ctg aaa 288 
His Thr Thr Ser Thr His Thr Ala Lys Thr Asn Glu Asp Leu Leu Lys 

85 90 95 

gtc ate ate agt gtt teg aat gca tgg ata tat cca ctg aaa atg etc 336 
Val He He Ser Val Ser Asn Ala Trp He Tyr Pro Leu Lys Met Leu 
100 105 110 

ata cct gca gtg ttg act cat ttg ggc tec tat gat ggt atg atg gca 384 
He Pro Ala Val Leu Thr His Leu Gly Ser Tyr Asp Gly Met Met Ala 
115 120 125 

aga gee ata gag ctt aac tat gga aat caa aaa att ctg gag gga gca 432 
Arg Ala He Glu Leu Asn Tyr Gly Asn Gin Lys He Leu Glu Gly Ala 
130 135 140 

aaa ttt tta etc age agg att cag cct gga att gaa gaa aat gac tat 480 
Lys Phe Leu Leu Ser Arg He Gin Pro Gly He Glu Glu Asn Asp Tyr 
145 150 155 160 

cct gtc tgg tea age tta aaa gaa ttg agg tct tec aat aaa age att 528 
Pro Val Trp Ser Ser Leu Lys Glu Leu Arg Ser Ser Asn Lys Ser lie 
165 170 175 

cac ctt ttt gca ttt tgt aaa ttc ttc tac tgc ttg cgc aaa gat aca 576 
His Leu Phe Ala Phe Cys Lys Phe Phe Tyr Cys Leu Arg Lys Asp Thr 
180 185 190 

aag aag att aag gat tat etc cag ate ttg agg cct aac att att aaa 624 
Lys Lys He Lys Asp Tyr Leu Gin He Leu Arg Pro Asn He He Lys 
195 200 205 

aac aag tgg taa 636 
Asn Lys Trp * 
210 



<210> 10 
<211> 211 
<212> PRT 

<213> Homo sapiens 



<400> 10 

Met Gin Leu Ser Leu Thr Gin Ala Arg Thr Trp Lys Gly Leu Leu Leu 



WO 01/29221 



1 

1 








1 pii Val 
Leu v a 1 


Spp 


rvc Mpt 


Tip 1 on Trn Tip 
i I c Led f i y lie 






?n 




Acn Gin 


Mpf 

I IC L 


Cor Acn 


£1 1 1 fil 1 1 1 pii Tvr 
U 1 U u 1 U LCU 1 jr i 










US c A rn 

ni 5 Arg 


Thr 

1 nr 


nib Vol 


Wal Al o Arn 1 v/c 

V d 1 Ala Arg Lys 


OU 






00 


ASn va 1 


Al A 

A 1 d 


Pin Arn 
U 1 U Ai y 


A rn P v/c Dho 1 \/c 

Mr g Lyb riie Lys 


00 






/u 


Ui c Thr* 

his inr 


i nr 


ot?r i nr 


Hi c Thr Ala 1 \/c 

n i s i nr a i a Lys 






OO 




va I lie 


i ie 


Car 

oer va i 


oer asm Aid irp 






1UU 


lUo 


i i e pro 


AT a 
Aid 


val Leu 


inr his Leu biy 




lit 

Ho 






Arg A 1 a 


i ie 


b i u Leu 


Asn lyr biy Asn 


loll 






loo 


Lys rile 


Leu 


1 qi i Cor 

Leu oer 


Apn T 1 o Pin Dr»r\ 

Arg lie bin rro 


145 






150 


Pro Val 


Trp 


Ser Ser 


Leu Lys Glu Leu 






165 




His Leu 


Phe 


Ala Phe 


Cys Lys Phe Phe 






180 


185 


Lys Lys 


He 


Lys Asp 


Tyr Leu Gin lie 




195 




200 


Asn Lys 


Trp 






210 









<210> 11 
<211> 651 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1).. .(651) 

<400> 11 

atg tec gec ggg ggc ttc gcg gcg ccg 
Met Ser Ala Gly Gly Phe Ala Ala Pro 
1 5 

cct ccg ccg ccc cca cct ctg gga ccc 
Pro Pro Pro Pro Pro Pro Leu Gly Pro 
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c. U 






in 


i p 
lo 




OCI 


\/al Thp Ppfi Thr Prn 
v d i 1 1 ii n u ir ir r I u 


Tv/r 

iyr 




JU 




A5p 


Acn 1 oil 1 oil Can P\/r* 

Asn Leu Leu oer Lys 


oer 




HO 




Mot 


T\/f* f V/C T 1 Q | f\i | Arr\ 

iyr Lys lie Leu Asp 


Leu 




bU 




Asn 


1 wc A n/"*i ArM Aon Tn 

Lys Arg ash Asn inr 


Pwr 

Lys 




/o 


80 


i nr 


Asn b i u Asp Leu Leu 


Lys 








Tl Q 

i ie 


iyr rro Leu Lys net 


Leu 




11U 




ber 


lyr Asp biy Met Met 


AT - 

Ala 




l^O 




PI n 

b i n 


I wi~ Tift i ni ■ pi . , pi w 

Lys i ie Leu b i u b ly 


AT ^ 

Ala 




140 




pi 
Gly 


T1. PI.. PI,, A#~wt A s~ -s. 

lie Glu Glu Asn Asp 


Tyr 




155 


160 


Arg 


Ser Ser Asn Lys Ser 


lie 


170 


175 




Tyr 


Cys Leu Arg Lys Asp 


Thr 




190 




Leu 


Arg Pro Asn He He 


Lys 




205 




ggg 


• 

cac gcg gcg ggg ggt 


ccg 


Gly 


His Ala Ala Gly Gly 


Pro 


10 


15 




cat 


tec aac egg acc acc 


cca 


His 


Ser Asn Arg Thr Thr 


Pro 
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20 25 30 

cct gag tea gec ccc cag aac ggt ccg tec cct atg gec get etc atg 144 
Pro Glu Ser Ala Pro Gin Asn Gly Pro Ser Pro Met Ala Ala Leu Met 
35 40 45 

teg gtg gca gat act ctg ggc aca gcg cac teg ccc aag gat ggc agt 192 
Ser Val Ala Asp Thr Leu Gly Thr Ala His Ser Pro Lys Asp Gly Ser 
50 55 60 

tec gtg cac tct acc act gcg teg gcg egg cga aac age age age cca 240 
Ser Val His Ser Thr Thr Ala Ser Ala Arg Arg Asn Ser Ser Ser Pro 
65 70 75 80 

gtc teg ccg gee tec gtg ccg ggg cag cgc cgc ttg gca tea cgt aac 288 
Val Ser Pro Ala Ser Val Pro Gly Gin Arg Arg Leu Ala Ser Arg Asn 

85 90 95 

ggg gac ctg aat tta cag gtg gcg ccc ccg ccg cct age gec cac ccg 336 
Gly Asp Leu Asn Leu Gin Val Ala Pro Pro Pro Pro Ser Ala His Pro 
100 105 110 

ggc atg gac caa gtg cac ccc caa aac att ccg gat tec ccc atg gee 384 
Gly Met Asp Gin Val His Pro Gin Asn He Pro Asp Ser Pro Met Ala 
115 120 125 

aac age gga ccc etc tgc tgc acc att tgc cac gaa cgt ttg gag gat 432 
Asn Ser Gly Pro Leu Cys Cys Thr He Cys His Glu Arg Leu Glu Asp 
130 135 140 

acg cat ttc gtt cag tgc cct tec gtc ccc age cac aaa ttt tgc ttc 480 
Thr His Phe Val Gin Cys Pro Ser Val Pro Ser His Lys Phe Cys Phe 
145 150 155 ~ 160 

cct tgc tct aga gag agt ate aag gec cag ggg gee acc ggc gag gtg 528 
Pro Cys Ser Arg Glu Ser He Lys Ala Gin Gly Ala Thr Gly Glu Val 

165 170 175 

tat tgc ccc age gga gag aaa tgc ccc eta gtc ggg teg aat gta cct 576 
Tyr Cys Pro Ser Gly Glu Lys Cys Pro Leu Val Gly Ser Asn Val Pro 
180 185 190 

tgg gee ttc atg cag ggc gaa ate gcg act ate tta get ggg gat gtt 624 
Trp Ala Phe Met Gin Gly Glu He Ala Thr He Leu Ala Gly Asp Val 
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195 



200 



205 



aaa gtg aaa aag gag aga gac cct tga 
Lys Val Lys Lys Glu Arg Asp Pro * 
210 215 



651 



<210> 12 
<211> 216 
<212> PRT 

<213> Homo sapiens 

<400> 12 
Met Ser Ala Gly Gly Phe Ala 
1 5 
Pro Pro Pro Pro Pro Pro Leu 
20 

Pro Glu Ser Ala Pro Gin Asn 
35 

Ser Val Ala Asp Thr Leu Gly 
50 55 
Ser Val His Ser Thr Thr Ala 
65 70 
Val Ser Pro Ala Ser Val Pro 
85 

Gly Asp Leu Asn Leu Gin Val 
100 

Gly Met Asp Gin Val His Pro 
115 

Asn Ser Gly Pro Leu Cys Cys 
130 135 
Thr His Phe Val Gin Cys Pro 
145 150 
Pro Cys Ser Arg Glu Ser He 
165 

Tyr Cys Pro Ser Gly Glu Lys 
180 

Trp Ala Phe Met Gin Gly Glu 
195 

Lys Val Lys Lys Glu Arg Asp 
210 215 



Ala Pro Gly His Ala Ala Gly Gly Pro 

10 15 
Gly Pro His Ser Asn Arg Thr Thr Pro 

25 30 
Gly Pro Ser Pro Met Ala Ala Leu Met 
40 45 
Thr Ala His Ser Pro Lys Asp Gly Ser 

60 

Ser Ala Arg Arg Asn Ser Ser Ser Pro 
75 80 
Gly Gin Arg Arg Leu Ala Ser Arg Asn 

90 95 
Ala Pro Pro Pro Pro Ser Ala His Pro 

105 110 
Gin Asn He Pro Asp Ser Pro Met Ala 
120 125 
Thr He Cys His Glu Arg Leu Glu Asp 

140 

Ser Val Pro Ser His Lys Phe Cys Phe 
155 160 
Lys Ala Gin Gly Ala Thr Gly Glu Val 

170 175 
Cys Pro Leu Val Gly Ser Asn Val Pro 

185 190 
He Ala Thr lie Leu Ala Gly Asp Val 
200 205 
Pro 



<210> 13 
<211> 468 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> COS 

<222> (1) . . .(468) 



atg 
Met 
1 


<400> 
gcc tta 
Ala Leu 


13 

att 

He 


att 
He 
5 


cgt 
Arg 


cca 
Pro 


tec aca gat ttc 
Ser Thr Asp Phe 
10 


acg ttt ctg ttt eta 
Thr Phe Leu Phe Leu 
15 


48 


ccc 
Pro 


tgt 
Cys 


acg 
Thr 


tea 
Ser 
20 


gtt 
Val 


gga 

Gly 


tta 
Leu 


ttt aat ttt ctg 
Phe Asn Phe Leu 
25 


tgt agt aga ttc tac 
Cys Ser Arg Phe Tyr 
30 


96 


ctg 
Leu 


acc 
Thr 


aag 
Lys 
35 


ttc 
Phe 


aat 
Asn 


aaa 
Lys 


gaa 
Glu 


aat aat tgt gta 
Asn Asn Cys Val 
40 


tta cct cat tea aaa 
Leu Pro His Ser Lys 
45 


144 


gtt 
Val 


tea 
Ser 
50 


ttc 
Phe 


cag 
Gin 


ggc 

Gly 


ttt 
Phe 


ata 
He 

55 


tta caa gtt ggc 
Leu Gin Val Gly 


agt gga gca get gca 
Ser Gly Ala Ala Ala 
60 


192 


gag 
Glu 
65 


cca 
Pro 


tec 
Ser 


cga 
Arg 


ggc 

Gly 


aca 
Thr 
70 


gga 
Gly 


age tct ggg ccc 
Ser Ser Gly Pro 
75 


tec tct caa cat cca 
Ser Ser Gin His Pro 

80 


240 


tta 
Leu 


tct 
Ser 


caa 
Gin 


get 
Ala 


cat 
His 
85 


cga 
Arg 


cag 
Gin 


gga aac ttc gtg 
Gly Asn Phe Val 
90 


gac att gtt gat gcc 
Asp He Val Asp Ala 
95 


288 


aag 
Lys 


ttg 
Leu 


aag 
Lys 


att 
He 
100 


cct 
Pro 


gtc 
Val 


tct 
Ser 


gga tec aaa tea 
Gly Ser Lys Ser 
105 


gag ggc ctt etc tac 
Glu Gly Leu Leu Tyr 
110 


336 


gtc 
Val 


cac 
His 


tea 
Ser 
115 


tec 
Ser 


aga 
Arg 


ggt 
Gly 


ggc 
Gly 


ccc ttt cag agg 
Pro Phe Gin Arg 
120 


tgg cac ctt gac gag 
Trp His Leu Asp Glu 
125 


384 


gtc 
Val 


ttt 
Phe 
130 


tta 
Leu 


gag 
Glu 


etc 
Leu 


aag 
Lys 


gat 
Asp 
135 


ggt cag cag att 
Gly Gin Gin He 


cct gtg ttc aag etc 
Pro Val Phe Lys Leu 
140 


432 
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agt ggg gaa aac ggt gat gaa gtg aaa aag gag tag 468 
Ser Gly Glu Asn Gly Asp Glu Val Lys Lys Glu * 
145 150 155 



<210> 14 
<211> 155 
<212> PRT 
<213> Homo sapiens 

<400> 14 



Met 


Ala 


Leu 


He 


He 


Arg 


Pro Ser 


Thr Asp Phe Thr 


Phe 


Leu Phe Leu 


1 








5 






10 




15 


Pro 


Cys 


Thr 


Ser 


Val 


Gly 


Leu Phe 


Asn Phe Leu Cys 


Ser 


Arg Phe Tyr 








20 








25 




30 


Leu 


Thr 


Lys 


Phe 


Asn 


Lys 


Glu Asn 


Asn Cys Val Leu 


Pro 


His Ser Lys 






35 








40 




45 




Val 


Ser 


Phe 


Gin 


Gly 


Phe 


He Leu 


Gin Val Gly Ser 


Gly 


Ala Ala Ala 




50 










55 


60 






Glu 


Pro 


Ser 


Arg 


Gly 


Thr 


Gly Ser 


Ser Gly Pro Ser 


Ser 


Gin His Pro 


65 










70 




75 




80 


Leu 


Ser 


Gin 


Ala 


His 


Arg 


Gin Gly 


Asn Phe Val Asp 


He 


Val Asp Ala 










85 






90 




95 


Lys 


Leu 


Lys 


lie 


Pro 


Val 


Ser Gly 


Ser Lys Ser Glu 


Gly 


Leu Leu Tyr 








100 








105 




110 


Val 


His 


Ser 


Ser 


Arg 


Gly 


Gly Pro 


Phe Gin Arg Trp 


His 


Leu Asp Glu 






115 








120 




125 




Val 


Phe 


Leu 


Glu 


Leu 


Lys 


Asp Gly 


Gin Gin He Pro 


Val 


Phe Lys Leu 




130 










135 


140 






Ser 


Gly 


Glu 


Asn 


Gly 


Asp 


Glu Val 


Lys Lys Glu 






145 










150 




155 







<210> 15 
<211> 765 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1).. .(765) 

<400> 15 
atg gtg tec tgg ate ate tct cgc 
Met Val Ser Trp lie He Ser Arg 



ctg gtg gtg etc ate ttt ggc acc 48 
Leu Val Val Leu He Phe Gly Thr 
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15 10 15 

ctg tac cca gcc tat tct tec tac aag gec gtg aag aca aaa aac gtg 96 
Leu Tyr Pro Ala Tyr Ser Ser Tyr Lys Ala Val Lys Thr Lys Asn Val 
20 25 30 

aag gaa tat gtg aaa tgg atg atg tac tgg ate gtc ttt gcc ttc ttc 144 
Lys Glu Tyr Val Lys Trp Met Met Tyr Trp He Val Phe Ala Phe Phe 
35 40 45 

acc acg gcc gag acg etc acg gat ata gtg etc tec tgg ttc ccc ttc . 192 
Thr Thr Ala Glu Thr Leu Thr Asp He Val Leu Ser Trp Phe Pro Phe 
50 55 60 

tac ttt gaa ctg aag ate gcc ttc gtg ata tgg ctg ctg tec cct tac 240 
Tyr Phe Glu Leu Lys He Ala Phe Val He Trp Leu Leu Ser Pro Tyr 
65 70 75 80 

acc aag ggc tec age gtg etc tac cgc aag ttc gtg cac cca acg ctg 288 
Thr Lys Gly Ser Ser Val Leu Tyr Arg Lys Phe Val His Pro Thr Leu 

85 90 95 

tec aac aag gag aag gag ate gac gag tac ate acg cag gcc cga gac 336 
Ser Asn Lys Glu Lys Glu He Asp Glu Tyr He Thr Gin Ala Arg Asp 
100 105 110 

aag age tat gag acc atg atg agg gtg ggc aag agg ggc ctg aac ctt 384 
Lys Ser Tyr Glu Thr Met Met Arg Val Gly Lys Arg Gly Leu Asn Leu 
115 120 125 

gcc gcc aat get gca gtc aca get gcc gcc aag ggc cag ggg gtg ctg 432 
Ala Ala Asn Ala Ala Val Thr Ala Ala Ala Lys Gly Gin Gly Val Leu 
130 135 140 

tea gag aag etc cgc age ttc age atg cag gac ctg acc ctg ate egg 480 
Ser Glu Lys Leu Arg Ser Phe Ser Met Gin Asp Leu Thr Leu He Arg 
145 150 155 160 

gac gag gac gca ctg ccc ctg cag agg cct gac ggc cgc etc cga ccc 528 
Asp Glu Asp Ala Leu Pro Leu Gin Arg Pro Asp Gly Arg Leu Arg Pro 

165 170 175 

age cct ggc age etc ctg gac acc ate gag gac tta gga gat gac cct 576 
Ser Pro Gly Ser Leu Leu Asp Thr He Glu Asp Leu Gly Asp Asp Pro 
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180 185 190 

gcc ctg agt eta agg tec age aca aac ccg gca gat tec egg aca gag 624 
Ala Leu Ser Leu Arg Ser Ser Thr Asn Pro Ala Asp Ser Arg Thr Glu 
195 200 205 

get tct gag gat gac atg gga gac aaa get ccc aag agg gcc aaa ccc 672 
Ala Ser Glu Asp Asp Met Gly Asp Lys Ala Pro Lys Arg Ala Lys Pro 
210 215 220 

ate aaa aaa gcg ccc aaa get gag cca ctg get tec aag aca ctg aag 720 
lie Lys Lys Ala Pro Lys Ala Glu Pro Leu Ala Ser Lys Thr Leu Lys 
225 230 235 240 

ace egg ccc aag aag aag ace tct ggc ggg ggc gac tea get tga 765 
Thr Arg Pro Lys Lys Lys Thr Ser Gly Gly Gly Asp Ser Ala * 

245 250 



<210> 16 
<211> 254 
<212> PRT 
<213> Homo sapiens 



<400> 16 














Met Val 


Ser Trp 


lie 


He 


Ser 


Arg Leu Val Val 


Leu He Phe 


Gly Thr 


1 




5 






10 




15 


Leu Tyr 


Pro Al a 


Tyr 


Ser 


Ser 


Tyr Lys Ala Val 


Lys Thr Lys 


Asn Val 




20 








25 


30 




Lys Glu 


Tyr Val 


Lys 


Trp 


Met 


Met Tyr Trp He 


Val Phe Ala 


Phe Phe 




35 








40 


45 




Thr Thr 


Ala Glu 


Thr 


Leu 


Thr 


Asp He Val Leu 


Ser Trp Phe 


Pro Phe 


50 








55 




60 




Tyr Phe 


Glu Leu 


Lys 


He 


Ala 


Phe Val He Trp 


Leu Leu Ser 


Pro Tyr 


65 






70 




75 




80 


Thr Lys 


Gly Ser 


Ser 


Val 


Leu 


Tyr Arg Lys Phe 


Val His Pro 


Thr Leu 






85 






90 




95 


Ser Asn 


Lys Glu 


Lys 


Glu 


He 


Asp Glu Tyr He 


Thr Gin Ala 


Arg Asp 




100 








105 


110 




Lys Ser 


Tyr Glu 


Thr 


Met 


Met 


Arg Val Gly Lys 


Arg Gly Leu 


Asn Leu 




115 








120 


125 




Ala Ala 


Asn Ala 


Ala 


Val 


Thr 


Ala Ala Ala Lys 


Gly Gin Gly 


Val Leu 


130 








135 




140 




Ser Glu 


Lys Leu 


Arg 


Ser 


Phe 


Ser Met Gin Asp 


Leu Thr Leu 


He Arg 
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145 150 155 160 

Asp 61 u Asp Ala Leu Pro Leu Gin Arg Pro Asp Gly Arg Leu Arg Pro 

165 170 175 

Ser Pro Gly Ser Leu Leu Asp Thr He Glu Asp Leu Gly Asp Asp Pro 

180 185 190 

Ala Leu Ser Leu Arg Ser Ser Thr Asn Pro Ala Asp Ser Arg Thr Glu 

195 200 205 

Ala Ser Glu Asp Asp Met Gly Asp Lys Ala Pro Lys Arg Ala Lys Pro 

210 215 220 

He Lys Lys Ala Pro Lys Ala Glu Pro Leu Ala Ser Lys Thr Leu Lys 
225 230 235 240 

Thr Arg Pro Lys Lys Lys Thr Ser Gly Gly Gly Asp Ser Ala 
245 250 

<210> 17 
<211> 408 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(408) 

<221> misc feature 



<222> 


(1) 


...(408) 




















<223> 


n = 


A.T.C or G 


















<400> 


17 
























atg gcc cat 


agg 


ggc 


gtg 


tea get 


gtg gtc 


gtg 


gga 


get 


gac 


cgc 


gtg 


48 


Met Ala His 


Arg 


Gly 


Val 


Ser Ala 


Val Val 


Val 


Gly 


Ala 


Asp 


Arg 


Val 




1 




5 






10 










15 






gtt gcc aac 


ggn 


gac 


aca 


gcc aac 


aag gtg 


ggc 


acc 


tac 


cag 


ctg 


gcc 


96 


Val Ala Asn 


Xaa 


Asp 


Thr 


Ala Asn 


Lys Val 


Gly 


Thr 


Tyr 


Gin 


Leu 


Ala 






20 








25 








30 








att gtc gcc 


aag 


cac 


cat 


ggc att 


ccc ttc 


tac 


gtg 


get 


gcc 


ccc 


age 


144 


He Val Ala 


Lys 


His 


His 


Gly He 


Pro Phe 


Tyr 


Val 


Ala 


Ala 


Pro 


Ser 




35 








40 








45 










tct tea tgt 


gac 


etc 


cgt 


ctg gag 


acc ggc 


aag 


gag 


ate 


att 


att 


gaa 


192 


Ser Ser Cys 


Asp 


Leu 


Arg 


Leu Glu 


Thr Gly 


Lys 


Glu 


He 


He 


He 


Glu 





50 55 60 
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gag cga ccg ggc cag gag ctg acc gat gtt aat ggg gtc egg att gca 240 

Glu Arg Pro Gly Gin Glu Leu Thr Asp Val Asn Gly Val Arg lie Ala 
65 70 75 80 

gca cct ggg att gga gtt tgg aat cct gec ttc gat gtc acc ccc cac 288 
Ala Pro Gly He Gly Val Trp Asn Pro Ala Phe Asp Val Thr Pro His 

85 90 95 

gac etc ate act ggt ggc ate ate aca gaa ctg ggg gtc ttt gee cct 336 
Asp Leu He Thr Gly Gly He He Thr Glu Leu Gly Val Phe Ala Pro 
100 105 110 

gag gag etc egg aca gee eta acc acc acc atc tct tec agg gat gga 384 
Glu Glu Leu Arg Thr Ala Leu Thr Thr Thr lie Ser Ser Arg Asp Gly 
115 ~ 120 125 

acc eta gat gga ccc cag atg taa 408 
Thr Leu Asp Gly Pro Gin Met * 
130 135 



<210> 


18 




<211> 


135 




<212> 


PRT 




<213> 


Homo sapiens 




<220> 






<221> 


VARIANT 




<222> 


(!)...( 135) 




<223> 


Xaa = Any Amino Acid 


<400> 


18 




Met Ala His 


Arg Gly Val Ser Ala 


Val Val Val Gly Ala Asp Arg Val 


1 


5 


10 15 


Val Ala Asn 


Xaa Asp Thr Ala Asn 


Lys Val Gly Thr Tyr Gin Leu Ala 




20 


25 30 


He Val Ala 


Lys His His Gly He 


Pro Phe Tyr Val Ala Ala Pro Ser 


35 


40 


45 


Ser Ser Cys 


Asp Leu Arg Leu Glu 


Thr Gly Lys Glu He He He Glu 


50 


55 


60 


Glu Arg Pro 


Gly Gin Glu Leu Thr 


Asp Val Asn Gly Val Arg He Ala 


65 


70 


75 80 


Ala Pro Gly 


He Gly Val Trp Asn 


Pro Ala Phe Asp Val Thr Pro His 




85 


90 95 
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Asp Leu He Thr Gly Gly lie 
100 

Glu Glu Leu Arg Thr Ala Leu 
115 

Thr Leu Asp Gly Pro Gin Met 
130 135 

<210> 19 
<211> 828 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> (1). .".(828) 

<400> 19 

atg ggg aat ttc aga ggt cat gcc etc cct gga acc ttc ttt ttt att 48 
Met Gly Asn Phe Arg Gly His Ala Leu Pro Gly Thr Phe Phe Phe lie 
15 10 15 

att ggt ctt tgg tgg tgt aca aag agt att ctg aag tat ate tgc aaa 95 
He Gly Leu Trp Trp Cys Thr Lys Ser He Leu Lys Tyr He Cys Lys 
20 25 30 

aag caa aag cga acc tgc tat ctt ggt tec aaa aca tta ttc tat cga 144 
Lys Gin Lys Arg Thr Cys Tyr Leu Gly Ser Lys Thr Leu Phe Tyr Arg 
35 40 45 

ttg gaa att ttg gag gga att aca ata gtt ggc atg get tta act ggc 192 
Leu Glu He Leu Glu Gly He Thr He Val Gly Met Ala Leu Thr Gly 
50 55 60 

atg get ggg gag cag ttt att cct gga ggg ccc cat ctg atg tta tat 240 
Met Ala Gly Glu Gin Phe He Pro Gly Gly Pro His Leu Met Leu Tyr 
65 70 75 80 

gac tat aaa caa ggt cac tgg aat caa etc ctg ggc tgg cat cat ttc 288 
Asp Tyr Lys Gin Gly His Trp Asn Gin Leu Leu Gly Trp His His Phe 

85 90 95 



He Thr Glu Leu Gly Val Phe Ala Pro 

105 110 

Thr Thr Thr lie Ser Ser Arg Asp Gly 
120 125 



acc atg tat ttc ttc ttt ggg ctg ttg ggt gtg gca gat ate tta tgt 336 
Thr Met Tyr Phe Phe Phe Gly Leu Leu Gly Val Ala Asp He Leu Cys 
100 105 110 
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ttc acc ate agt tea ctt cct gtg tec tta acc aag tta atg ttg tea 384 

Phe Thr He Ser Ser Leu Pro Val Ser Leu Thr Lys Leu Met Leu Ser 
115 120 125 

aat gee tta ttt gtg gag gec ttt ate ttc tac aac cac act cat ggc 432 

Asn Ala Leu Phe Val Glu Ala Phe He Phe Tyr Asn His Thr His Gly 

130 135 140 

egg gaa atg ctg gac ate ttt gtg cac cag ctg ctg gtt ttg gtc gtc 480 

Arg Glu Met Leu Asp He Phe Val His Gin Leu Leu Val Leu Val Val 

145 150 155 160 

ttt ctg aca ggc etc gtt gec ttc eta gag ttc ctt gtt egg aac aat 528 

Phe Leu Thr Gly Leu Val Ala Phe Leu Glu Phe Leu Val Arg Asn Asn 

165 170 175 

gta ctt ctg gag eta ttg egg tea agt etc att ctg ctt cag ggg age 576 

Val Leu Leu Glu Leu Leu Arg Ser Ser Leu He Leu Leu Gin Gly Ser 
180 185 190 

tgg ttc ttt cag att gga ttt gtc ctg tat ccc ccc agt gga ggt cct 624 

Trp Phe Phe Gin He Gly Phe Val Leu Tyr Pro Pro Ser Gly Gly Pro 
195 200 205 

gca tgg gat ctg atg gat cat gaa aat att ttg ttt etc acc ata tgc 672 

Ala Trp Asp Leu Met Asp His Glu Asn He Leu Phe Leu Thr He Cys 

210 215 220 

ttt tgt tgg cat tat gca gta acc att gtc ate gtt gga atg aat tat -720 

Phe Cys Trp His Tyr Ala Val Thr lie Val He Val Gly Met Asn Tyr 

225 230 235 240 

get ttc att acc tgg ttg gtt aaa tct aga ctt aag agg etc tgc tec 768 

Ala Phe He Thr Trp Leu Val Lys Ser Arg Leu Lys Arg Leu Cys Ser 

245 250 255 

tea gaa gtt gga ctt ctg aaa aat get gaa cga gaa caa gaa tea gaa 816 

Ser Glu Val Gly Leu Leu Lys Asn Ala Glu Arg Glu Gin Glu Ser Glu 
260 265 270 



gaa gaa atg tga 
Glu Glu Met * 
275 



828 
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<210> 20 
<211> 275 
<212> PRT 
<213> Homo sapiens 



<400> 20 



Met Gly 


Asn Phe Arg 


Gly 


His Ala 


Leu Pro Gly Thr 


Phe Phe Phe He 


1 


5 






10 


lb 


lie Gly 


Leu Trp Trp 


p , , _ 

Cys 


Thr Lys 


Ser He Leu Lys 


Tyr He Cys Lys 




20 






25 


OA 

30 


Lys Gin 


Lys Arg Thr 


Cys 


Tyr Leu 


Gly Ser Lys Thr 


Leu Phe Tyr Arg 




35 




A A 

40 




A f 

45 


Leu Glu 


He Leu Glu 


Gly 


He Thr 


He Val Gly Met 


AT. 1 _ . . TL — . pi ., 

Ala Leu Thr Gly 


l~ A 

50 






55 


/"A 

60 




Met Ala 


Gly Glu Gin 


Phe 


I le Pro 


pi .. pi ,, r>^»« i _ 

Gly Gly Pro His 


Leu Met Leu Tyr 


re 

65 




~) A 

70 




75 


A A 

80 


Asp Tyr 


Lys Gin Gly 


HIS 


Trp Asn 


Gin Leu Leu Gly 


irp His His Pne 




85 






90 


95 


inr Met 


T V i« nU 0 DUirs 

tyr me rne 


pne 


biy Leu 


1 m ■ PI w V/ r»T AT i 

Leu b I y va i Ala 


Asp 1 ie Leu Lys 




1UU 






1 fiC 

lUb 


ilu 


rne inr 


1 1 e oer oer 


1 QI 1 

Leu 


rro val 


oer Leu i nr Lys 


I qi i Mof 1 oi i Cpr> 

Leu net Leu oer 




lie; 




1 9fi 






MSn Mia 


Leu rne vai 


o 1 U 


Al a Dho 

Mia rne 


T 1 a DHq Two Acn 

I ic rne iyr Msn 


Hie Thr Wi c HI v/ 

ni s inr m 5 uiy 


i ^n 






lOD 


1 AH 




Arn £1 n 


l ie I LcU Mbp 


Tlo 
1 1 1? 


rric v a i 


nib u 1 ll Lt:U LcU 


Vd 1 LcU Vd 1 Vd 1 


14b 




Ibl) 




lbb 


loU 


Phe Leu 


Thr Gly Leu 


Val 


Ala Phe 


Leu Glu Phe Leu 


Val Arg Asn Asn 




165 






170 


175 


Val Leu 


Leu Glu Leu 


Leu 


Arg Ser 


Ser Leu He Leu 


Leu Gin Gly Ser 




180 






185 


190 


Trp Phe 


Phe Gin He 


Gly 


Phe Val 


Leu Tyr Pro Pro 


Ser Gly Gly Pro 




195 




200 




205 


Ala Trp 


Asp Leu Met 


Asp 


His Glu 


Asn He Leu Phe 


Leu Thr He Cys 


210 






215 


220 




Phe Cys 


Trp His Tyr 


Ala 


Val Thr 


He Val He Val 


Gly Met Asn Tyr 


225 




230 




235 


240 


Ala Phe 


lie Thr Trp 


Leu 


Val Lys 


Ser Arg Leu Lys 


Arg Leu Cys Ser 




245 






250 


255 


Ser Glu 


Val Gly Leu 


Leu 


Lys Asn 


Ala Glu Arg Glu 


Gin Glu Ser Glu 




260 






265 


270 


Glu Glu 


Met 












275 
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<210> 21 
<211> 1623 
<212> DNA 
<213> Homo sapiens 





<220> 








<221> 


CDS 






<222> 


(I) 


...(1623) 




<22l> 


misc feature 




<222> 


(l) 


...(1623) 




<223> 


n = 


A. 1 .L OP b 




inn 

<400> 


21 




atg 


gag egg 


gag 


gcg ttg ccg 


Met 


Glu Arg 


Glu 


Ala Leu Pro 


1 






5 


agt 


tct gac 


gaa 


atg agg age 


Ser 


Ser Asp 


Glu 


Met Arg Ser 






20 




agt 


gag aat 


gag 


gaa gag gaa 


Ser 


Glu Asn 


Glu 


Glu Glu Glu 




35 






tat 


gaa gtc 


gaa 


gag ata cca 


Tyr 


Glu Val 


Glu 


Glu He Pro 




50 




55 


ttt 


gag cca 


caa 


age cca gag 


Phe 


Glu Pro 


Gin 


Ser Pro Glu 


65 






70 



10 15 



25 30 



40 45 



60 



75 80 



gag ttt gaa tec cag age cct agg tat gaa ccc caa age cct ggc tat 



48 



96 



144 



192 



240 



cct gaa age ccg ggg ttt gag tec cga age cct ggg ctt gtg ccc cca 288 
Pro Glu Ser Pro Gly Phe Glu Ser Arg Ser Pro Gly Leu Val Pro Pro . 

85 90 95 

age cct gag ttt gca ccc aga age cct gaa tea gat tct cag age cct 336 
Ser Pro Glu Phe Ala Pro Arg Ser Pro Glu Ser Asp Ser Gin Ser Pro 
100 105 110 



384 
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61 u Phe Glu Ser Gin Ser Pro Arg Tyr Glu Pro Gin Ser Pro Gly Tyr 

115 120 125 

gaa cct egg age ccc ggg tat gaa ccc egg age cct ggc tat gaa tct 432 

Glu Pro Arg Ser Pro Gly Tyr Glu Pro Arg Ser Pro Gly Tyr Glu Ser 

130 135 140 

gag age tct aga tat gaa tec cag aac act gag etc aaa acc caa age 480 

Glu Ser Ser Arg Tyr Glu Ser Gin Asn Thr Glu Leu Lys Thr Gin Ser 

145 150 155 160 

cca gaa ttt gaa get caa agt tec aaa ttc cag gaa ggt gcg gag atg 528 

Pro Glu Phe Glu Ala Gin Ser Ser Lys Phe Gin Glu Gly Ala Glu Met 

165 170 175 

ctt ctg aac ccc gan gaa aag agt cct ttg aat ate tec gta gga gtt 576 

Leu Leu Asn Pro Xaa Glu Lys Ser Pro Leu Asn He Ser Val Gly Val 

180 185 190 

cac ccc ctg gac tec ttc act cag ggg ttt ggg gag cag ccc aca ggg 624 

His Pro Leu Asp Ser Phe Thr Gin Gly Phe Gly Glu Gin Pro Thr Gly 

195 200 205 

gac ctg ccc ata ggg cca cct ttt gag atg ccc aca ggg gec ctg ctg 672 

Asp Leu Pro He Gly Pro Pro Phe Glu Met Pro Thr Gly Ala Leu Leu 

210 215 220 

tct aca ccg cag ttt gag atg ctt cag aat ccc ctg ggt etc aca gga 720 

Ser Thr Pro Gin Phe Glu Met Leu Gin Asn Pro Leu Gly Leu Thr Gly 

225 230 235 240 

gee ctt cga ggt cca ggt egg egg ggt ggc egg gee agg ggt ggg cag 768 

Ala Leu Arg Gly Pro Gly Arg Arg Gly Gly Arg Ala Arg Gly Gly Gin 

245 250 255 

ggc cct egg cct aac ate tgt ggc ate tgc ggg aag age ttc ggg egg 816 

Gly Pro Arg Pro Asn He Cys Gly He Cys Gly Lys Ser Phe Gly Arg 

260 265 270 

ggc tec acc ctg ate cag cac cag cgc ate cac acc ggt gag aag ccc 864 

Gly Ser Thr Leu He Gin His Gin Arg He His Thr Gly Glu Lys Pro 

275 280 285 



tac aaa tgt gag gtc tgc age aag gec ttc tec cag age tct gac etc 



912 
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Tyr Lys Cys Glu Val Cys Ser Lys Ala Phe Ser Gin Ser Ser Asp Leu 
290 295 300 

ate aaa cac cag cgc acc cac act ggc gag egg ccc tac aaa tgt ccc 960 
He Lys His Gin Arg Thr His Thr Gly Glu Arg Pro Tyr Lys Cys Pro 
305 310 315 320 

cgt tgc ggc aag gec ttc gec gac age tct tac ctg ctt cgc cac cag 1008 
Arg Cys Gly Lys Ala Phe- Ala Asp Ser Ser Tyr Leu Leu Arg His Gin 
325 330 335 

cgc act cac tct ggc cag aag ccc tac aag tgc cca cat tgt ggc aag 1056 
Arg Thr His Ser Gly Gin Lys Pro Tyr Lys Cys Pro. His Cys Gly Lys 
340 345 350 

gec ttc ggc gac age tec tac etc ctg cga cac cag cgc acc cac age 1104 
Ala Phe Gly Asp Ser Ser Tyr Leu Leu Arg His Gin Arg Thr His Ser 
355 360 365 

cac gag egg ccc tac age tgc acc gag tgc ggc aag tgc tat age cag 1152 
His Glu Arg Pro Tyr Ser Cys Thr Glu Cys Gly Lys Cys Tyr Ser Gin 
370 375 380 

aac teg tec ctg cgc age cat cag agg gtg cac acc ggt cag agg ccc 1200 
Asn Ser Ser Leu Arg Ser His Gin Arg Val His Thr Gly Gin Arg Pro 
385 390 395 400 

ttc age tgt ggc ate tgc ggc aag age ttc tec cag egg teg gee ctt 1248 
Phe Ser Cys Gly He Cys Gly Lys Ser Phe Ser Gin Arg Ser Ala Leu 
405 410 415 

ate ccc cat gee cgc age cac gee egg gag aag ccc ttc aag tgc cct 1296 
He Pro His Ala Arg Ser His Ala Arg Glu Lys Pro Phe Lys Cys Pro 
420 425 430 

gag tgc ggc aag cgc ttt ggc cag age teg gtg ctg gec ate cac gec 1344 
Glu Cys Gly Lys Arg Phe Gly Gin Ser Ser Val Leu Ala He His Ala 
435 440 445 

cgc acc cac ctg cca ggc cgc acc tac age tgc ccc gac tgc ggc aag 1392 
Arg Thr His Leu Pro Gly Arg Thr Tyr Ser Cys Pro Asp Cys Gly Lys 
450 455 460 

acc ttc aat cgc tec tec act etc ate cag cac cag cgc tec cac acg 1440 
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He Gin His Gin Arg Ser His Thr 
475 480 

gtg tgc ggc aag ggc ttc tgc cgc 1488 
Val Cys Gly Lys Gly Phe Cys Arg 
490 495 

egg gtc cac agt ggc gag egg cct 1536 
Arg Val His Ser Gly Glu Arg Pro 
505 510 

gec ttc tec cag age tec gac etc 1584 
Ala Phe Ser Gin Ser Ser Asp Leu 

525 

gcg ggc egg cgc tga 1623 
Ala Gly Arg Arg * 
540 



<210> 22 
<211> 540 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (1)...(540) 

<223> Xaa = Any Amino Acid 





<400> 


22 




















Met 


Glu 


Arg 


Glu 


Ala 


Leu 


Pro 


Trp 


Gly Leu 


Glu Pro 


Gin 


Asp 


Val Gin 


1 








5 








10 








15 


Ser 


Ser 


Asp 


Glu 


Met 


Arg 


Ser 


Pro 


Glu Gly 


Asn Leu 


Arg 


Gly 


Asn Met 








20 










25 






30 




Ser 


Glu 


Asn 


Glu 


Glu 


Glu 


Glu 


He 


Ser Gin 


Gin Glu 


Gly 


Ser 


Gly Asp 






35 










40 






45 






Tyr 


Glu 


Val 


Glu 


Glu 


He 


Pro 


Phe 


Gly Leu 


Glu Pro 


Gin 


Ser 


Pro Gly 




50 










55 






60 








Phe 


Glu 


Pro 


Gin 


Ser 


Pro 


Glu 


Phe 


Glu Pro 


Gin Ser 


Pro 


Arg 


Phe Glu 


65 










70 








75 






80 


Pro 


Glu 


Ser 


Pro 


Gly 


Phe 


Glu 


Ser 


Arg Ser 


Pro Gly 


Leu 


Val 


Pro Pro 










85 








90 








95 


Ser 


Pro 


Glu 


Phe 


Ala 


Pro 


Arg 


Ser 


Pro Glu 


Ser Asp 


Ser 


Gin 


Ser Pro 



Thr Phe Asn Arg Ser Ser Thr Leu 
465 470 

ggc gag egg ccc tac agg tgc gec 
Gly Glu Arg Pro Tyr Arg Cys Ala 
485 

tec tec acg ctt ctg cag cat cac 
Ser Ser Thr Leu Leu Gin His His 
500 

tac aag tgc gat gac tgc gga aag 
Tyr Lys Cys. Asp Asp Cys Gly Lys 
515 520 



ate cgc cac cag egg acc cac gcg 
He Arg His Gin Arg Thr His Ala 
530 535 
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100 105 

Glu Phe Glu Ser Gin Ser Pro Arg Tyr Glu 

115 120 
Glu Pro Arg Ser Pro Gly Tyr Glu Pro Arg 

130 135 
Glu Ser Ser Arg Tyr Glu Ser Gin Asn Thr 
145 150 
Pro Glu Phe Glu Ala Gin Ser Ser Lys Phe 
165 170 
Leu Leu Asn Pro Xaa Glu Lys Ser Pro Leu 

180 185 
His Pro Leu Asp Ser Phe Thr Gin Gly Phe 

195 200 
Asp Leu Pro He Gly Pro Pro Phe Glu Met 

210 215 
Ser Thr Pro Gin Phe Glu Met Leu Gin Asn 
225 230 
Ala Leu Arg Gly Pro Gly Arg Arg Gly Gly 

245 250 
Gly Pro Arg Pro Asn He Cys Gly He Cys 

260 265 
Gly Ser Thr Leu He Gin His Gin Arg He 

275 280 
Tyr Lys Cys Glu Val Cys Ser Lys Ala Phe 

290 295 
He Lys His Gin Arg Thr His Thr Gly Glu 
305 310 
Arg Cys Gly Lys Ala Phe Ala Asp Ser Ser 

325 330 
Arg Thr His Ser Gly Gin Lys Pro Tyr Lys 

340 345 
Ala Phe Gly Asp' Ser Ser Tyr Leu Leu Arg 

355 360 
His Glu Arg Pro Tyr Ser Cys Thr Glu Cys 

370 375 
Asn Ser Ser Leu Arg Ser His Gin Arg Val 
385 390 
Phe Ser Cys Gly He Cys Gly Lys Ser Phe 
405 410 
He Pro His Ala Arg Ser His Ala Arg Glu 

420 425 
Glu Cys Gly Lys Arg Phe Gly Gin Ser Ser 

435 440 
Arg Thr His Leu Pro Gly Arg Thr Tyr Ser 



110 

Pro Gin Ser Pro Gly Tyr 
125 

Ser Pro Gly Tyr Glu Ser 

140 
Glu Leu Lys 
155 

Gin Glu Gly 



Asn He Ser 

Gly Glu Gin 
205 

Pro Thr Gly 

220 
Pro Leu Gly 

235 

Arg Ala Arg 

Gly Lys Ser 

His Thr Gly 
285 

Ser Gin Ser 

300 
Arg Pro Tyr 
315 

Tyr Leu Leu 
Cys Pro His 



Thr Gin Ser 
160 

Ala Glu Met 

175 
Val Gly Val 
190 

Pro Thr Gly 

Ala Leu Leu 

Leu Thr Gly 
240 

Gly Gly Gin 

255 
Phe Gly Arg 
270 

Glu Lys Pro 

Ser Asp Leu 

Lys Cys Pro 
320 

Arg His Gin 

335 
Cys Gly Lys 
350 

Thr His Ser 



His Gin Arg 
365 

Gly Lys Cys Tyr Ser Gin 

380 
His Thr Gly 
395 

Ser Gin Arg 



Lys Pro Phe 



Gin Arg Pro 
400 

Ser Ala Leu 

415 
Lys Cys Pro 
430 

He His Ala 



Val Leu Ala 
445 

Cys Pro Asp Cys Gly Lys 
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HOD 








460 








Thr Dho 
nil rile 


Hot 1 


Am 


OCl 




I Hi 




Tip 


Gin 


Hi<; Gin 


Ara 




His Thr 

11 1 o 1 I II 


465 








470 
















AQ(\ 


Gly Glu 


Arg 


Pro 


Tyr 


Arg 


Cys 


Ala 


Val 


Cys 


Gly Lys 


Gly 


Phe 


Cys Arg 








485 










490 








495 


Ser Ser 


Thr 


Leu 


Leu 


Gin 


His 


His 


Arg 


Val 


His Ser 


Gly 


Glu 


Arg Pro 






500 










505 








510 




Tyr Lys 


Cys 


Asp 


Asp 


Cys 


Gly 


Lys 


Ala 


Phe 


Ser Gin 


Ser 


Ser 


Asp Leu 




515 










520 








525 






He Arg 


His 


Gin 


Arg 


Thr 


His 


Ala 


Ala 


Gly 


Arg Arg 








530 










535 








540 









<210> 23 
<211> 432 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (1)...(432) 



<400> 23 

atg gag ccc gcg ctg cgc get gtg tgc aaa gac gtg cgc ate ggc acc 48 

Met Glu Pro Ala Leu Arg Ala Val Cys Lys Asp Val Arg He Gly Thr 
15 10 15 

ate etc ate cag acc aac cag ctt acc ggg gag ccc gag etc cac tac 96 
He Leu He Gin Thr Asn Gin Leu Thr Gly Glu Pro Glu Leu His Tyr 
20 25 30 

ctg agg ctg ccc aag gac ate age gat gac cac gtg ate etc atg gac 144 
Leu Arg Leu Pro Lys Asp He Ser Asp Asp His Val He Leu Met Asp 
35 40 45 

tgc acc gtg tec acg ggc gcg gcg gee atg atg gca gtg cgc gtg etc 192 
Cys Thr Val Ser Thr Gly Ala Ala Ala Met Met Ala Val Arg Val Leu 
50 55 60 

ctg gac cac gac gtg cct gag gac aag ate ttt ttg ctg teg ctg etc 240 
Leu Asp His Asp Val Pro Glu Asp Lys He Phe Leu Leu Ser Leu Leu 
65 70 75 80 

atg gca gag atg ggc gtg cac tea gtg gee tat gca ttt ccg cga gtg 288 
Met Ala Glu Met Gly Val His Ser Val Ala Tyr Ala Phe Pro Arg Val 



WO 01/29221 



PCT/USOO/29052 



38 



85 90 95 

aga ate ate ace acg gcg gtg gac aag egg gtc aat gac ctt ttc cgc 336 

Arg lie He Thr Thr Ala Val Asp Lys Arg Val Asn Asp Leu Phe Arg 
100 105 110 

ate ate cca ggc att ggg aac ttt ggc gac cgc tac ttt ggg aca gac 384 

He He Pro Gly He Gly Asn Phe Gly Asp Arg Tyr Phe Gly Thr Asp 
115 120 125 

gcg gtc ccc gat ggc agt gac gag gag gaa gtg gec tac acg ggt tag 432 

Ala Val Pro Asp Gly Ser Asp Glu Glu Glu Val Ala Tyr Thr Gly * 

130 135 140 



<210> 24 
<211> 143 
<212> PRT 
<213> Homo sapiens 



<400> 24 



Met 


Glu 


Pro 


Ala 


Leu 


Arg 


Ala 


Val 


1 








5 








He 


Leu 


He 


Gin 


Thr 


Asn 


Gin 


Leu 








20 










Leu 


Arg 


Leu 


Pro 


Lys 


Asp 


He 


Ser 






35 










40 


Cys 


Thr 


Val 


Ser 


Thr 


Gly 


Ala 


Ala 




50 










55 




Leu 


Asp 


His 


Asp 


Val 


Pro 


Glu 


Asp 


65 










70 






Met 


Ala 


Glu 


Met 


Gly 


Val 


His 


Ser 










85 








Arg 


He 


He 


Thr 


Thr 


Ala 


Val 


Asp 








100 










He 


He 


Pro 


Gly 


He 


Gly 


Asn 


Phe 






115 










120 


Ala 


Val 


Pro 


Asp 


Gly 


Ser 


Asp 


Glu 




130 










135 





Cys 


Lys 


Asp 


Val 


Arg 


He 


Gly 


Thr 




10 










15 




Thr 


Gly 


Glu 


Pro 


Glu 


Leu 


His 


Tyr 


25 










30 






Asp 


Asp 


His 


Val 


He 


Leu 


Met 


Asp 










45 








Ala 


Met 


Met 


Ala 


Val 


Arg 


Val 


Leu 








60 










Lys 


He 


Phe 


Leu 


Leu 


Ser 


Leu 


Leu 






75 










80 


Val 


Ala 


Tyr 


Ala 


Phe 


Pro 


Arg 


Val 




90 










95 




Lys 


Arg 


Val 


Asn 


Asp 


Leu 


Phe 


Arg 


105 










110 






Gly 


Asp 


Arg 


Tyr 


Phe 


Gly 


Thr 


Asp 










125 








Glu 


Glu 


Val 


Ala 


Tyr 


Thr 


Gly 





140 



<210> 25 
<211> 912 
<212> DNA 
<213> Homo sapiens 
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<220> 

<221> CDS 

<222> (1). . .(912) 





<400> 


cO 




atg 


ctg 


gec 


ggc 


cac 


Met 


Leu 


Ala 


Gly 


His 


1 








5 


etc 


acc 


acc 


acc 


ggc 


Leu 


Thr 


Thr 


Thr 


Gly 








20 




cgc 


aag 


ctg 


acc 


ctt 


Arg 


Lys 


Leu 


Thr 


Leu 






35 






ttc 


gtc 


atg 


age 


tgc 


Phe 


Vai 


Met 


Ser 


Cys 




50 








ctg 


ccc 


egg 


gec 


act 


Leu 


Pro 


Arg 


Ala 


Thr 


65 










gac 


aac 


aca 


ggc 


agt 


Asp 


Asn 


Thr 


Gly 


Ser 



10 



15 



25 



30 



40 



45 



55 



60 



70 



75 



80 



85 



90 



95 



48 



96 



144 



192 



240 



288 



gtg ctg ate aac ggg cag atg gtg aag ctg aag tac tgc ttc acc tgc 336 

Vai Leu He Asn Gly Gin Met Val Lys Leu Lys Tyr Cys Phe Thr Cys 

100 105 110 

aag atg ttc egg cca ccc cga acc tea cac tgc agt gtc tgc gac aac 384 

Lys Met Phe Arg Pro Pro Arg Thr Ser His Cys Ser Val Cys Asp Asn 

115 120 125 



tgt gtg gaa cga ttt gac cat cac tgc ccc tgg gtg ggc aac tgt gtg 
Cys Val Glu Arg Phe Asp His His Cys Pro Trp Val Gly Asn Cys Val 
130 135 140 



432 



ggg aga egg aac tat cgc ttc ttc tac gcg ttt att etc tec etc tea 
Gly Arg Arg Asn Tyr Arg Phe Phe Tyr Ala Phe He Leu Ser Leu Ser 



480 
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145 



150 



155 



160 



ttc ctg acg gcc ttc ate ttc gec tgt gtg gtc acc cac ctg acg ttg 
Phe Leu Thr Ala Phe He Phe Ala Cys Val Val Thr His Leu Thr Leu 

165 170 175 



528 



cgc get cag gga age aac ttc etc tec act ctg aag gag aca cca gca 
Arg Ala Gin Gly Ser Asn Phe Leu Ser Thr Leu Lys Glu Thr Pro Ala 
180 185 190 



576 



age gtg ctg gag ttg gtg ate tgc ttc ttc tec ate tgg tec att ctg 
Ser Val Leu Glu Leu Val He Cys Phe Phe Ser He Trp Ser He Leu 
195 200 205 



624 



ggc etc tea ggg ttt cac acg tac etc gtc gcc tec aac ctg act act 
Gly Leu Ser Gly Phe His Thr Tyr Leu Val Ala Ser Asn Leu Thr Thr 
210 215 220 



672 



aat gaa gac ate aaa ggc teg tgg tec age aag agg ggc ggt gag gcc 
Asn Glu Asp He Lys Gly Ser Trp Ser Ser Lys Arg Gly Gly Glu Ala 
225 230 235 240 



720 



tct gtc aac ccc tac age cat aaa agt att ate acc aac tgc tgt get 
Ser Val Asn Pro Tyr Ser His Lys Ser He He Thr Asn Cys Cys Ala 
245 250 255 



768 



gtg etc tgt ggc ccc eta cct ccc age eta att gac egg agg gga ttt 
Val Leu Cys Gly Pro Leu Pro Pro Ser Leu He Asp Arg Arg Gly Phe 
260 265 270 



816 



gtg cag tec gac acc gtg ttg ccc tea ccc ate aga age gat gag cca 
Val Gin Ser Asp Thr Val Leu Pro Ser Pro He Arg Ser Asp Glu Pro 
275 280 285 



864 



gcc tgc aga gcc aag cct gat gcc age atg gta gga ggc cac ccc tga 
Ala Cys Arg Ala Lys Pro Asp Ala Ser Met Val Gly Gly His Pro * 
290 295 300 



912 



<210> 26 
<211> 303 
<212> PRT 
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<400> 


26 






Met Leu 


Ala 


Gly His 


Gly Gly Val Phe Ala 


Leu Thr Leu Leu Leu He 


1 




5 


10 


15 


Leu Thr 


Thr 


Thr Gly 


Leu Phe Phe Val Phe 


Asp Cys Pro Tyr Leu Ala 






20 


25 


30 


Arq Lys 


Leu 


Thr Leu 


Ala He Pro He He 

111 VI X 1 w 1 • V A ■ V* .A. * Sh- 


Ala Ala He Leu Phe Phe 




35 




40 


45 


Phe Val 


Met 


Ser Cvs 


Leu Leu Gin Thr Ser 


Phe Thr Asd Pro Glv lie 

1 1 'v 1*11 / 1 1 V/ U 1 I X 1 v 


50 








60 

VJW 


Leu Pro 


Arg 


Ala Thr 


Val Cys Glu Ala Ala 


Ala Leu Glu Lvs Gin He 


65 






70 


75 80 


Asd Asn 


Thr 


Glv Ser 

VJ 1 Jr 1 


Spr Thr Tvr Ara Pro 

J C 1 111! » Jr » f*' y 1 1 V» 


Pro Pro Ara Thr Ara Glu 

i i \j i i \j /vi y mii ni y vj i \j 






UJ 


90 


^«j 


Val Leu 


He 


A<;n Gl v 

rAO II VJ 1 Jr 


Gin Mpt Val 1 v<; 1 pu 

VJ 1 1 1 1 ICL VQI \-J J LCU 


1 v<s Tvr Pv^ Php Thr Pvc; 

t_ Jr O f Jf 1 OJr O i 1 1 17 1 1 1 1 v.* j o 






J.VJU 


10S 


no 


Lys Met 


Phe 


Am Pro 

r\i y n u 


Pro Arn Thr Spr Hi 

r i vj rvi y 1 1 it jci 1 1 1 j 


r vc Spr Val Pv<; A^n A«;n 

KtJO OKZl Val UJro Mo|J rvol 1 




115 




1P0 




Cys Val 


Glu 


Arn Php 
r\i y r lit. 


Acn Wiq Mi q Pvq Pro 


Trn Val Glv A<;n Pv<; Val 

1 1 JJ VQI vj 1 Jr r\o 1 1 L»Jr o V u 1 


130 








140 


Glv Ara 

vj i j ni y 


Ara 


A^n Tvr 
no II 1 jr I 


Arn Php Php Tvr Ala 
r\i y nic rue ijri nia 


Php Tip 1 pi i Spr 1 pu Spr 

rl ItT 1 IC LCU OCI LCU OCI 


145 






isn 


l^R lfiO 


Phe Leu 


Thr 


Ala Phe 

niu ii i v— 


He Phe Ala Cvs Val 


Val Thr His Leu Thr Lpu 

VUI II II 1 1 1 J L_L7vJ 1 1 II LCU 








170 


17R 


Arg Ala 


Gin 


Glv Spr 


A^n Php 1 pij Spr Thr 

rVjII 1 IIC l_CU xJ C 1 Mil 


1 Pii 1 v<s Glu Thr Pro Ala 

LLU L-JT O VJ 1 LA Mil 1 1 U n 1 (J 






1R0 






Ser Val 


Leu 


Glu Lpu 

VJ 1 L* Lt U 


Val He Cvs Phe Phe 

v vj i i it L/jr o r i it r i it 


epp Tip Trn Spr Hp 1 pu 

jci aic, i i yj jci x it lcu 




195 




200 


205 

l— VJ«J 


Gly Leu 


Ser 


Glv Phe 

VJ 1 jr II ic 


Hi <; Thr Tvr 1 pu Val 

1 1 1 O Mil ' J ' I— C Li VUI 


Ala Spr A<;n 1 pu Thr Thr 

n i u jci noi i lcu mii mm 


210 






215 


220 


Asn Glu 

/ \0 I 1 vJ 1 V< 


Asd 


lie Lys 


Gly Ser TrD Ser Ser 


Lys Arq Gly Gly Glu Ala 


225 






?10 


lOJ C-r\J 


Ser Val 


Asn 


Pro Tyr 


Ser His Lys Ser He 


He Thr Asn Cys Cys Ala 






245 


250 


255 


Val Leu 


Cys 


Gly Pro 


Leu Pro Pro Ser Leu 


He Asp Arg Arg Gly Phe 






260 


265 


270 


Val Gin 


Ser 


Asp Thr 


Val Leu Pro Ser Pro 


He Arg Ser Asp Glu Pro 




275 




280 


285 


Ala Cys 


Arg 


Ala Lys 


Pro Asp Ala Ser Met 


Val Gly Gly His Pro 


290 






295 


300 
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<220> 
















CDS 












<222> 


(1). 


..(795) 










misc_feature 








(1). 


...(795) 








<223> 


n = 


A.T.C or 6 








97 
CI 












atg aat tea 


aag 


cac 


act 


ttt ctg 


gec tig tgt gec 


ctt cgc ttt atg 


Met Asn Ser 


Lys 


His 


Thr 


Phe Leu 


Ala Leu Cys Ala 


Leu Arg Phe Met 


1 




5 






10 


15 


agg egg ata 


att 


gga 


ctt 


aaa gat 


gaa ttt tat aat 


cgt tac ate ace 


Arg Arg lie 


He 


Gly 


Leu 


Lys Asp 


Glu Phe Tyr Asn 


Arg Tyr He Thr 




20 








25 


30 


aag gga aat 


ctt 


ttt 


gag 


cca gtt 


ata aat gca ctt 


ctg gat aat gga 


Lys Gly Asn 


Leu 


Phe 


Glu 


Pro Val 


He Asn Ala Leu 


Leu Asp Asn Gly 


35 








40 




45 


act egg tat 


aat 


ctg 


ttg 


aat tea 


get gtt att gag 


ttg ttt gaa ttt 


Thr Arg Tyr 


Asn 


Leu 


Leu 


Asn Ser 


Ala Val He Glu 


Leu Phe Glu Phe 


50 








55 


50 




ata aga gtg 


gaa 


gat 


ate 


aag tct 


ctt act gee cat 


ata gtt gaa aac 


He Arg Val 


Glu 


Asp 


He 


Lys Ser 


Leu Thr Ala His 


He Val Glu Asn 


65 






70 




75 


80 



48 



96 



144 



192 



240 



ttt tat aaa gca ctt gaa teg att gaa tat gtt cag aca ttc aaa gga 288 
Phe Tyr Lys Ala Leu Glu Ser He Glu Tyr Val Gin Thr Phe Lys Gly 

85 90 95 

ttg aag act aaa tat gag cag aaa aag aac agt gta cca tct ata ttg 336 
Leu Lys Thr Lys Tyr Glu Gin Lys Lys Asn Ser Val Pro Ser He Leu 
100 105 110 

cgt agt aac aga ttt cgc aga gat gca aaa gec ttg gaa gag gat gaa 384 
Arg Ser Asn Arg Phe Arg Arg Asp Ala Lys Ala Leu Glu Glu Asp Glu 
115 120 125 

gaa atg tgg ttt aat gaa gat gaa gaa gag gaa gga aaa gca gtt gtg 432 
Glu Met Trp Phe Asn Glu Asp Glu Glu Glu Glu Gly Lys Ala Val Val 
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130 135 140 

gca cca gtg gaa aaa cct aag cca gaa gat gat ttt cca gat aat tat 480 
Ala Pro Val Glu Lys Pro Lys Pro Glut Asp Asp Phe Pro Asp Asn Tyr 
145 150 155 160 

gaa aag ttt atg gag act aaa aaa gca aaa gaa agt gaa gac aag gaa 528 
Glu Lys Phe Met Glu Thr Lys Lys Ala Lys Glu Ser Glu Asp. Lys Glu 
165 170 175 

aac ctt ccc aaa agg aca tct cct ggt ggc ttc aaa ttt act ttc tec 576 
Asn Leu Pro Lys Arg Thr Ser Pro Gly Gly Phe Lys Phe Thr Phe Ser 
180 185 190 

cac tct gec agt get get aat gga aca aac agt aaa tct gta gtg get 624 
His Ser Ala Ser Ala Ala Asn Gly Thr Asn Ser Lys Ser Val Val Ala 
195 200 205 

cag ata cca cca gca act tct aat gga tec tct tec aaa ace aca aac 672 
Gin lie Pro Pro Ala Thr Ser Asn Gly Ser Ser Ser Lys Thr Thr Asn 
210 215 220 

ttg cct acg tea gta aca gee ace aag gga agt ttg gtt ggc tta gtg 720 
Leu Pro Thr Ser Val Thr Ala Thr Lys Gly Ser Leu Val Gly Leu Val 
225 230 235 240 

gat tat cca gat gat gaa gag gaa gat gaa gaa gaa gnn teg tec ccc 768 
Asp Tyr Pro Asp Asp Glu Glu Glu Asp Glu Glu Glu Xaa Ser Ser Pro 
245 250 255 

agg aaa aga cct cgt ctt ggc tea taa 795 
Arg Lys Arg Pro Arg Leu Gly Ser * 
260 



<210> 28 
<211> 264 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (1)...(264) 

<223> Xaa = Any Amino Acid 
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<400> 


2ft 






Mot 
l let 




Spr 


1 vc Hi c Thr 


Php 1 Pti Al p 1 pi j 
r i ic Leu m i a lcu 


fvc Al R 1 pij Arn Php MpI* 

v^jr o r\ \ a lcu rAi y r lie I ic L 


1 

JL 






0 


10 


IS 


A nn 

Mrg 


Arn 

mi y 


He 


Tlo Gl v 1 pi i 
lie b 1 j LcU 


1 vc Acn P.1 1 1 Php 
LyS MSU u III rflc 


T\/r Acn Arn Tvr T1p Thr 
ijrl noli Ml y Ijrl IiC 1 Ml 








cU 


£0 


10 


Lys 


a ly 


A^n 


i qi i Dho pi 1 1 
Leu rne b i u 


Dm Tlo Acn 
rrO val lie MSfl 


Ala t pi i I pi i Acn Acn Civ/ 
Mid LcU LcU MSp MSil Uiy 










*+U 


4R 


i nr 


aai y 


Tvr 


Am 1 m ■ 1 m t 

Asn Leu Leu 


Acn Cor Ala \/al 
Asn OCT Mid Vdl 


Tlo r^ln 1 on Php f^lii Php 
lit: oiu LcU rne oiu rric 




^n 

OU 






3D 


fiO 


T"| A 


A rn 
Ml y 


VaI 
Va 1 


PI it Am Tin 

blU ASp i ie 


Lys oer Leu i nr 


Ala Lh c Tlo Wal Pin Acn 
Mid nlS lie Vdl blU MSil 


bb 










pn 

/ 0 ou 


nun 

Kne 


iyr 


1 vc 
Lys 


a i a Leu b i u 


ser lie biu iyr 


\/ol Pin Thr Dho 1 v/c Pl\/ 

val bin inr rue Lys biy 








oO 


Q0 




Leu 


1 \/c 

Lys 


Thr 
1 111 


Lys iyr biu 


bin Lys Lys Asn 


oer vai rro oer lie Leu 








1UU 


i nc 
lub 


110 
11U 


Arg 


Cap 

oer 


Ms n 


Arg rne Arg 


Arg Asp Ala Lys 


Al -a 1 on Plii Plii Acn PI i i 

Ala LeU blU blU ASp blU 






llo 




i on 
l^U 




Glu 


net 


irp 


Hne Asn biu 


A- n Plii Plii Pin 

ASP blU blU blU 


Pin PT v/ 1 v/c Ala \/al Wal 

biu oiy Lys Aia vai vai 




1 QO 
iOU 






1 oc 
lob 


1/10 
14U 


Ala 


Drn 
ri U 


v a i 


biu Lys rro 


1 \if n«A Plii Arrv 

Lys rPO blU ASp 


Acn Dho Drn Acn Acn Twn 

Asp rne rro Msp Msn iyr 


1 AO. 

14b 






IbU 




lOO IOU 


pi 1 1 
blU 


I \/C 

Lys 


Php 
ri ic 


net biu i nr 


Lys Lys Aia Lys 


Plii Car* PT » t Acn 1 v/c Plii 

biu oer biu Msp Lys biu 








100 


1/ u 


17^ 

I/O 


Asn 


i pi j 

LCD 


Pro 

1 1 VJ 


1 Wf Ann 1 r» f» 

Lys Arg inr 


Con Drn PI \/ PI \/ 

oer rro u ly b ly 


Dho 1 v/c Pho Thr Pho ^or 

rric Lys rne inr rric oer 








IOU 


lOO 


i an 


His 


Ser 


Ala 


Ser Ala Ala 


Asn Gly Thr Asn 


Ser Lys ser vai vai Aia 






195 




200 


205 


Gin 


He 


Pro 


Pro Ala Thr 


Ser Asn Gly Ser 


Ser Ser Lys Thr Thr Asn 




210 






215 


220 


Leu 


Pro 


Thr 


Ser Val Thr 


Ala Thr Lys Gly 


Ser Leu Val Gly Leu Val 


225 






230 




235 240 


Asp 


Tyr 


Pro 


Asp Asp Glu 


Glu Glu Asp Glu 


Glu Glu Xaa Ser Ser Pro 








245 


250 


255 


Arg 


Lys 


Arg 


Pro Arg Leu 


Gly Ser 










260 
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<212> DNA 
<213> Homo sapiens 
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<???> 


( 1 ) 


..(711) 












<400> 


29 
















a+n nnt* nnr 

diy yyt yyL 


rrr 


egg 


ggc 


nrn 

y<-y 


nnr 

yy^ 


tnn 

L yy 


ntn QCO OCQ QQC 
yty y^y y*-y yy^ 


rtn rtn rtc 

\^ uy V— oy uv* 


Mot Hlv Glv 

neu uiy uiy 


Prn 
ri u 


Am 

rAI y 


Gl v 
u iy 


Ala 
M 1 a 


Gl V 

u iy 


Trn 
1 1 p 


Val Ala Ala Glv 

vui nio m a vjijr 


I pij I on 1 p( I 

LCU LCU LCU 


i 




5 










10 


15 


ggc gcg ggc 


gec 


tgc 


tac 


iajl 


att 

d I L 


tar 
IdL 


ann rtn arr rnn 

ayy luj dLL Lyy 


nnt rnn rnn 

yy L ^yy <-yy 


b iy a i a b iy 


AT a 

a 1 a 


Lyo 


T\/r 

»yr 


uys 


Tlo 


iyr 


Arn 1 oil Thr Am 

mi y LcU 1 1 II mi y 


Clw Arn Arn 
ofj mi y mi y 




20 










25 




30 


egg ggc gac 


CyC 


gag 


etc 


ggg 


did 


cgc 


trt trn aan trr 
LLL LLy day LLC 


nra naa nar 

yLd yda ydc 


Arg Gly Asp 


Arg 


Glu 


Leu 


bly 


T 1 Q 

1 le 


Arg 


oer oer Lys oer 


Al a CI 1 1 Acn 
Mid O 1 U M5>p 


35 










a n 
4U 








tta act gat 


ggt 


tea 


tat 


gat 


gat 


gtt 


eta aat get gaa 


caa ctt cag 


Leu Thr Asp 


Gly 


Ser 


Tyr 


Asp 


Asp 


Val 


Leu Asn Ala Glu 


Gin Leu Gin 


50 








55 






60 




aaa etc ctt 


tac 


ctg 


ctg 


gag 


tea 


acg 


gag gat cct gta 


att att gaa 


Lys Leu Leu 


Tyr 


Leu 


Leu 


Glu 


Ser 


Thr 


Glu Asp Pro Val 


He He Glu 


65 






70 








75 


80 



48 



96 



144 



192 



240 



aga get ttg att act ttg ggt aac aat gca gee ttt tea gtt aac caa 
Arg Ala Leu He Thr Leu Gly Asn Asn Ala Ala Phe Ser Val Asn Gin 

85 90 95 



288 



get att att cgt gaa ttg ggt ggt att cca att gtt gca aac aaa ate 
Ala He He Arg Glu Leu Gly Gly He Pro He Val Ala Asn Lys He 
100 105 110 



336 



aac cat tec aac cag agt att aaa gag aaa get tta aat gca eta aat 
Asn His Ser Asn Gin Ser He Lys Glu Lys Ala Leu Asn Ala Leu Asn 
115 120 125 



384 



aac ctg agt gtg aat gtt gaa aat caa ate aag ata aag ata tac ate 
Asn Leu Ser Val Asn Val Glu Asn Gin He Lys He Lys He Tyr He 
130 135 140 



432 



agt caa gta tgt gag gat gtc ttc tct ggt cct ctg aac tct get gtg 
Ser Gin Val Cys Glu Asp Val Phe Ser Gly Pro Leu Asn Ser Ala Val 
145 150 155 160 



480 



cag ctg get gga ctg aca ttg ttg aca aac atg act gtt acc aat gac 



528 
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Gin Leu Ala Gly Leu Thr Leu Leu Thr Asn Met Thr Val Thr Asn Asp 

165 170 175 

cac cag cac atg ctt cac agt tac att aca gac ctg ttc cag gtg tta 576 
His Gin His Met Leu His Ser Tyr He Thr Asp Leu Phe Gin Val Leu 
180 185 190 

ctt act gga aat gga aac acg aag gtg caa gtt ttg aaa ctg ctt ttg 624 
Leu Thr Gly Asn Gly Asn Thr Lys Val Gin Val Leu Lys Leu Leu Leu 
195 200 205 

aat ttg tct gaa aat cca gcc atg aca gaa gga ctt etc cgt gec caa 672 
Asn Leu Ser Glu Asn Pro Ala Met Thr Glu Gly Leu Leu Arg Ala Gin 
210 215 220 

gtg gat tea tea ttc ctt tec ctt atg aca gcc acg tag 711 
Val Asp Ser Ser Phe Leu Ser Leu Met Thr Ala Thr * 
225 230 235 



<210> 30 
<211> 236 
<212> PRT 
<213> Homo sapiens 



<400> 30 
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Gly 


Gly 


Pro 


Arg 


Gly 


Ala 


Gly Trp Val Ala Ala 


Gly 


Leu 


Leu Leu 


1 








5 






10 






15 


Gly 


Ala 


Gly 


Ala 


Cys 


Tyr 


Cys 


He Tyr Arg Leu Thr 


Arg 


Gly 


Arg Arg 








20 








25 




30 




Arg 


Gly 


Asp 


Arg 


Glu 


Leu 


Gly 


He Arg Ser Ser Lys 


Ser 


Ala 


Glu Asp 






35 










40 


45 






Leu 


Thr 


Asp 


Gly 


Ser 


Tyr 


Asp 


Asp Val Leu Asn Ala 


Glu 


Gin 


Leu Gin 




50 










55 


60 








Lys 


Leu 


Leu 


Tyr 


Leu 


Leu 


Glu 


Ser Thr Glu Asp Pro 


Val 


He 


He Glu 


65 










70 




75 






80 


Arg 


Ala 


Leu 


He 


Thr 


Leu 


Gly 


Asn Asn Ala Ala Phe 


Ser 


Val 


Asn Gin 










85 






90 






95 


Ala 


He 


He 


Arg 


Glu 


Leu 


Gly 


Gly He Pro He Val 


Ala 


Asn 


Lys He 








100 








105 




110 




Asn 


His 


Ser 


Asn 


Gin 


Ser 


He 


Lys Glu Lys Ala Leu 


Asn 


Ala 


Leu Asn 






115 










120 


125 






Asn 


Leu 


Ser 


Val 


Asn 


Val 


Glu 


Asn Gin He Lys He 


Lys 


lie 


Tyr He 




130 










135 


140 
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Cop el n 
jcl U If 1 


vd i 


L-jro 


Glu 


Hop 


Val 

VQ 1 


Php ^pr 

r i ic oci 


Glv Pro 




A<;n 


^pr 

OCI 


Ala 


Val 

v a i 


mo 








lJU 






±sJ<J 










lfiO 


m n 1 pi i 
U Ml LcU 


M 1 d 


oiy 




Thr 


1 PI 1 


1 pi i Thr 
LtrU 1 1 II 


Acn Mpt 


Thr 
1 1 1 1 


Val 


Thr 
1 1 it 


A<;n 

no 1 1 


noJJ 








100 
















1/D 




His Gin 


His 


Met 


Leu 


His 


Ser 


Tyr He 


Thr Asp 


Leu 


Phe 


Gin 


Val 


Leu 






180 








185 








190 






Leu Thr 


Gly 


Asn 


Gly 


Asn 


Thr 


Lys Val 


Gin Val 


Leu 


Lys 


Leu 


Leu 


Leu 




195 










200 






205 








Asn Leu 


Ser 


Glu 


Asn 


Pro 


Ala 


Met Thr 


Glu Gly 


Leu 


Leu 


Arg 


Ala 


Gin 


210 










215 






220 










Val Asp 


Ser 


Ser 


Phe 


Leu 


Ser 


Leu Met 


Thr Ala 


Thr 










225 








230 






235 
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<211> 1737 
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...(1737) 
















<400> 


31 






















atg cgc get 


gec 


cgc 


gec 


gcg 


ccg ctg 


etc cag 


ctg 


ctg 


etc 


ctg 


ctg 


Met Arg Ala 


Ala 


Arg 


Ala 


Ala 


Pro Leu 


Leu Gin 


Leu 


Leu 


Leu 


Leu 


Leu 


1 




5 








10 








15 




ggg ccg tgg 


ctg 


gag 


get 


gcg 


ggc gtt 


gcg gag 


teg 


ccg 


ctg 


ccc 


gee 


Gly Pro Trp 


Leu 


Glu 


Ala 


Ala 


Gly Val 


Ala Glu 


Ser 


Pro 


Leu 


Pro 


Ala 




20 








25 








30 







gtg gtc ctt gee ate ctg gee cgc aat gec gaa cac teg ctg ccc cac 144 

Val Val Leu Ala He Leu Ala Arg Asn Ala Glu His Ser Leu Pro His 

35 40 45 

tac ctg ggc get ctg gag egg ctg gac tac ccc egg gec agg atg gec 192 

Tyr Leu Gly Ala Leu Glu Arg Leu Asp Tyr Pro Arg Ala Arg Met Ala 

50 55 60 

etc tgg tgt gec acg gac cac aat gtg gac aac ace aca gag atg ctg 240 

Leu Trp Cys Ala Thr Asp His Asn Val Asp Asn Thr Thr Glu Met Leu 

65 70 75 80 



cag gag tgg ctg gcg get gtg ggc gat gac tat get get gtg gtc tgg 



288 
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Gin Glu Trp Leu Ala Ala Val Gly Asp Asp Tyr Ala Ala Val Val Trp 

85 90 95 

agg cct gag ggc gag ccc agg ttc tac cca gat gaa gag ggt ccc aag 336 

Arg Pro Glu Gly Glu Pro Arg Phe Tyr Pro Asp Glu Glu Gly Pro Lys 
100 105 110 

cac tgg acc aaa gaa agg cac cag ttt ctg atg gag ctg aag cag gaa 384 

His Trp Thr Lys Glu Arg His Gin Phe Leu Met Glu Leu Lys Gin Glu 

115 120 125 

gcc etc acc ttt gec agg aac tgg ggg gec gac tat ate ctg ttt gca 432 

Ala Leu Thr. Phe Ala Arg Asn Trp Gly Ala Asp Tyr He Leu Phe Ala 
130 135 140 

gac aca gac aac att ctg acc aac aat cag act ctg egg ctt etc atg 480 

Asp Thr Asp Asn He Leu Thr Asn Asn Gin Thr Leu Arg Leu Leu Met 
145 150 155 160 

ggg cag ggg ctt cca gtg gtg gcc cca atg ctg gac tec cag acc tac 528 

Gly Gin Gly Leu Pro Val Val Ala Pro Met Leu Asp Ser Gin Thr Tyr 

165 170 175 

tac tec aac ttc tgg tgt ggg ate acc ccc cag ggc tac tac cgc cgc 576 

Tyr Ser Asn Phe Trp Cys Gly He Thr Pro Gin Gly Tyr Tyr Arg Arg 
180 185 190 

aca gcc gag tac ttc ccc acc aag aac cgc cag cgc egg ggc tgc ttc 624 

Thr Ala Glu Tyr Phe Pro Thr Lys Asn Arg Gin Arg Arg Gly Cys Phe 

195 200 205 

cgt gtc ccc atg gtc cac tec acc ttc ctt gca tec ctg egg get gaa 672 

Arg Val Pro Met Val His Ser Thr Phe Leu Ala Ser Leu Arg Ala Glu 
210 215 220 

ggg gca gac cag ctt get ttc tac ccg cca cat ccc aac tac act tgg 720 

Gly Ala Asp Gin Leu Ala Phe Tyr Pro Pro His Pro Asn Tyr Thr Trp 
225 230 235 240 

cct ttc gac gac ate ate gtc ttc gcc tat gcc tgc cag get get ggg 768 

Pro Phe Asp Asp He He Val Phe Ala Tyr Ala Cys Gin Ala Ala Gly 
245 250 255 

gtc tec gtc cac gtg tgc aat gag cac cgt tat ggg tac atg aat gtg 816 
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Val Ser Val His Val Cys Asn 61 u His Arg Tyr Gly Tyr Met Asn Val 
260 265 270 

ccg gtg aaa tec cac cag ggg ctg gaa gac gag agg gtc aac ttc ate 864 

Pro Val Lys Ser His Gin Gly Leu Glu Asp Glu Arg Val Asn Phe He 
275 280 285 

cac ctg ate tta gaa gca eta gtg gac ggc ccc cgc atg cag gec tea 912 

His Leu He Leu Glu Ala Leu Val Asp Gly Pro Arg Met Gin Ala Ser 
290 295 300 

get cat gtg act egg ccc tct aag agg ccc age aag ata ggg ttt gac 960 

Ala His Val Thr Arg Pro Ser Lys Arg Pro Ser Lys He Gly Phe Asp . 
305 310 315 320 

gag gtc ttt gtc ate age ctg get cgc agg cct gac cgt egg gaa cgc 1008 

Glu Val Phe Val He Ser Leu Ala Arg Arg Pro Asp Arg Arg Glu Arg 

325 330 335 

atg etc gee teg etc tgg gag atg gag ate tct ggg agg gtg gtg gac 1056 

Met Leu Ala Ser Leu Trp Glu Met Glu He Ser Gly Arg Val Val Asp 
340 345 350 

get gtg gat ggc tgg atg etc aac age agt gee ate agg aac etc ggc 1104 

Ala Val Asp Gly Trp Met Leu Asn Ser Ser Ala He Arg Asn Leu Gly 
355 360 365 

gta gac ctg etc ccg ggc tac cag gac cct tac teg ggc cgc act ctg 1152 

Val Asp Leu Leu Pro Gly Tyr Gin Asp Pro Tyr Ser Gly Arg Thr Leu 
370 375 380 

ace aag ggc gag gtg ggc tgc ttc etc age cat tac tec ate tgg gaa 1200 

Thr Lys Gly Glu Val Gly Cys Phe Leu Ser His Tyr Ser He Trp Glu^ 
385 390 395 400 

gag gtg gtt gee agg ggc ctg gee egg gtc ctg gtg ttt gag gat gac 1248 

Glu Val Val Ala Arg Gly Leu Ala Arg Val Leu Val Phe Glu Asp Asp 

405 410 415 

gtg cgc ttt gag age aac ttc agg ggg egg ctg gag egg ctg atg gag 1296 

Val Arg Phe Glu Ser Asn Phe Arg Gly Arg Leu Glu Arg Leu Met Glu 
420 425 430 

gat gtg gag gca gag aaa ctg tct tgg gac ctg ate tac etc gga egg 1344 
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Asp Val Glu Ala Glu Lys Leu Ser Trp Asp Leu lie Tyr Leu Gly Arg 
435 440 445 



aag cag gtg aac cct gag aag gag acg gcc gtg gag ggg ctg ccg ggc 
Lys Gin Val Asn Pro Glu Lys Glu Thr Ala Val Glu Gly Leu Pro Gly 
450 455 460 



1392 



ctg gtg gtg get ggg tac tec tac tgg acg ctg gcc tat gcc ctg cgt 
Leu Val Val Ala Gly Tyr Ser Tyr Trp Thr Leu Ala Tyr Ala Leu Arg 
465 470 475 480 



1440 



ctg gcg ggt gcc cgc aag ctg ctg gcc tea cag cct ctg cgc cgc atg 
Leu Ala Gly Ala Arg Lys Leu Leu Ala Ser Gin Pro Leu Arg Arg Met 
485 490 495 



1488 



ctg ccc gtg gac gag ttc ctg ccc ate atg ttc gac cag cac ccc aac 
Leu Pro Val Asp Glu Phe Leu Pro He Met Phe Asp Gin His Pro Asn 
500 505 510 



1536 



gag cag tac aag gca cac ttc tgg cca egg gac ctg gtg gcc ttc tec 
Glu Gin Tyr Lys Ala His Phe Trp Pro Arg Asp Leu Val Ala Phe Ser 
515 520 525 



1584 



gcc cag ccc ctg etc get gcc cct ace cac tat gcc ggg gac gcc gag 
Ala Gin Pro Leu Leu Ala Ala Pro Thr His Tyr Ala Gly Asp Ala Glu 
530 535 540 



1632 



tgg etc agt gac acg gag aca tec tct cca tgg gat gat gac age ggc 
Trp Leu Ser Asp Thr Glu Thr Ser Ser Pro Trp Asp Asp Asp Ser Gly 
545 550 555 560 



1680 



cgc etc ate age tgg age ggc tec caa aag acc ctg cgc age ccc gcc 
Arg Leu He Ser Trp Ser Gly Ser Gin Lys Thr Leu Arg Ser Pro Ala 
565 570 575 



1728 



tgg acc tga 
Trp Thr * 



1737 



<210> 32 
<211> 578 
<212> PRT 

<213> Homo sapiens 
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<210> 33 
<211> 1152 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (1). . . (1152) 



<400> 33 

atg tta ccc aac acc ggg agg ctg gca gga tgt aca gtt ttt ate aca 



48 
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Met Leu Pro Asn Thr Gly Arg Leu Ala Gly Cys Thr Val Phe He Thr 

15 10 15 

ggt gca age cgt ggc att ggc aaa get att gca ttg aaa gca gca aag 96 

Gly Ala Ser Arg Gly He Gly Lys Ala lie Ala Leu Lys Ala Ala Lys 

20 25 30 

gat gga gca aat att gtt att get gca aag acc gec cag cca cat cca 144 

Asp Gly Ala Asn lie Val He Ala Ala Lys Thr Ala Gin Pro His Pro 

35 40 45 

aaa ctt eta ggc aca ate tat act get get gaa gaa att gaa gca gtt 192 

Lys Leu Leu Gly Thr He Tyr Thr Ala Ala Glu Glu He Glu Ala Val 

50 55 60 

gga gga aag gee ttg cca tgt att gtt gat gtg aga gat gaa cag cag 240 

Gly Gly Lys Ala Leu Pro Cys He Val Asp Val Arg Asp Glu Gin Gin 

65 70 75 80 

ate agt get gca gtg gag aaa gec ate aag aaa ttt gga gga att gat 288 

He Ser Ala Ala Val Glu Lys Ala He Lys Lys Phe Gly Gly He Asp 

85 90 95 

att ctg gta aat aat gee agt gee att agt ttg acc aat aca ttg gac 336 

He Leu Val Asn Asn Ala Ser Ala He Ser Leu Thr Asn Thr Leu Asp 

100 105 110 

aca cct acc aag aga ttg gat ctg atg atg aac gtg aac acc aga ggc 384 

Thr Pro Thr Lys Arg Leu Asp Leu Met Met Asn Val Asn Thr Arg Gly 

115 120 125 

acc tac ctt gca tct aaa gca tgt att cct tat ttg aaa aag age aaa 432 

Thr Tyr Leu Ala Ser Lys Ala Cys He Pro Tyr Leu Lys Lys Ser Lys 

130 135 140 

gtt get cat ate etc aat ate agt cca cca ctg aac eta aat cca gtt 480 

Val Ala His He Leu Asn He Ser Pro Pro Leu Asn Leu Asn Pro Val 

145 150 155 160 

tgg ttc aaa cag cac tgt get tat acc att get aag tat. ggt atg tct 528 

Trp Phe Lys Gin His Cys Ala Tyr Thr He Ala Lys Tyr Gly Met Ser 

165 170 175 

atg tat gtg ctt gga atg gca gaa gaa ttt aaa ggt gaa att gca gtc 576 
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Met Tyr Val Leu Gly Met Ala Glu Glu Phe Lys Gly Glu He Ala Val 
180 185 190 



aat gca tta tgg cct aaa aca gcc ata cac act get get atg gat atg 
Asn Ala Leu Trp Pro Lys Thr Ala He His Thr Ala Ala Met Asp Met 
195 200 205 



624 



ctg gga gga cct ggt ate gaa age cag tgt aga aaa gtt gat ate att 672 

Leu Gly Gly Pro Gly He Glu Ser Gin Cys Arg Lys Val Asp He He 
210 215 220 

gca gat gca gca tat tec att ttc caa aag cca aaa agt ttt act ggc 720 

Ala Asp Ala Ala Tyr Ser He Phe Gin Lys Pro Lys Ser Phe Thr Gly 

225 230 235 240 



aac ttt gtc att gat gaa aat ate tta aaa gaa gaa gga ata gaa aat 
Asn- Phe Val He Asp Glu Asn He Leu Lys Glu Glu Gly He Glu Asn 

245 250 255 



768 



ttt gac gtt tat gca att aaa cca ggt cat cct ttg caa cca gat ttc 
Phe Asp Val Tyr Ala He Lys Pro Gly His Pro Leu Gin Pro Asp Phe 
260 265 270 



816 



ttc tta gat gaa tac cca gaa gca gtt age aag aaa gtg gaa tea act 
Phe Leu Asp Glu Tyr Pro Glu Ala Val Ser Lys Lys Val Glu Ser Thr 
275 280 285 



864 



ggt get gtt cca gaa ttc aaa gaa gag aaa ctg cag ctg caa cca aaa 912 
Gly Ala Val Pro Glu Phe Lys Glu Glu Lys Leu Gin Leu Gin Pro Lys 
290 295 300 

cca cgt tct gga get gtg gaa gaa aca ttt aga att gtt aag gac tct 960 
Pro Arg Ser Gly Ala Val Glu Glu Thr Phe Arg He Val Lys Asp Ser 
305 310 315 320 



etc agt gat gat gtt gtt aaa gcc act caa gca ate tat ctg ttt gaa 
Leu Ser Asp Asp Val Val Lys Ala Thr Gin Ala He Tyr Leu Phe Glu 
325 330 335 



1008 



etc tec ggt gaa gat ggt ggc acg tgg ttt ctt gat ctg aaa age aag 
Leu Ser Gly Glu Asp Gly Gly Thr Trp Phe Leu Asp Leu Lys Ser Lys 
340 345 350 



1056 



ggt ggg aat gtc gga tat gga gag cct tct gat cag gca gat gtg gtg 



1104 
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Gly 


Glu 


Asp 


Gly Gly 


Thr 


Trp Phe Leu Asp Leu 


Lys 


Ser Lys 






340 








345 


350 




Gly Gly 


Asn 


Val 


Gly 


Tyr Gly 


Glu 


Pro Ser Asp Gin Ala 


Asp 


Val Val 




355 








360 


365 






Met Ser 


Met 


Thr 


Thr 


Asp Asp 


Phe 


Val Lys Met Phe Ser 


Gly 


Asn 


370 








375 




380 







<210> 35 
<211> 1371 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . . (1371) 

<221> misc_feature 
<222> (1). . (1371) 
<223> n = A.T.C or G 

<400> 35 

atg ggg gcc tgc ctg gga gcc tgc tec ctg etc age tgc gcg tec tgc 48 

Met Gly Ala Cys Leu Gly Ala Cys Ser Leu Leu Ser Cys Ala Ser Cys 
15 10 15 

etc tgc ggc t'ct gcc ccc tgc ate ctg tgc age tgc tgc ccc gcc age 96 
Leu Cys Gly Ser Ala Pro Cys He Leu Cys Ser Cys Cys Pro Ala Ser 
20 25 30 



cgc aac tec acc gtg age cgc etc ate ttc acg ttc ttc etc ttc ctg 144 
Arg Asn Ser Thr Val Ser Arg Leu He Phe Thr Phe Phe Leu Phe Leu 
35 40 45 
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ggg gtg ctg gtg tec ate att atg ctg age ccg ggc gtg gag agt cag 
Gly Val Leu Val Ser lie He Met Leu Ser Pro Gly Val Glu Ser Gin 
50 55 60 



192 



etc tac aag ctg ccc tgg gtg tgt gag gag ggg gec ggg ate ccc ace 
Leu Tyr Lys Leu Pro Trp Val Cys Glu Glu Gly Ala Gly He Pro Thr 
65 70 75 80 



240 



gtc ctg cag ggc cac ate gac tgt ggc tec ctg ctt ggc tac cgc get 
Val Leu Gin Gly His He Asp Cys Gly Ser Leu Leu Gly Tyr Arg Ala 

85 90 95 



288 



gtc tac cgc atg tgc ttc gee acg gcg gee ttc ttc ttc ttt ttc ace 
Val Tyr Arg Met Cys Phe Ala Thr Ala Ala Phe Phe Phe Phe Phe Thr 
100 105 110 



336 



ctg etc atg etc tgc gtg age age age egg gac ccc egg get gee ate 
Leu Leu Met Leu Cys Val Ser Ser Ser Arg Asp Pro Arg Ala Ala He 
115 120 125 



384 



cag aat ggg ttt tgg ttc ttt aag ttc ctg ate ctg gtg ggc etc ace 
Gin Asn Gly Phe Trp Phe Phe Lys Phe Leu He Leu Val Gly Leu Thr 
130 135 140 



432 



gtg ggt gee ttc tac ate cct gac ggc tec ttc ace aac ate tgg ttc 
Val Gly Ala Phe Tyr He Pro Asp Gly Ser Phe Thr Asn He Trp Phe 
145 150 155 160 



480 



tac ttc ggc gtc gtg ggc tec ttc etc ttc ate etc ate cag ctg gtg 
Tyr Phe Gly Val Val Gly Ser Phe Leu Phe He Leu He Gin Leu Val 

165 170 175 



528 



ctg etc ate gac ttt gcg cac tec tgg aac cag egg tgg ctg ggc aag 
Leu Leu He Asp Phe Ala His Ser Trp Asn Gin Arg Trp Leu Gly Lys 
180 185 190 



576 



gee gag gag tgc gat tec cgt gee tgg tac gca ggc etc ttc ttc ttc 
Ala Glu Glu Cys Asp Ser Arg Ala Trp Tyr Ala Gly Leu Phe Phe Phe 
195 200 205 



624 



act etc etc ttc tac ttg ctg teg ate gcg gee gtg gcg ctg atg ttc 672 
Thr Leu Leu Phe Tyr Leu Leu Ser lie Ala Ala Val Ala Leu Met Phe 
210 215 220 
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atg tac tac act gag ccc age ggc tgc cac gag ggc aag gtc ttc ate 720 

Met Tyr Tyr Thr 61 u Pro Ser Gly Cys His Glu Gly Lys Val Phe He 
225 230 235 240 

age etc aac etc ace ttc tgt gtc tgc gtg tec ate get get gtc ctg 768 

Ser Leu Asn Leu Thr Phe Cys Val Cys Val Ser He Ala Ala Val Leu 
245 250 255 

ccc aag gtc cag gac gee cag ccc aac teg ggt ctg ctg cag gee teg 816 

Pro Lys Val Gin Asp Ala Gin Pro Asn Ser Gly Leu Leu Gin Ala Ser 
260 265 270 

gtc ate acc etc tac ace atg ttt gtc ace tgg tea gec eta tec agt 864 

Val He Thr Leu Tyr Thr Met Phe Val Thr Trp Ser Ala Leu Ser Ser 
275 280 285 

ate cct gaa cag aaa tgc aac ccc cat ttg cca acc cag ctg ggc aac 912 

He Pro Glu Gin Lys Cys Asn Pro His Leu Pro Thr Gin Leu Gly Asn 

290 295 300 

gag aca gtt gtg gca ggc ccc gag ggc tat gag acc cag tgg tgg gat 960 

Glu Thr Val Val Ala Gly Pro Glu Gly Tyr Glu Thr Gin Trp Trp Asp 
305 310 315 320 

gee ccg age att gtg ggc etc ate ate ttc etc ctg tgc acc etc ttc 1008 

Ala Pro Ser He Val Gly Leu He He Phe Leu Leu Cys Thr Leu Phe 
325 330 335 

ate agt ctg cgc tec tea gac cac egg cag gtg aac age ctg atg cag 1056 

He Ser Leu Arg Ser Ser Asp His Arg Gin Val Asn Ser Leu Met Gin 
340 345 350 

acc gag gag tgc cca cct atg eta gac gee aca cng cag cag cag cag 1104 

Thr Glu Glu Cys Pro Pro Met Leu Asp Ala Thr Xaa Gin Gin Gin Gin 
355 360 365 

cag gtg gca gee tgt gag ggc egg gec ttt gac aac gag cag gac ggc 1152 

Gin Val Ala Ala Cys Glu Gly Arg Ala Phe Asp Asn Glu Gin Asp Gly 

370 375 380 

gtc acc tac age tac tec ttc ttc cac ttc tgc ctg gtg ctg gec tea 1200 

Val Thr Tyr Ser Tyr Ser Phe Phe His Phe Cys Leu Val Leu Ala Ser 
385 390 395 400 
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ctg cac gtc atg atg acg etc acc aac tgg tac aag ccc ggt gag acc 
Leu His Val Met Met Thr Leu Thr Asn Trp Tyr Lys Pro Gly Glu Thr 
405 410 415 



1248 



egg aag atg ate age acg tgg acc gee gtg tgg gtg aag ate tgt gee 
Arg Lys Met He Ser Thr Trp Thr Ala Val Trp Val Lys lie Cys Ala 
420 425 430 



1296 



age tgg gca ggg ctg etc etc tac ctg tgg acc ctg gta gee cca etc 
Ser Trp Ala Gly Leu Leu Leu Tyr Leu Trp Thr Leu Val Ala Pro Leu 
435 440 445 



1344 



etc ctg cgc aac cgc gac ttc age tga 
Leu Leu Arg Asn Arg Asp Phe Ser * 
450 455 



1371 



<210> 36 
<211> 456 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (1)...(456) 

<223> Xaa = Any Amino Acid 



<400> 36 



Met 


Gly 


Ala 


Cys 


Leu 


Gly 


Ala 


Cys 


Ser 


Leu Leu 


Ser Cys Ala Ser Cys 


1 








5 










10 


15 


Leu 


Cys 


Gly 


Ser 


Ala 


Pro 


Cys 


He 


Leu 


Cys Ser 


Cys Cys Pro Ala Ser 








20 










25 




30 


Arg 


Asn 


Ser 


Thr 


Val 


Ser 


Arg 


Leu 


He 


Phe Thr 


Phe Phe Leu Phe Leu 






35 










40 






45 


Gly 


Val 


Leu 


Val 


Ser 


He 


He 


Met 


Leu 


Ser Pro 


Gly Val Glu Ser Gin 




50 










55 








60 


Leu 


Tyr 


Lys 


Leu 


Pro 


Trp 


Val 


Cys 


Glu 


Glu Gly 


Ala Gly He Pro Thr 


65 










70 








75 


80 


Val 


Leu 


Gin 


Gly 


His 


He 


Asp 


Cys 


Gly 


Ser Leu 


Leu Gly Tyr Arg Ala 










85 










90 


95 


Val 


Tyr 


Arg 


Met 


Cys 


Phe 


Ala 


Thr 


Ala 


Ala Phe 


Phe Phe Phe Phe Thr 








100 










105 




110 


Leu 


Leu 


Met 


Leu 


Cys 


Val 


Ser 


Ser 


Ser 


Arg Asp 


Pro Arg Ala Ala He 



WO 01/29221 



PCTAJS00/29O52 







115 










120 


Gin 


Asn 


Gly 


Phe 


Tro 


Phe 


Phe 


Lys 




130 










135 




Val 


Gly 

VJ 1 J 


Ala 


Phe 


Tvr 


He 


Pro 


Asp 


145 










150 






Tvr 


Phe 


Glv 


Val 


Val 

■ U 1 


Gly 

\j i jr 


Ser 


Phe 










165 








1 pij 

LCU 


1 Pii 


lie 


A^n 


Phe 

r i ic 


Ala 

I* i a 


His 


Ser 








180 










Ala 


Glu 

VJ 1 u 


Glu 

w 1 U 


Cvs 


Asd 


Ser 


Ara 
#i i y 


Ala 






195 










200 


Thr 


I PI 1 

LCLi 


t pi i 

LCU 


Php 
ri ic 


Tvr 


1 PI 1 
LCU 


1 pi i 

LCU 


Spr 

JCI 




pi n 










PIS 

Lis/ 




Mpt 

1 IC L 


Tvr 


Tvr 


Thr 


Glu 

VJ 1 Li 


Prn 


Spr 


Glv 

Ll »Jf 












230 






Cop 
OCf 


1 pi i 


Acn 


1 pi i 


Thr 
1 1 ii 


Php 
ri ic 


LJfO 


Val 

v u i 


















Prn 
rf U 


1 VC 

Lyo 


Val 

V u 1 


Gin 

U 1 1 1 


Acn 
Mop 


Ala 

M l a 


Gin 

U III 


Prn 
r i u 








C\J\) 










Val 
v a i 


Tip 

1 1 c 


Thr 
1 1 1 1 


1 PI 1 


Tvr 


Thr 
(in 


Mpf 

1 »C L. 


Php 

r i ic 






27S 

CI o 










?fi0 

lOU 


T1p 

I I c 


Prn 


Glu 

U 1 u 


Gin 


1 vc 

Lyo 


fv<; 


Acn 


Prn 

r 1 u 




290 










29S 

CJU 




Glu 


Thr 


Val 


Val 

V U 1 


Ala 

n i u 


Glv 


Pro 
r i vj 


Glu 

U 1 u 












310 






Ala 

M i a 


Pro 


Spr 


Tip 

1 1 c 


Val 

v a I 


Glv 


1 pii 


lie 

1 1 c 










325 








Tip 

1 1 c 


Spr 


1 PIJ 


Ara 

r\i y 


Spr 


Spr 


A<;n 

nop 


His 

1 1 i o 








340 










Thr 


Glu 


Glu 


Cys 


Pro 


Pro 


Met 


Leu 






355 










360 


Gin 


Val 


Ala 


Ala 


Cys 


Glu 


Gly 


Arq 




370 










375 




Val 


Thr 


Tyr 


Ser 


Tyr 


Ser 


Phe 


Phe 


3RS 










390 






Leu 


His 


Val 


Met 


Met 


Thr 


Leu 


Thr 










405 








Arg 


Lys 


Met 


He 


Ser 


Thr 


Trp 


Thr 








420 










Ser 


Trp 


Ala 


Gly 


Leu 


Leu 


Leu 


Tyr 






435 










440 


Leu 


Leu 


Arg 


Asn 


Arg 


Asp 


Phe 


Ser 




450 










455 





125 



Phe 


Leu 


He Leu Val 


Gly 


Leu 


Thr 






140 








Glv 


Ser 


Phe Thr Asn 


He 

A 1 C 


Trn 

1 1 y 


Phe 

1 4 IV_. 






155 






160 


1 PIJ 


Phe 


Tip Lpu Tip 


Gin 


1 pij 

LtU 


Val 




170 






175 




Trn 
if p 


A<;n 


Gin Ara Trn 


! pij 

LCU 


Glv 

u ijr 


1 v«; 


185 






190 






Trn 
i f p 


Tvr 


Al a Gl v 1 pij 

r\ i a vj i jr lcu 


Php 

n IC 


Php 

ri ic 


Php 

r i ic 






20S 








Tip 

1 I c 


Ala 
m i a 


Ala Val Ala 

nl o V u 1 nl a 


1 PI 1 
LCU 


Mpf 

1 IC L 


Php 
r i ic 






??n 

CCK) 








Pvc 


n \ o 


Gl n Gl v 1 vc 

Ll 1 U O 1 Jr LJf O 


Val 

V u 1 


Php 
ri ic 


Tip 

1 1 c 






235 






240 

L i w 


PvC 

wo 


Val 
V d 1 


Ce»r Tip Ala 
jci lie Mid 


Ala 
m i d 


Val 
v d i 


1 PI 1 

LCU 










coo 






Spr 

JCf 


Gl v 1 pi i 1 pii 

U 1 Jr LCU LCU 


Gin 

VJ 1 f 1 


Ala 
m i d 


Spr 

OCI 








CI u 






Val 

Vd 1 


Thr 


Trn Spr Al a 

1 1 y OCI M 1 d 


1 PI 1 
LCU 


Spr 
oci 


Spr 

OCI 














Hi c 
n i o 


1 pi i 

LcU 


Prn Thr Gin 
r I u if if u f 1 1 


1 PI I 
LCU 


Glv 


Acrn 

no 1 1 






300 








Glv 


Tvr 


Glu Thr Gin 

U 1 U IIII Ulll 


Trn 


Trn 
I r p 


Acn 
Mop 






31 S 






320 


Tip 

1 1 c 


Php 
ri ic 


1 pi i 1 pi i C vc 

LCU LCU L-Jro 


Thr 
1 1 ii 


i PM 
LCLI 


Php 

r i ic 




330 






335 




Arn 

r\i y 


Gin 


Val A<;n Spr 

V O 1 rAOl 1 JCI 


i pij 


Met 


Gin 

VJ 1 1 1 


345 






350 






Asd 

ft J yf 


Ala 

ft 1 KJ 


Thr Xaa Gin 

1 1 1 1 M UU V_J III 


Gin 


Gin 


Gin 

\A 1 1 1 






365 








Ala 


Phe 


Asp Asn Glu 


Gin 


Asp 


Gly 






380 








His 


Phe 


Cys Leu Val 


Leu 


Ala 


Ser 






395 






400 


Asn 


Trp 


Tyr Lys Pro 


Gly 


Glu 


Thr 




410 






415 




Ala 


Val 


Trp Val Lys 


He 


Cys 


Ala 


425 






430 






Leu 


Trp 


Thr Leu Val 


Al a' 


Pro 


Leu 



WO 01/29221 



PCT/US00/29052 



61 

<210> 37 
<211> 1257 
<212> ONA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (1). . . (1257) 
<400> 37 

atg tta ccc aac acc ggg agg ctg gca gga tgt aca gtt ttt ate aca 48 
Met Leu Pro Asn Thr Gly Arg Leu Ala Gly Cys Thr Val Phe He Thr 
15 10 15 



ggt gca age cgt ggc att ggc aaa get att gca ttg aaa gca gca aag 96 
Gly Ala Ser Arg Gly He Gly Lys Ala He Ala Leu Lys Ala Ala Lys 
20 25 30 

gat gga gca aat att gtt att get gca aag acc gee cag cca cat cca 144 
Asp Gly Ala Asn He Val He Ala Ala Lys Thr Ala Gin Pro His Pro 
35 40 45 

aaa ctt eta ggc aca ate tat act get get gaa gaa att gaa gca gtt 192 
Lys Leu Leu Gly Thr He Tyr Thr Ala Ala Glu Glu He Glu Ala Val 
50 55 60 

gga gga aag gec ttg cca tgt att gtt gat gtg aga gat gaa cag cag 240 
Gly Gly Lys Ala Leu Pro Cys He Val Asp Val Arg Asp Glu Gin Gin 
65 70 75 80 

ate agt get gca gtg gag aaa gec ate aag aaa ttt gga gga att gat 288 
He Ser Ala Ala Val Glu Lys Ala He Lys Lys Phe Gly Gly He Asp 

85 90 95 

att ctg gta aat aat gee agt gec att agt ttg acc aat aca ttg gac 336 
He Leu Val Asn Asn Ala Ser Ala He Ser Leu Thr Asn Thr Leu Asp 
100 105 110 

aca cct acc aag aga ttg gat ctg atg atg aac gtg aac acc aga ggc 384 
Thr Pro Thr Lys Arg Leu Asp Leu Met Met Asn Val Asn Thr Arg Gly 
115 120 125 

acc tac ctt gca tct aaa gca tgt att cct tat ttg aaa aag age aaa 432 
Thr Tyr Leu Ala Ser Lys Ala Cys He Pro Tyr Leu Lys Lys Ser Lys 
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130 135 140 

gtt get cat ate etc aat ate agt cca cca ctg aac eta aat cca gtt 480 
Val Ala His He Leu Asn He Ser Pro Pro Leu Asn Leu Asn Pro Val 
145 150 155 160 

tgg ttc aaa cag cac tgt get tat ace att get aag tat ggt atg tct 528 
Trp Phe Lys Gin His Cys Ala Tyr Thr He Ala Lys Tyr Gly Met Ser 

165 170 175 

atg tat gtg ctt gga atg gca gaa gaa ttt aaa ggt gaa att gca gtc 576 
Met Tyr Val Leu Gly Met Ala Glu Glu Phe Lys Gly Glu He Ala Val 
180 185 190 

aat gca tta tgg cct aaa aca gee ata cac act get get atg gat atg 624 
Asn Ala Leu Trp Pro Lys Thr Ala He His Thr Ala Ala Met Asp Met 
195 200 205 

ctg gga gga cct ggt ate gaa age cag tgt aga aaa gtt gat ate att 672 
Leu Gly Gly Pro Gly He Glu Ser Gin Cys Arg Lys Val Asp He He 
210 215 220 

gca gat gca gca tat tec att ttc caa aag cca aaa agt ttt act ggc 720 
Ala Asp Ala Ala Tyr Ser He Phe Gin Lys Pro Lys Ser Phe Thr Gly 
225 230 235 240 

aac ttt gtc att gat gaa aat ate tta aaa gaa gaa gga ata gaa aat 768 
Asn Phe Val He Asp Glu Asn He Leu Lys Glu Glu Gly He Glu Asn 

245 250 255 

ttt gac gtt tat gca att aaa cca ggt cat cct ttg caa cca gat ttc 816 
Phe Asp Val Tyr Ala He Lys Pro Gly His Pro Leu Gin Pro Asp Phe 
260 265 270 

ttc tta gat gaa tac cca gaa gca gtt age aag aaa gtg gaa tea act 864 
Phe Leu Asp Glu Tyr Pro Glu Ala Val Ser Lys Lys' Val Glu Ser Thr 
275 280 285 

ggt get gtt cca gaa ttc aaa gaa gag aaa ctg cag ctg caa cca aaa 912 
Gly Ala Val Pro Glu Phe Lys Glu Glu Lys Leu Gin Leu Gin Pro Lys 
290 295 300 

» 

cca cgt tct gga get gtg gaa gaa aca ttt aga att gtt aag gac tct 960 
Pro Arg Ser Gly Ala Val Glu Glu Thr Phe Arg He Val Lys Asp Ser 
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305 310 315 320 

etc agt gat gat gtt gtt aaa gec act caa gca ate tat ctg ttt gaa 1008 

Leu Ser Asp Asp Val Val Lys Ala Thr Gin Ala He Tyr Leu Phe Glu 

325 330 335 

etc tec ggt gaa gat ggt ggc acg tgg ttt ctt gat ctg aaa age aag 1056 

Leu Ser Gly Glu Asp Gly Gly Thr Trp Phe Leu Asp Leu Lys Ser Lys 

340 345 350 

ggt ggg aat gtc gga tat gga gag cct tct gat cag gca gat gtg gtg 1104 

Gly Gly Asn Val Gly Tyr Gly Glu Pro Ser Asp Gin Ala Asp Val Val 

355 360 365 

atg agt atg act act gat gac ttt gta aaa atg ttt tea ggg aaa eta 1152 

Met Ser Met Thr Thr Asp Asp Phe Val Lys Met Phe Ser Gly Lys Leu 

370 375 380 

aaa cca aca atg gca ttc atg tea ggg aaa ttg aag att aaa ggt aac 1200 

Lys Pro Thr Met Ala Phe Met Ser Gly Lys Leu Lys He Lys Gly Asn 

385 390 395 400 

atg gec eta gca ate aaa ttg gag aag eta atg aat cag atg aat gec 1248 

Met Ala Leu Ala He Lys Leu Glu Lys Leu Met Asn Gin Met Asn Ala 

405 410 415 

aga ctg tga 1257 
Arg Leu * 





<210> 


38 






<211> 


418 






<212> 


PRT 






<213> 


Homo sapiens 






<400> 


38 




Met 


Leu Pro 


Asn Thr Gly Arg 


Leu 


1 




5 




Gly 


Ala Ser 


Arg Gly He Gly 


Lys 






20 




Asp 


Gly Ala 


Asn He Val He 


Ala 




35 




40 


Lys 


Leu Leu 


Gly Thr He Tyr 


Thr 



Ala Gly 


Cys Thr Val 


Phe He Thr 


10 




15 


Ala He 


Ala Leu Lys 


Ala Ala Lys 


25 




30 


Ala Lys 


Thr Ala Gin 


Pro His Pro 




45 




Ala Ala 


Glu Glu He 


Glu Ala Val 
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50 


55 




60 




Gly 


Gly Lys Ala Leu Pro 


Cys He 


Val Asp 


Val Arg Asp Glu 


Gin Gin 


65 


70 






75 


80 


He 


Ser Ala Ala Val Glu 


Lys Ala 


He Lys 


Lys Phe Gly Gly 


He Asp 




85 




90 




95 


He 


Leu Val Asn Asn Ala 


Ser Ala 


He Ser 


Leu Thr Asn Thr 


Leu Asp 




100 




105 


110 




Thr 


Pro Thr Lys Arg Leu 


Asp Leu 


Met Met 


Asn Val Asn Thr 


Arg Gly 




115 


120 




125 




Thr 


Tyr Leu Ala Ser Lys 


Ala Cys 


He Pro 


Tyr Leu Lys Lys 


Ser Lys 




130 


135 




140 




Val 


Ala His He Leu Asn 


He Ser 


Pro Pro 


Leu Asn Leu Asn 


Pro Val 


145 


150 






155 


160 


TrD 


Phe Lys Gin His Cys 


Ala Tyr 


Thr He 


Ala Lys Tyr Gly 


Met Ser 




165 




170 




175 


Met 


Tyr Val Leu Gly Met 


Ala Glu 


Glu Phe 


Lys Gly Glu He 


Ala Val 




180 




185 


190 




Asn 


Ala Leu Trp Pro Lys 


Thr Ala 


He His 


Thr Ala Ala Met 


Asp Met 




195 


200 




205 




Leu 


Gly Gly Pro Gly lie 


Glu Ser 


Gin Cys 


Arg Lys Val Asp 


He He 




210 


215 




220 




Ala 


Asd Ala Ala Tyr Ser 


He Phe 


Gin Lys 


Pro Lys Ser Phe 


Thr Gly 


225 
i— i— »./ 


230 






235 


240 


Asn 


Phe Val He Asp Glu 


Asn He 


Leu Lys 


Glu Glu Gly He 


Glu Asn 




245 




250 




255 


Phe 


Asp Val Tyr Ala He 


Lys Pro 


Gly His 


Pro Leu Gin Pro 


Asp Phe 




260 




265 


270 




Phe 


Leu Asp Glu Tyr Pro 


Glu Ala 


Val Ser 


Lys Lys Val Glu 


Ser Thr 




275 


280 




285 




Gly 


Ala Val Pro Glu Phe 


Lys Glu 


Glu Lys 


Leu Gin Leu Gin 


Pro Lys 




290 


295 




300 




Pro 


Arg Ser Gly Ala Val 


Glu Glu 


Thr Phe 


Arg He Val Lys 


Asp Ser 


305 


310 






315 


320 


Leu 


Ser Asp Asp Val Val 


Lys Ala 


Thr Gin 


Ala He Tyr Leu 


Phe Glu 




325 




330 




335 


Leu 


Ser Gly Glu Asp Gly 


Gly Thr 


Trp Phe 


Leu Asp Leu Lys 


Ser Lys 




340 




345 


350 




Gly 


Gly Asn Val Gly Tyr 


Gly Glu 


Pro Ser 


Asp Gin Ala Asp 


Val Val 




355 


360 




365 




Met 


Ser Met Thr Thr Asp 


Asp Phe 


Val Lys 


Met Phe Ser Gly 


Lys Leu 




370 


375 




380 




Lys 


Pro Thr Met Ala Phe 


Met Ser 


Gly Lys 


Leu Lys He Lys 


Gly Asn 


385 


390 






395 


400 


Met 


Ala Leu Ala He Lys 


Leu Glu 


Lys Leu 


Met Asn Gin Met 


Asn Ala 
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405 410 415 

Arg Leu 



<210> 39 
<211> 627 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(627) 





<400> 


























a Ly 


gtg 


ttc 


tar 

LOU 


ttr 


arr 


anr 


anr anr off 

ay L- ay l» y l u 


aat 


tea 


tct 


arr 


tac 


act 


48 


Met 


Val 


Phe 


Tyr 


Phe 


Thr 


Ser 


Ser Ser Val 


Asn 


Ser 


Ser 


Ala 


Tyr 


Thr 




1 








5 






10 










15 






att 


tac 


atg 


aaa 
yya 


aaa 

uuu 


aat 




tat aaa aat 


Q3a 


oat 


eta 


ate 


aao 


cat 


96 


He 


Tyr 


Met 


Gly 


Lys 


Asp 


Lys 


Tyr Glu Asn 


Glu 


Asp 


Leu 


He 


Lys 


His 










20 








25 








30 








ggc 


tgg 


cct 


gaa 


gat 


ate 


tgg 


ttt cat gtg 


gac 


aaa 


etc 


tct 


teg 


get 


144 


Gly 


Trp 


Pro 


Glu 


Asp 


He 


Trp 


Phe His Val 


Asp 


Lys 


Leu 


Ser 


Ser 


Ala 








35 










40 






45 










cat 


gta 


tac 


ctt 


cga 


tta 


cat 


aag gga gag 


aat 


ata 


gaa 


gac 


ate 


cca 


192 


His 


Val 


Tyr 


Leu 


Arg 


Leu 


His 


Lys Gly Glu 


Asn 


He 


Glu 


Asp 


He 


Pro 






50 










55 






60 












aag 


gaa 


gtg 


ctg 


atg 


gac 


tgt 


gec cac ctt 


gtg 


aag 


gec 


aat 


age 


att 


240 


Lys 


Glu 


Val 


Leu 


Met 


Asp 


Cys 


Ala His Leu 


Val 


Lys 


Ala 


Asn 


Ser 


He 




65 










70 






75 










80 




caa 


ggc 


tgc 


aag 


atg 


aac 


aac 


gtt aat gtg 


gta 


tat 


acg 


ccg 


tgg 


tct 


288 


Gin 


Gly 


Cys 


Lys 


Met 


Asn 


Asn 


Val Asn Val 


Val 


Tyr 


Thr 


Pro 


Trp 


Ser 












85 






90 










95 






aac 


ctg 


aag 


aaa 


aca 


get 


gac 


atg gat gtg 


ggg 


cag 


ata 


ggc 


ttt 


cac 


336 


Asn 


Leu 


Lys 


Lys 


Thr 


Ala 


Asp 


Met Asp Val 


Gly 


Gin 


He 


Gly 


Phe 


His 










100 








105 








110 








agg 


cag 


aag 


gat 


gta 


aaa 


att 


gtg aca gtg 


gag 


aag 


aaa 


gta 


aat 


gag 


384 


Arg 


Gin 


Lys 


Asp 


Val 


Lys 


He 


Val Thr Val 


Glu 


Lys 


Lys 


Val 


Asn 


Glu 
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115 120 125 



ate ctg aac cga tta gaa aag acc aaa gtc gag egg ttc cca gac eta 432 

He Leu Asn Arg Leu Glu Lys Thr Lys Val Glu Arg Phe Pro Asp Leu 
130 135 140 

gca gca gag aaa gaa tgc aga gat cgt gaa gag agg aat gag aaa aaa 480 

Ala Ala Glu Lys Glu Cys Arg Asp Arg Glu Glu Arg Asn Glu Lys Lys 
145 150 155 160 

gee caa att cag gaa atg aaa aag aga gaa aaa gaa gaa atg aag aag 528 

Ala Gin He Gin Glu Met Lys Lys Arg Glu Lys Glu Glu Met Lys Lys 

165 170 175 

aag agg gaa atg gat gaa ctt agg age tat tea tea eta atg aaa gtt 576 

Lys Arg Glu Met Asp Glu Leu Arg Ser Tyr Ser Ser Leu Met Lys Val 
180 185 190 

gaa aat atg tct tea aat cag gat ggc aat gat tea gat gaa ttc atg 624 

Glu Asn Met Ser Ser Asn Gin Asp Gly Asn Asp Ser Asp Glu Phe Met 
195 200 205 

taa 627 



<210> 40 
<211> 208 
<212> PRT 
<213> Homo sapiens 



<400> 40 



Met Val 


Phe Tyr 


Phe 


Thr Ser Ser 


Ser 


Val Asn 


Ser Ser 


Ala 


Tyr 


Thr 


1 




5 






10 






15 




He Tyr 


Met Gly 


Lys 


Asp Lys Tyr 


Glu 


Asn Glu 


Asp Leu 


He 


Lys 


His 




20 






25 






30 






Gly Trp 


Pro Glu 


Asp 


He Trp Phe 


His 


Val Asp 


Lys Leu 


Ser 


Ser 


Ala 




35 




40 






45 








His Val 


Tyr Leu 


Arg 


Leu His Lys 


Gly 


Glu Asn 


He Glu 


Asp 


He 


Pro 


50 






55 






60 








Lys Glu 


Val Leu 


Met 


Asp Cys Ala 


His 


Leu Val 


Lys Ala 


Asn 


Ser 


lie 


65 






70 




75 








80 


Gin Gly 


Cys Lys 


Met 


Asn Asn Val 


Asn 


Val Val 


Tyr Thr 


Pro 


Trp 


Ser 
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85 


90 


95 


Asn 


Leu Lys 


Lys 


Thr Ala Asp 

• 


Met Asp Val 


Gly Gin He Gly Phe His 






100 




105 


110 


Arq 


Gin Lys 


Asp 


Val Lys He 


Val Thr Val 


Glu Lys Lys Val Asn Glu 




115 






120 


125 


He 


Leu Asn 


Arq 


Leu Glu Lys 


Thr Lys Val 


Glu Arg Phe Pro Asp Leu 




130 




135 




140 


Ala 


Ala Glu 


Lys 


Glu Cys Arg 


Asp Arg Glu 


Glu Arg Asn Glu Lys Lys 


145 






150 




155 160 


Ala 


Gin He 


Gin 


Glu Met Lys 


Lys Arg Glu 


Lys Glu Glu Met Lys Lys 








165 


170 


175 


Lys 


Arg Glu 


Met 


Asp Glu Leu 


Arg Ser Tyr 


Ser Ser Leu Met Lys Val 






180 




185 


190 


Glu 


Asn Met 


Ser 


Ser Asn Gin 


Asd Gly Asn 


Asp Ser Asp Glu Phe Met 




195 






200 

I— w V 


205 




<210> 


41 










<211> 

t» X. A. 


474 










<212> 


DNA 










<213> 


Homo sapiens 








<220> 

w w W 












<221> 


CDS 










<222> 


(1) 


...(474) 








<221> 


mi sc_feature 








<222> 


(1) 


...(474) 








<223> 


n = 


A.T.C or G 








<400> 


41 








atg 


age ggg 


tec 


etc ggc eg a 


get get gcg 


get ctg etc cgc tgg agg 


Met 


Ser Gly 


Ser 


Leu Gly Arg 


Ala Ala Ala 


Ala Leu Leu Arg Trp Arg 


1 






5 


10 


15 



etc tgc gcg ggc ggc ggt ggc ctt tgg ggt ccg gtc gtc egg act gcg 96 

Leu Cys Ala Gly Gly Gly Gly Leu Trp Gly Pro Val Val Arg Thr Ala 
20 25 30 

gga teg gec ccg ggc ggc ggc ggc teg gcg gan nag ttg gac gcg ctg 144 

Gly Ser Ala Pro Gly Gly Gly Gly Ser Ala Xaa Xaa Leu Asp Ala Leu 
35 40 45 

gtg aag aag gac aag gtg gtg gtc ttc etc aag ggg acg ccg gag cag 192 

Val Lys Lys Asp Lys Val Val Val Phe Leu Lys Gly Thr Pro Glu Gin 
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50 55 60 



ccc cag tgc ggc ttc age aac gec gtg gtg cag ate ctg egg ctg cac 240 
Pro Gin Cys Gly Phe Ser Asn Ala Val Val Gin He Leu Arg Leu His 
65 70 75 80 



ggc gtc cgc gat tac gcg gee tac aac gtg ctg gac gac ccg gag etc 288 
Gly Val Arg Asp Tyr Ala Ala Tyr Asn Val Leu Asp Asp Pro Glu Leu 

85 90 95 

cga caa ggc att aaa gac tat tec aac tgg ccc ace ate ccg caa gtg 336 
Arg Gin Gly He Lys Asp Tyr Ser Asn Trp Pro Thr He Pro Gin Val 
100 105 110 

tac etc aat ggc gag ttt gta ggg ggc tgt gac att ctt ctg cag atg 384 
Tyr Leu Asn Gly Glu Phe Val Gly Gly Cys Asp He Leu Leu Gin Met 
115 120 125 

cac cag aat ggg gac ttg gtg gaa gaa ctg aaa aag ctg ggg ate cac 432 
His Gin Asn Gly Asp Leu Val Glu Glu Leu Lys Lys Leu Gly He His 
130 135 140 

tec gec ctt tta gat gaa aag aaa gac caa gac tec aag tga 474 
Ser Ala Leu Leu Asp Glu Lys Lys Asp Gin Asp Ser Lys * 
145 150 155. • 



<210> 42 
<211> 157 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (1).. .(157) 

<223> Xaa = Any Amino Acid 



<400> 


42 










Met Ser Gly 


Ser Leu Gly Arg Ala Ala Ala Ala 


Leu 


Leu 


Arg 


Trp Arg 


1 


5 10 








15 


Leu Cys Ala 


Gly Gly Gly Gly Leu Trp Gly Pro 


Val 


Val 


Arg 


Thr Ala 




20 25 






30 




Gly Ser Ala 


Pro Gly Gly Gly Gly Ser Ala Xaa 


Xaa 


Leu 


Asp 


Ala Leu 


35 


40 




45 







WO 01/29221 



PCT/US00/29052 



69 



Val 


Lys 


Lys 


Asp 


Lys 


Val 


Val Val Phe 


Leu Lys 


Gly 


Thr 


Pro 


Glu Gin 




50 










55 




60 








Pro 


Gin 


Cys 


Gly 


Phe 


Ser 


Asn Ala Val 


Val Gin 


He 


Leu 


Arg 


Leu His 


65 










70 




75 








80 


Gly 


Val 


Arg 


Asp 


Tyr 


Ala 


Ala Tyr Asn 


Val Leu 


Asp 


Asp 


Pro 


Glu Leu 










85 






90 








95 


Arg 


Gin 


Gly 


He 


Lys 


Asp 


Tyr Ser Asn 


Trp Pro 


Thr 


He 


Pro 


Gin Val 








100 






105 








110 




Tyr 


Leu 


Asn 


Gly 


Glu 


Phe 


Val Gly Gly 


Cys Asp 


He 


Leu 


Leu 


Gin Met 






115 








120 






125 






His 


Gin 


Asn 


Gly 


Asp 


Leu 


Val Glu Glu 


Leu Lys 


Lys 


Leu 


Gly 


He His 




130 










135 




140 








Ser 


Ala 


Leu 


Leu 


Asp 


Glu 


Lys Lys Asp 


Gin Asp 


Ser 


Lys 






145 










150 




155 











<210> 43 
<211> 1032 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(1032) 

<400> 43 

atg ggt ggc ccc egg ggc gcg ggc tgg gtg gcg gcg ggc ctg ctg etc 48 
Met Gly Gly Pro Arg Gly Ala Gly Trp Val Ala Ala Gly Leu Leu Leu 
15 10 15 

ggc gcg ggc gec tgc tac tgc att tac agg ctg acc egg ggt egg egg 96 
Gly Ala Gly Ala Cys Tyr Cys He Tyr Arg Leu Thr Arg Gly Arg Arg 
20 25 30 

egg ggc gac cgc gag etc ggg ata cgc tct teg aag tec gca ggt gec 144 
Arg Gly Asp Arg Glu Leu Gly He Arg Ser Ser Lys Ser Ala Gly Ala 
35 40 45 

ctg gaa gaa ggg acg tea gag ggt cag ttg tgc ggg cgc teg gec egg 192 
Leu Glu Glu Gly Thr Ser Glu Gly Gin Leu Cys Gly Arg Ser Ala Arg 
50 55 60 



cct cag acg gga ggt acc tgg gag tea cag tgg tec 
Pro Gin Thr Gly Gly Thr Trp Glu Ser Gin Trp Ser 
65 70 75 



aag 
Lys 



acc teg cag 
Thr Ser Gin 
80 



240 
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cct gaa gac tta act gat ggt tea tat gat gat gtt eta aat get gaa 288 
Pro Glu Asp Leu Thr Asp Gly Ser Tyr Asp Asp Val Leu Asn Ala Glu 

85 90 95 

caa ctt cag aaa etc ctt tac ctg ctg gag tea acg gag gat cct gta 336 
Gin Leu Gin Lys Leu Leu Tyr Leu Leu Glu Ser Thr Glu Asp Pro Val 
100 105 110 

att att gaa aga get ttg att act ttg ggt aac aat gca gee ttt tea 384 
He He Glu Arg Ala Leu He Thr Leu Gly Asn Asn Ala Ala Phe Ser 
115 120 125 

gtt aac caa get att att cgt gaa ttg ggt ggt att cca att gtt gca 432 
Val Asn Gin Ala He He Arg Glu Leu Gly Gly He Pro He Val Ala 
130 135 140 

aac aaa ate aac cat tec aac cag agt att aaa gag aaa get tta aat 480 
Asn Lys He Asn His Ser Asn Gin Ser He Lys Glu Lys Ala Leu Asn 
145 150 155 160 

gca eta aat aac ctg agt gtg aat gtt gaa aat caa ate aag ata aag 528 
Ala Leu Asn Asn Leu Ser Val Asn Val Glu Asn Gin He Lys He Lys 

165 . 170 175 

ata tac ate agt caa gta tgt gag gat gtc ttc tct ggt cct ctg aac 576 
He Tyr He Ser Gin Val Cys Glu Asp Val Phe Ser Gly Pro Leu Asn 
180 185 190 

tct get gtg cag ctg get gga ctg aca ttg ttg aca aac atg. act gtt 624 
Ser Ala Val Gin Leu Ala Gly Leu Thr Leu Leu Thr Asn Met Thr Val 
195 200 205 

acc aat gac cac cag cac atg ctt cac agt tac att aca gac ctg ttc 672 
Thr Asn Asp His Gin His Met Leu His Ser Tyr He Thr Asp Leu Phe 
210 215 220 

cag gtg tta ctt act gga aat gga aac acg aag gtg caa gtt ttg aaa 720 
Gin Val Leu Leu Thr Gly Asn Gly Asn Thr Lys Val Gin Val Leu Lys 
225 230 235 240 

ctg ctt ttg aat ttg tct gaa aat cca gee atg aca gaa gga ctt etc 768 
Leu Leu Leu Asn Leu Ser Glu Asn Pro Ala Met Thr Glu Gly Leu Leu 
245 250 255 
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cgt gcc caa gtg gat tea tea ttc ctt tec ctt tat gac age cac gta 
Arg Ala Gin Val Asp Ser Ser Phe Leu Ser Leu Tyr Asp Ser His Val 
260 265 270 



816 



gca aag gag att ctt ctt cga gta ctt acg eta ttt cag aat ata aag 
Ala Lys Glu He Leu Leu Arg Val Leu Thr Leu Phe Gin Asn lie Lys 
275 280 285 



864 



aac tgc etc aaa ata gaa ggc cat tta get gtg cag cct act ttc act 
Asn Cys Leu Lys He Glu Gly His Leu Ala Val Gin Pro Thr Phe Thr 
290 295 300 



912 



gaa ggt tea ttg ttt ttc ctg tta cat gga gaa gaa tgt gee cag aaa 
Glu Gly Ser Leu Phe Phe Leu Leu His Gly Glu Glu Cys Ala Gin Lys 
305 310 315 320 



960 



ata aga get tta gtt gat cac cat gat gca gag gtg aag gaa aag gtt 
He Arg Ala Leu Val Asp His His Asp Ala Glu Val Lys Glu Lys Val 
325 330 335 



1008 



gta aca ata ata ccc aaa ate tga 
Val Thr He He Pro Lys He * 
340 



1032 



<210> 


44 








<211> 


343 








<212> 


PRT 








<213> 


Homo sapiens 




<400> 


44 








Met Gly Gly 


Pro 


Arg 


Gly Ala 


Gly 


1 




5 






Gly Ala Gly 


Ala 


Cys 


Tyr Cys 


lie 




20 








Arg Gly Asp 


Arg 


Glu 


Leu Gly 


He 


35 








40 


Leu Glu Glu 


Gly 


Thr 


Ser Glu 


Gly 


50 






55 




Pro Gin Thr 


Gly 


Gly 


Thr Trp 


Glu 


65 






70 




Pro Glu Asp 


Leu 


Thr 


Asp Gly 


Ser 






85 







Trp 


Val Ala Ala Gly Leu Leu 


Leu 




10 15 




Tyr 


Arg Leu Thr Arg Gly Arg 


Arg 


25 


30 




Arg 


Ser Ser Lys Ser Ala Gly 


Ala 




45 




Gin 


Leu Cys Gly Arg Ser Ala 


Arg 




60 




Ser 


Gin Trp Ser Lys Thr Ser 


Gin 




75 


80 


Tyr 


Asp Asp Val Leu Asn Ala 


Glu 



90 95 
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Gin 


Leu 


Gin 


Lys 


Leu 


Leu 


Tyr Leu 








100 








He 


He 


Glu 


Arg 


Ala 


Leu 


He Thr 






115 








120 


Val 


Asn 


Gin 


Ala 


He 


He 


Arg Glu 




130 










135 


Asn 


Lys 


He 


Asn 


His 


Ser 


Asn Gin 


145 






- 




150 




Ala 


Leu 


Asn 


Asn 


Leu 


Ser 


Val Asn 










165 






He 


Tyr 


He 


Ser 


Gin 


Val 


Cys Glu 








180 








Ser 


Ala 


Val 


Gin 


Leu 


Ala 


Gly Leu 






195 








200 


Thr 


Asn 


Asp 


His 


Gin 


His 


Met Leu 




210 










215 


Gin 


Val 


Leu 


Leu 


Thr 


Gly 


Asn Gly 


225 










230 




Leu 


Leu 


Leu 


Asn 


Leu 


Ser 


Glu Asn 










245 






Arg 


Ala 


Gin 


Val 


Asp 


Ser 


Ser Phe 








260 








Ala 


Lys 


Glu 


lie 


Leu 


Leu 


Arg Val 






275 








280 


Asn 


Cys 


Leu 


Lys 


He 


Glu 


Gly His 




290 










295 


Glu 


Gly 


Ser 


Leu 


Phe 


Phe 


Leu Leu 


305 










310 




He 


Arg 


Ala 


Leu 


Val 


Asp 


His His 










325 






Val 


Thr 


He 


lie 


Pro 


Lys 


He 



340 

<210> 45 
<211> 1335 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(1335) 



72 



Leu Glu Ser Thr Glu 


Asp Pro 


Val 


105 


110 




Leu Gly Asn Asn Ala 


Ala Phe 


Ser 


125 






Leu Gly Gly He Pro 


He Val 


Ala 


140 






Ser He Lys Glu Lys 


Ala Leu 


Asn 


155 




160 


Val Glu Asn Gin He 


Lys lie 


Lys 


170 


175 




Asp Val Phe Ser Gly 


Pro Leu 


Asn 


185 


190 




Thr Leu Leu Thr Asn 


Met Thr 


Val 


205 






His Ser Tyr He Thr 


Asp Leu 


Phe 


220 






Asn Thr Lys Val Gin 


Val Leu 


Lys 


235 




240 


Pro Ala Met Thr Glu 


Gly Leu 


Leu 


250 


255 




Leu Ser Leu Tyr Asp 


Ser Hi s 


Val 


265 
t_ \j <j 


270 




Leu Thr Leu Phe Gin 


Asn He 


Lys 


285 






Leu Ala Val Gin Pro 


Thr Phe 


Thr 


300 






His Gly Glu Glu Cys 


Ala Gin 


Lys 


315 




320 


Asp Ala Glu Val Lys 


Glu Lys 


Val 


330 


335 





<221> misc_feature 
<222> (!)...( 1335) 
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<223> n = A.T.C or G 



atg 
Met 
1 


<400> 
teg gga 
Ser Gly 


45 

aga 

Arg 


gat 
Asp 
5 


aca 
Thr 


ate ctt ggc 
He Leu Gly 


ctg 
Leu 
10 


tgt ate etc gca tta gee 
Cys He Leu Ala Leu Ala 

15 


48 


ttg 
Leu 


tct 
Ser 


ttg 
Leu 


gee 
Ala 
20 


atg 
Met 


atg 
Met 


ttt ace ttc 
Phe Thr Phe 
25 


aga 
Arg 


ttc ate acc acc ctt ctg 
Phe He Thr Thr Leu Leu 
30 


96 


gtt 
Val 


cac 
His 


att 
He 
35 


ttc 
Phe 


att 
He 


tea 
Ser 


ttg gtt att 
Leu Val He 
40 


ttg 
Leu 


gga ttg ttg ttt gtc tgc 
Gly Leu Leu Phe Val Cys 
45 


144 


ggt 

Gly 


gtt 

Val 
50 


tta 
Leu 


tgg 
Trp 


tgg 
Trp 


ctg 
Leu 


tat tat gac 
Tyr Tyr Asp 
55 


tat 
Tyr 


acc aac gac etc age ata 
Thr Asn Asp Leu Ser He 
60 


192 


gaa 
Glu 

65 


ttg 
Leu 


gac 
Asp 


aca 
Thr 


gaa 
Glu 


agg 

Arg 
70 


gaa aat atg 
Glu Asn Met 


aag 
Lys 


tgc gtg ctg ggg ttt get 
Cys Val Leu Gly Phe Al a 
75 80 


240 


ate 
He 


gta 
Val 


tec 
Ser 


aca 
Thr 


ggc 

Gly 
85 


ate 
He 


acg gca gtg 
Thr Ala Val 


ctg 
Leu 
90 


etc gtc ttg att ttt gtt 
Leu Val Leu He Phe Val 

95 


288 


etc 
Leu 


aga 
Arg 


aag 
Lys 


aga 
Arg 
100 


ata 
He 


aaa 
Lys 


ttg aca gtt 
Leu Thr Val 
105 


gag 
Glu 


ctt ttc caa ate aca aat 
Leu Phe Gin He Thr Asn 
110 


336 


aaa 

Lys 


gec 
Ala 


ate 
He 
115 


age 
Ser 


agt 

Ser 


get 
Ala 


ccc ttc ctg 
Pro Phe Leu 
120 


ctg 
Leu 


ttc cag cca ctg tgg aca 
Phe Gin Pro Leu Trp Thr 
125 


384 


ttt 
Phe 


gec 
Ala 
130 


ate 
He 


etc 
Leu 


att 
He 


ttc 
Phe 


ttc tgg gtc 
Phe Trp Val 
135 


etc 
Leu 


tgg gtg get gtg ctg ctg 
Trp Val Ala Val Leu Leu 
140 


432 


age 
Ser 
145 


ctg 
Leu 


gga 

Gly 


act 
Thr 


gca 
Ala 


gga 

Gly 
150 


get gee cag 
Ala Ala Gin 


gtt 
Val 


atg gaa ggc ggc caa gtg 
Met Glu Gly Gly Gin Val 
155 160 


480 


gaa 


tat 


aag 


ccc 


ctt 


teg 


ggc att egg 


tac 


atg tgg teg tac cat tta 


528 
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Glu Tyr Lys Pro Leu Ser Gly He Arg Tyr Met Trp Ser Tyr His Leu 

165 170 175 

att ggc etc ate tgg act agt gaa ttc ate ctt gcg tgc cag caa atg 576 

He Gly Leu He Trp Thr Ser Glu Phe He Leu Ala Cys Gin Gin Met 
180 185 190 

act ata get ggg gca gtg gnt act tgt tat ttc aac aga agt aaa aat 624 

Thr lie Ala Gly Ala Val Xaa Thr Cys Tyr Phe Asn Arg Ser Lys Asn 
195 200 205 

gat cct cct gat cat ccc ate ctt teg tct etc tec att etc ttc ttc 672 

Asp Pro Pro Asp His Pro He Leu Ser Ser Leu Ser He Leu Phe Phe 
210 215 220 

tac cat caa gga ace att gtg aaa ggg tea ttt tta ate tct gtg gtg 720 

Tyr His Gin Gly Thr He Val Lys Gly Ser Phe Leu He Ser Val Val 
225 230 235 240 

agg att ccg aga ate att gtc atg tac atg caa aac gca ctg aaa gaa 768 

Arg He Pro Arg lie He Val Met Tyr Met Gin Asn Ala Leu Lys Glu 

245 250 255 

cag cat ggt gca ttg tec agg tac ctg ttc cga tgc tgc tac tgc tgt 816 

Gin His Gly Ala Leu Ser Arg Tyr Leu Phe Arg Cys Cys Tyr Cys Cys 
260 265 270 

ttc tgg tgt ctt gac aaa tac ctg etc cat etc aac cag aat gca tat 864 

Phe Trp Cys Leu Asp Lys Tyr Leu Leu His Leu Asn Gin Asn Ala Tyr 
275 280 285 

act aca act get att aat ggg aca gat ttc tgt aca tea gca aaa gat 912 

Thr Thr Thr Ala lie Asn Gly Thr Asp Phe Cys Thr Ser Ala Lys Asp 
290 295 300 

gca ttc aaa ate ttg tec aag aac tea agt cac ttt aca tct att aac 960 

Ala Phe Lys He Leu Ser Lys Asn Ser Ser His Phe Thr Ser He Asn 
305 310 315 320 

tgc ttt gga gac ttc ata att ttt eta gga aag gtg tta gtg gtg tgt 1008 

Cys Phe Gly Asp Phe He He Phe Leu Gly Lys Val Leu Val Val Cys 

325 330 335 

ttc act gtt ttt gga gga etc atg get ttt aac tac aat egg gca ttc 1056 
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Phe Thr Val Phe Gly Gly Leu Met Ala Phe Asn Tyr Asn Arg Ala Phe 
340 345 350 

cag gtg tgg gca gtc cct ctg tta ttg gta get ttt ttt gec tac tta 1104 

Gin Val Trp Ala Val Pro Leu Leu Leu Val Ala Phe Phe Ala Tyr Leu ■ 
355 360 365 

gta gec cat agt ttt tta tct gtg ttt gaa act gtg ctg gat gca ctt 1152 

Val Ala His Ser Phe Leu Ser Val Phe Glu Thr Val Leu Asp Ala Leu 

370 375 380 

ttc ctg tgt ttt get gtt gat ctg gaa aca aat gat gga teg tea gaa 1200 

Phe Leu Cys Phe Ala Val Asp Leu Glu Thr Asn Asp Gly Ser Ser Glu 
385 '390 395 400 

aag ccc tac ttt atg gat caa gaa ttt ctg agt ttc gta aaa agg age 1248 

Lys Pro Tyr Phe Met Asp Gin Glu Phe Leu Ser Phe Val Lys Arg Ser 

405 410 415 

aac aaa tta aac aat gca agg gca cag cag gac aag cac tea tta agg 1296 

Asn Lys Leu Asn Asn Ala Arg Ala Gin Gin Asp Lys His Ser Leu Arg 
420 425 430 

aat gag gag gga aca gaa etc cag gee att gtg aga tag 1335 

Asn Glu Glu Gly Thr Glu Leu Gin Ala He Val Arg * 
435 440 



<210> 46 
<211> 444 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (1)...(444) 

<223> Xaa = Any Amino Acid 

<400> 46 

Met Ser Gly Arg Asp Thr He Leu Gly Leu Cys He Leu Ala Leu Ala 
1 5 10 15 

Leu Ser Leu Ala Met Met Phe Thr Phe Arg Phe He Thr Thr Leu Leu 

20 25 30 

Val His He Phe He Ser Leu Val lie Leu Gly Leu Leu Phe Val Cys 
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35 

Gly Val Leu Trp Trp 

50 

61 u Leu Asp Thr Glu 
65 

He Val Ser Thr Gly 
85 

Leu Arg Lys Arg He 
100 

Lys Ala He Ser Ser 
115 

Phe Ala He Leu He 
130 

Ser Leu Gly Thr Ala 
145 

Glu Tyr Lys Pro Leu 

165 

He Gly Leu He Trp 
180 

Thr He Ala Gly Ala 
195 

Asp Pro Pro Asp His 
210 

Tyr His Gin Gly Thr 
225 

Arg He Pro Arg He 

245 

Gin His Gly Ala Leu 
260 

Phe Trp Cys Leu Asp 

275 

Thr Thr Thr Ala He 
290 

Ala Phe Lys He Leu 
305 

Cys Phe Gly Asp Phe 
325 

Phe Thr Val Phe Gly 
340 

Gin Val Trp Ala Val 
355 

Val Ala His Ser Phe 
370 

Phe Leu Cys Phe Ala 



40 

Leu Tyr Tyr Asp Tyr Thr Asn 
55 60 
Arg Glu Asn Met Lys Cys Val 
70 75 
He Thr Ala Val Leu Leu Val 
90 

Lys Leu Thr Val Glu Leu Phe 
105 

Ala Pro Phe Leu Leu Phe Gin 
120 

Phe Phe Trp Val Leu Trp Val 
135 140 
Gly Ala Ala Gin Val Met Glu 
150 155 
Ser Gly He Arg Tyr Met Trp 

170 

Thr Ser Glu Phe He Leu Ala 
185 

Val Xaa Thr Cys Tyr Phe Asn 
200 

Pro He Leu Ser Ser Leu Ser 
215 220 
He Val Lys Gly Ser Phe Leu 
230 235 
He Val Met Tyr Met Gin Asn 
250 

Ser Arg Tyr Leu Phe Arg Cys 
265 

Lys Tyr Leu Leu His Leu Asn 
280 

Asn Gly Thr Asp Phe Cys Thr 
295 300 
Ser Lys Asn Ser Ser His Phe 
310 315 
He He Phe Leu Gly Lys Val 
330 

Gly Leu Met Ala Phe Asn Tyr 
345 

Pro Leu Leu Leu Val Ala Phe 
360 

Leu Ser Val Phe Glu Thr Val 
375 380 
Val Asp Leu Glu Thr Asn Asp 



45 

Asp Leu Ser He 

Leu Gly Phe Ala 
80 

Leu He Phe Val 
95 

Gin He Thr Asn 
110 

Pro Leu Trp Thr 
125 

Ala Val Leu Leu 

Gly Gly Gin Val 
160 

Ser Tyr His Leu 
175 

Cys Gin Gin Met 
190 

Arg Ser Lys Asn 
205 

He Leu Phe Phe 

He Ser Val Val 
240 

Ala Leu Lys Glu 
255 

Cys Tyr Cys Cys 
270 

Gin Asn Ala Tyr 
285 

Ser Ala Lys Asp 

Thr. Ser He Asn 
320 

Leu Val Val Cys 
335 

Asn Arg Ala Phe 
350 

Phe Ala Tyr Leu 
365 

Leu Asp Ala Leu 
Gly Ser Ser Glu 



WO 01/29221 



PCTAJS00/29052 



77 

385 390 395 400 

Lys Pro Tyr Phe Met Asp Gin Glu Phe Leu Ser Phe Val Lys Arg Ser 

405 410 , 415 

Asn Lys Leu Asn Asn Ala Arg Ala Gin Gin Asp Lys His Ser Leu Arg 

420 425 430 

Asn Glu Glu Gly Thr Glu Leu Gin Ala He Val Arg 
435 440 

<210> 47 
<211> 351 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(351) 

<400> 47 

atg gcg gat gag gcg ttg ttt ttg ctt etc cat aac gag atg gtg tct 48 

Met Ala Asp Glu Ala Leu Phe Leu Leu Leu His Asn Glu Met Val Ser 
15 10 15 

gga gtg tac aag tec gcg gag cag ggg gag gtg gaa aac gga cga tgt 96 
Gly Val Tyr Lys Ser Ala Glu Gin Gly Glu Val Glu Asn Gly Arg Cys 
20 25 30 

att act aag ctg gaa aac atg ggg ttt cga gtg gga caa gga ttg ata 144 
He Thr Lys Leu Glu Asn Met Gly Phe Arg Val Gly Gin Gly Leu He 
35 40 45 

gaa agg ttt aca aaa gat act gca agg ttc aag gat gag tta gat ate 192 
Glu Arg Phe Thr Lys Asp Thr Ala Arg Phe Lys Asp Glu Leu Asp He 
50 55 60 

atg aag ttc att tgt aaa gat ttt tgg act acg gta ttc aag aaa caa 240 
Met Lys Phe He Cys Lys Asp Phe Trp Thr Thr Val Phe Lys Lys Gin 
65 70 75 80 

ate gac aat eta agg aca aat cat cag ggc ate tat gta ctt cag gac 288 
He Asp Asn Leu Arg Thr Asn His Gin Gly He Tyr Val Leu Gin Asp 

85 90 95 

aac aaa ttt cgc ctg ctt act cag atg tct gca gga aaa cag tat tta 336 
Asn Lys Phe Arg Leu Leu Thr Gin Met Ser Ala Gly Lys Gin Tyr Leu 
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100 



105 



110 



gaa cat gca tec taa 
Glu His Ala Ser * 
115 



351 





<210> 


48 










<211> 

l— XX 


116 












PRT 












Homo sapiens 






<4on> 


48 








Met 


Ala Asp 


Glu 


Ala 


Leu Phe Leu Leu Leu His 


Asn Glu Met Val Ser 


1 






5 


10 


15 


Gl V 


Val Tvr 

Vu 1 1 Jr 1 


Lys 


Ser 


Ala Glu Gin Gly Glu Val 


Glu Asn Glv Ara fvs 






20 




25 




TIP 


Thr 1 v<i 


Leu 


Glu 


Asn Met Gly Phe Arg Val 


Glv Gin Glv Lpu T1p 




35 






40 


45 


Glu 


Arg Phe 


Thr 


Lys 


Asp Thr Ala Arg Phe Lys 


Asp Glu Leu Asp He 










55 


60 


Met 


1 vs Phe 

i_jr o r i it 


He 


Cys 


Lys Asp Phe Trp Thr Thr 


Val Phe Lys Lys Gin 

■ VII IIIV* I— J >-» l—^jij U 1 1 1 


65 








70 75 


80 


He 


Asp Asn 


Leu 


Arg 


Thr Asn His Gin Gly He 


Tyr Val Leu Gin Asp 








85 


90 


95 


Asn 


Lys Phe 


Arg 


Leu 


Leu Thr Gin Met Ser Ala 


Gly Lys Gin Tyr Leu 






100 




105 


110 


Glu 


His Ala 


Ser 










115 












<210> 


49 










<211> 


516 










<212> 


DNA 










<213> 


Homo sapiens 






<220> 












<221> 


CDS 










<222> 


(1). 


..(516) 






<400> 


49 








atg 


aag aaa 


tgt ctt ttg ccc gtt ttg att acg 


tgc atg caa aca gcg 


Met 


Lys Lys 


Cys Leu Leu Pro Val Leu He Thr 


Cys Met Gin Thr Ala 


1 






5 


10 


15 
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att tgc aaa gac cgt atg atg atg ate atg ate tta ctg gtg aat tac 96 
lie Cys Lys Asp Arg Met Met Met lie Met lie Leu Leu Val Asn Tyr 
20 25 30 

eta cct gat gaa ttt ata gaa tgt gaa gac cca gtg gat cat gtt gga 144 
Leu Pro Asp Glu Phe He Glu Cys Glu Asp Pro Val Asp His Val Gly 
35 40 45 

aat gca act gca tec cag gaa ctt ggt tat ggt tgt etc aag ttc ggc 192 
Asn Ala Thr Ala Ser Gin Glu Leu Gly Tyr Gly Cys Leu Lys Phe Gly 
50 55 60 

ggt cag gee tac age gac gtg gaa cac act tea gtc cag tgc cat gec 240 
Gly Gin Ala Tyr Ser Asp Val Glu His Thr Ser Val Gin Cys His Ala 
65 70 75 80 

tta gat gga att gag tgt gec agt cct agg ace ttt eta cga gaa aat 288 
Leu Asp Gly He Glu Cys Ala Ser Pro Arg Thr Phe Leu Arg Glu Asn 
. 85 90 95 

aaa cct tgt ata aag tat ace gga cac tac ttc ata ace act tta etc 336 
Lys Pro Cys He Lys Tyr Thr Gly His Tyr Phe He Thr Thr Leu Leu 
100 105 110 

tac tec ttc ttc ctg gga tgt ttt ggt gtg gat cga ttc tgt ttg gga 384 
Tyr Ser Phe Phe Leu Gly Cys Phe Gly Val Asp Arg Phe Cys Leu Gly 
115 120 125 

cac act ggc act gca gta ggg aag ctg ttg acg ctt gga gga ctt ggg 432 
His Thr Gly Thr Ala Val Gly Lys Leu Leu Thr Leu Gly Gly Leu Gly 
130 135 140 

att tgg tgg ttt gtt gac ctt att ttg eta att act gga ggg ctg atg 480 
He Trp Trp Phe Val Asp Leu He Leu Leu He Thr Gly Gly Leu Met 
145 150 155 160 

cca agt gat ggc age aac tgg tgc act gtt tac taa 516 
Pro Ser Asp Gly Ser Asn Trp Cys Thr Val Tyr * 
165 170 



<210> 50 
<211> 171 
<212> PRT 
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<213> Homo sapiens 





<400> 


50 












Met 


Lys 


Lys 


Cys 


Leu 


Leu 


Pro 


Val Leu He Thr 


Cys Met Gin Thr Ala 


1 








5 






10 


15 


He 


Cys 


Lys 


Asp 


Arg 


Met 


Met 


Met He Met lie 


Leu Leu Val Asn Tyr 








20 








25 


30 


Leu 


Pro 


Asp 


61 u 


Phe 


He 


Glu 


Cys Glu Asp Pro 


Val Asp His Val Gly 






35 










40 


45 


Asn 


Ala 


Thr 


Ala 


Ser 


Gin 


Glu 


Leu Gly Tyr Gly 


Cys Leu Lys Phe Gly 




50 










55 




60 


Gly 


Gin 


Ala 


Tyr 


Ser 


ASD 


Val 


Glu His Thr Ser 


Val Gin Cys His Ala 


65 










70 




75 


80 


Leu 


ASD 


Gly 


He 


Glu 


Cys 


Ala 


Ser Pro Arg Thr 


Phe Leu Arg Glu Asn 
















90 


95 


Lys 


Pro 


Cys 


He 


Lys 


Tyr 


Thr 


Gly His Tyr Phe 


He Thr Thr Leu Leu 








100 








105 


110 


Tyr 


Ser 


Phe 


Phe 


Leu 


Gly 


Cys 


Phe Gly Val Asp 


Arg Phe Cys Leu Gly 






115 










120 


125 


His 


Thr 


Gly 


Thr 


Ala 


Val 


Gly 


Lys Leu Leu Thr 


Leu Gly Gly Leu Gly 




130 










135 




140 


He 


Trp 


Trp 


Phe 


Val 


Asp 


Leu 


He Leu Leu He 


Thr Gly Gly Leu Met 


145 










150 




155 


160 


Pro 


Ser 


Asp 


Gly 


Ser 


Asn 


Trp 


Cys Thr Val Tyr 












165 






170 





<210> 51 
<211> 870 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (1)...(870) 



<400> 51 

atg ccc eta tta aaa ctt gta cat ggc tec cca ttg gtt ttt gga gaa 48 
Met Pro Leu Leu Lys Leu Val His Gly Ser Pro Leu Val Phe Gly Glu 
15 10 15 



aag ttc aag ctt ttt acc ttg gtg tct gec tgt ate cca gtg ttc agg 
Lys Phe Lys Leu Phe Thr Leu Val Ser Ala Cys He Pro Val Phe Arg 
20 25 30 



96 
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ctg get aga egg egg aag aag ate eta ttt tac tgt cac ttc cca gat 144 
Leu Ala Arg Arg Arg Lys Lys He Leu Phe Tyr Cys His Phe Pro Asp 
35 40 45 

ctg ctt etc ace aag aga gat tct ttt ctt aaa cga eta tac agg gee 192 
Leu Leu Leu Thr Lys Arg Asp Ser Phe Leu Lys Arg Leu Tyr Arg Ala 
50 55 60 

cca att gac tgg ata gag gaa tac acc aca ggc atg gca gac tgc ate 240 
Pro He Asp Trp lie Glu Glu Tyr Thr Thr Gly Met Ala Asp Cys He 
65 70 75 80 

tta gtc aac age cag ttc aca get get gtt ttt aag gaa aca ttc aag 288 
Leu Val Asn Ser Gin Phe Thr Ala Ala Val Phe Lys Glu Thr Phe Lys 

85 90 95 

tec ctg tct cac ata gac cct gat gtc etc tat cca tct eta aat gtc 336 
Ser Leu Ser His lie Asp Pro Asp Val Leu Tyr Pro Ser Leu Asn Val 
100 105 110 

acc age ttt gac tea gtt gtt cct gaa aag ctg gat gac eta gtc ccc 384 
Thr Ser Phe Asp Ser Val Val Pro Glu Lys Leu Asp Asp Leu Val Pro 
115 120 125 

aag ggg aaa aaa ttc ctg ctg etc tec ate aac aga tac gaa agg aag 432 
Lys Gly Lys Lys Phe Leu Leu Leu Ser He Asn Arg Tyr Glu Arg Lys 
130 135 140 

aaa aat ctg act ttg gca ctg gaa gee eta gta cag ctg cgt gga aga 480 
Lys Asn Leu Thr Leu Ala Leu Glu Ala Leu Val Gin Leu Arg Gly Arg 
145 150 155 160 

ttg aca tec caa gat tgg gag agg gtt cat ctg ate gtg gca ggt ggt 528 
Leu Thr Ser Gin Asp Trp Glu Arg Val His Leu He Val Ala Gly Gly 
165 170 175 

tat gac gag aga gtc ctg gag aat gtg gaa cat tat cag gaa ttg aag 576 
Tyr Asp Glu Arg Val Leu Glu Asn Val Glu His Tyr Gin Glu Leu Lys 
180 185 190 

aaa atg gtc caa cag tec gac ctt ggc cag tat gtg acc ttc ttg agg 624 
Lys Met Val Gin Gin Ser Asp Leu Gly Gin Tyr Val Thr Phe Leu Arg 
195 200 205 
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tct ttc tea gac aaa cag aaa ate tec etc etc cac age tgc acg tgt 672 
Ser Phe Ser Asp Lys Gin Lys He Ser Leu Leu His Ser Cys Thr Cys 
210 215 220 

gtg ctt tac aca cca age aat gag cac ttt ggc att gtc cct ctg gaa 720 
Val Leu Tyr Thr Pro Ser Asn 61 u His Phe Gly He Val Pro Leu Glu 
225 230 235 240 

gec atg tac atg cag tgc cca gtc att get gtt aat teg ggt gga ccc 768 
Ala Met Tyr Met Gin Cys Pro Val He Ala Val Asn Ser Gly Gly Pro 

245 250 255 

ttg gag tec att gac cac agt gtc aca ggg ttt ctg tgt gag cct gac 816 
Leu Glu Ser He Asp His Ser Val Thr Gly Phe Leu Cys Glu Pro Asp 
260 265 270 

ccg gtg cac ttc tea gaa gca ata gaa aag ttc ate cag aaa agt cat 864 
Pro Val His Phe Ser Glu Ala He Glu Lys Phe He Gin Lys Ser His 
275 280 285 

ccg tga 870 
Pro * 



<210> 52 
<211> 289 
<212> PRT 
<213> Homo sapiens 



<400> 52 



Met 


Pro 


Leu 


Leu 


Lys 


Leu 


Val His 


Gly 


Ser 


Pro 


Leu 


Val 


Phe 


Gly 


Glu 


1 








5 








10 










15 




Lys 


Phe 


Lys 


Leu 


Phe 


Thr 


Leu Val 


Ser 


Ala 


Cys 


He 


Pro 


Val 


Phe 


Arg 








20 








25 










30 






Leu 


Ala 


Arg 


Arg 


Arg 


Lys 


Lys He 


Leu 


Phe 


Tyr 


Cys 


His 


Phe 


Pro 


Asp 






35 








40 










45 








Leu 


Leu 


Leu 


Thr 


Lys 


Arg 


Asp Ser 


Phe 


Leu 


Lys 


Arg 


Leu 


Tyr 


Arg 


Ala 




50 










55 








60 










Pro 


He 


Asp 


Trp 


He 


Glu 


Glu Tyr 


Thr 


Thr 


Gly 


Met 


Ala 


Asp 


Cys 


He 


65 










70 








75 










80 


Leu 


Val 


Asn 


Ser 


Gin 


Phe 


Thr Ala 


Ala 


Val 


Phe 


Lys 


Glu 


Thr 


Phe 


Lys 










85 








90 










95 




Ser 


Leu 


Ser 


His 


He 


Asp 


Pro Asp 


Val 


Leu 


Tyr 


Pro 


Ser 


Leu 


Asn 


Val 
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100 




Thr Ser 


Phe 


Asp Ser Val 


Val Pro 




115 




120 


Lys 61 y 


Lys 


Lys Phe Leu 


Leu Leu 


130 






135 


Lvs Asn 


Leu 


Thr Leu Ala 


Leu Glu 


145 




150 

.X W w 




1 pii Thr 


Spr 


Gin Asd TrD 


Glu Arq 






165 




Tvr Asd 

l jr i nop 


Glu 


Ara Val Leu 

**• ZJ L-V.V* 


Glu Asn 






180 




1 vs Met 


Val 


Gin Gin Ser 


Asd Leu 




195 
x _/ *j 




200 


*\PT Php 


JCI 


Acn I Gl n 


lvs He 

L_jr O Alt. 


Liu 






215 


Vdl Leu 


iyr 


Thr 1 Di^n Cor 


Hon O 1 U 


225 




230 




Ala Met 


Tyr 


Met Gin Cys 


Pro Val 






245 




Leu Glu 


Ser 


He Asp His 


Ser Val 






260 




Pro Val 


His 


Phe Ser Glu 


Ala He 




275 




280 


Pro 









83 



105 




110 




Glu 


Lys Leu Asp Asp 


Leu 


Val Pro 




125 






Ser 


He Asn Arg Tyr 


Glu 


Arq Lys 




140 






Ala 


Leu Val Gin Leu 


Arq 


Gly Arq 




155 




160 


Val 


His Leu He Val 


Ala 


Gly Gly 




170 




175 


Val 


Glu His Tyr Gin 


Glu 


Leu Lys 


185 




190 




Gly 


Gin Tyr Val Thr 


Phe 


Leu Arg 




205 






Ser 


Leu Leu His Ser 


Cys 


Thr Cys 




220 






His 


Phe Gly He Val 


Pro 


Leu Glu 




235 




240 


He 


Ala Val Asn Ser 


Gly 


Gly Pro 




250 




255 


Thr 


Gly Phe Leu Cys 


Glu 


Pro Asp 


265 




270 




Glu 


Lys Phe He Gin 


Lys 


Ser His 



<210> 53 
<211> 1041 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (1). . . (1041) 

<221> misc_feature 
<222> (1)...(1041) 
<223> n = A.T.C or G 

<400> 53 

atg cca egg gtg ttt gtg ttt cgt gec ctt ttg ttg gtc etc ate ttt 48 
Met Pro Arg Val Phe Val Phe Arg Ala Leu Leu Leu Val Leu He Phe 
15 10 15 
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etc tnt gtg gtt tec tat tgg ctt ttt tac ggg gtc cgc att ttg gac 
Leu Xaa Val Val Ser Tyr Trp Leu Phe Tyr Gly Val Arg He Leu Asp 
20 25 30 

tct egg gac egg aat tac cag ggc att gtg caa tat gca gtc tec ctt 
Ser Arg Asp Arg Asn Tyr Gin Gly He Val Gin Tyr Ala Val Ser Leu 
35 40 45 

gtg gat gee etc etc ttc ate cat tac ctg gee ate gtc ctg ctg gag 
Val Asp Ala Leu Leu Phe He His Tyr Leu Ala He Val Leu Leu Glu 
50 55 60 

etc agg cag ctg cag ccc atg ttc acg ctg cag gtg gtc cgc tec ace 
Leu Arg Gin Leu Gin Pro Met Phe Thr Leu Gin Val Val Arg Ser Thr 
65 70 75 80 

gat ggc gag tec cgc ttc tac age ctg gga cac ctg agt ate cag cga 
Asp Gly Glu Ser Arg Phe Tyr Ser Leu Gly His Leu Ser He Gin Arg 

85 90 95 

gca gca ttg gtg. gtc eta gaa aat tac tac aaa gat ttc ace ate tat 
Ala Ala Leu Val Val Leu Glu Asn Tyr Tyr Lys Asp Phe Thr He Tyr 
100 105 110 

aac cca aac etc eta aca gec tec aaa ttc cga gca gee aag cat atg 
Asn Pro Asn Leu Leu Thr Ala Ser Lys Phe Arg Ala Ala Lys His Met 
115 120 125 

gee ggg ctg aaa gtc tac aat gta gat ggc ccc agt aac aat gee act 
Ala Gly Leu Lys Val Tyr Asn Val Asp Gly Pro Ser Asn Asn Ala Thr 
130 135 140 

ggc cag tec egg gee atg att get gca get get egg cgc agg gac tea 
Gly Gin Ser Arg Ala Met He Ala Ala Ala Ala Arg Arg Arg Asp Ser 
145 150 155 160 

age cac aac gag ttg tat tat gaa gag gee gaa cat gaa egg cga gta 
Ser His Asn Glu Leu Tyr Tyr Glu Glu Ala Glu His Glu Arg Arg Val 

165 170 175 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



aag aag egg aaa gca agg ctg gtg gtt gca gtg gaa gag gee ttc ate 
Lys Lys Arg Lys Ala Arg Leu Val Val Ala Val Glu Glu Ala Phe He 
180 185 190 



576 
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cac att cag cgt etc cag get gag gag cag cag aaa gec cca ggg gag 624 
His He Gin Arg Leu Gin Ala Glu Glu Gin Gin Lys Ala Pro Gly Glu 
195 200 205 

gtg atg gac cct agg gag gec gec cag gen att ttc ccc tec atg gee 672 
Val Met Asp Pro Arg Glu Ala Ala Gin Xaa He Phe Pro Ser Met Ala 
210 215 220 

agg get etc cag aag tac ctg cgc ate acc egg cag cag aac tac cac 720 
Arg Ala Leu Gin Lys Tyr Leu Arg He Thr Arg Gin Gin Asn Tyr His 
225 230 235 240 

age atg gag age ate ctg cag cac ctg gee ttc tgc ate acc aac ggc 768 
Ser Met Glu Ser He Leu Gin His Leu Ala Phe Cys He Thr Asn Gly 
245 250 255 

atg acc ccc aag gee ttc eta gaa egg tac etc agt gcg ggc ccc acc 816 
Met Thr Pro Lys Ala Phe Leu Glu Arg Tyr Leu Ser Ala Gly Pro Thr 
260 265 270 

ctg caa tat gac aag gac cgc tgg etc tct aca cag tgg agg ctt gtc 864 
Leu Gin Tyr Asp Lys Asp Arg Trp Leu Ser Thr Gin Trp Arg Leu Val 
275 280 285 

agt gat gag get gtg act aat gga tta egg gat gga att gtg ttc gtc 912 
Ser Asp Glu Ala Val Thr Asn Gly Leu Arg Asp Gly He Val Phe Val 
290 295 300 

ctt aag tgc ttg gac ttc age etc gta gtc aat gtg aag aaa att cca 960 
Leu Lys Cys Leu Asp Phe Ser Leu Val Val Asn Val Lys Lys He Pro 
305 310 315 320 

ttc ate ata etc tct gaa gag ttc ata gac ccc aaa tct cac aaa ttt 1008 
Phe He He Leu Ser Glu Glu Phe He Asp Pro Lys Ser His Lys Phe 
325 330 335 

gtc ctt cgc tta cag tct gag aca tec gtt taa 1041 
Val Leu Arg Leu Gin Ser Glu Thr Ser Val * 
340 345 



<210> 54 
<211> 346 
<212> PRT 
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<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (1)...(346) 

<223> Xaa = Any Amino Acid 



<400> 54 



Met 

1 It w 


Pro 


Ara 


Val 


Phe 


Val 


Phe 


Ara 


Ala Leu 


Leu Leu 


Val 


Leu 


He 


Phe 


1 








5 








10 








15 




1 PIJ 


Xaa 


Val 


Val 


Ser 


Tyr 


TrD 


Leu 


Phe Tyr 


Gly Val 


Ara 


He 


Leu 


Asd 








20 










25 






30 






JCI 


Ara 


A^D 


Ara 


Asn 


Tvr 


Gin 


Gly 


He Val 


Gin Tyr 


Ala 


Val 


Ser 


Leu 
















40 






45 








Val 

V U 1 


A'sD 
f\0 yJ 


Ala 


I PU 

1— v— U 


Leu 

t u 


Phe 


He 


His 


Tyr Leu 


Ala He 


Val 


Leu 

L— w \A 


Leu 


Glu 




JU 










ss 






60 










1 Pll 

LCU 


Ara 


Gin 

\J 1 1 1 


1 PIJ 


Gin 

U 1 1 1 


Pro 

1 1 VJ 


Met 


Phe 
( i it 


Thr Leu 

1 f 1 1 U. V.U 


Gin Val 

U 1 M I U 1 


Val 


Ara 


Ser 


Thr 












70 








75 








80 




Glv 


Glu 


Spp 


Ara 


Phe 
1 1 it 


Tvr 


Spr 

JV 1 


Leu Glv 

t_tU VJ 1 Jr 


His Leu 


Ser 


He 

X 1 V» 


Gin 


Ara 










85 








90 








95 




Ala 


Ala 


Leu 

L— V-» V* 


Val 


Val 


Leu 


Glu 


Asn 


Tyr Tyr 


Lys Asd 


Phe 


Thr 


He 


Tyr 








100 

A. \J \J 










105 






110 






Asn 


Pro 


Asn 


Leu 


Leu 


Thr 


Ala 


Ser 


Lys Phe 


Arg Ala 


Ala 


Lys 


His 


Met 






115 










120 






125 








Ala 


Gly 


Leu 


Lys 


Val 


Tyr 


Asn 


Val 


Asp Gly 


Pro Ser 


Asn 


Asn 


Ala 


Thr 




130 










135 






140 










61 y 


Gin 


Ser 


Arg 


Ala 


Met 


He 


Ala 


Ala Ala 


Ala Arg 


Arg 


Arg 


Asp 


Ser 


145 










150 








155 








160 


Ser 


His 


Asn 


Glu 


Leu 


Tyr 


Tyr 


Glu 


Glu Ala 


Glu His 


Glu 


Arg 


Arg 


Val 










165 








170 








175 




Lys 


Lys 


Arg 


Lys 


Ala 


Arg 


Leu 


Val 


Val Ala 


Val Glu 


Glu 


Ala 


Phe 


He 








180 










185 






190 






His 


He 


Gin 


Arg 


Leu 


Gin 


Ala 


Glu 


Glu Gin 


Gin Lys 


Ala 


Pro 


Gly 


Glu 






195 










200 






205 








Val 


Met 


Asp 


Pro 


Arg 


Glu 


Ala 


Ala 


Gin Xaa 


He Phe 


Pro 


Ser 


Met 


Ala 




210 










215 






220 










Arg 


Ala 


Leu 


Gin 


Lys 


Tyr 


Leu 


Arg 


He Thr 


Arg Gin 


Gin 


Asn 


Tyr 


His 


225 










230 








235 








240 


Ser 


Met 


Glu 


Ser 


lie 


Leu 


Gin 


His 


Leu Ala 


Phe Cys 


He 


Thr 


Asn 


Gly 










245 








250 








255 




Met 


Thr 


Pro 


Lys 


Ala 


Phe 


Leu 


Glu 


Arg Tyr 


Leu Ser 


Ala 


Gly 


Pro 


Thr 








260 










265 






270 






Leu 


Gin 


Tyr 


Asp 


Lys 


Asp 


Arg 


Trp 


Leu Ser 


Thr Gin 


Trp 


Arg 


Leu 


Val 






275 










280 






285 
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Ser Asp Glu 


Ala 


Val 


Thr Asn 


Gly Leu Arg Asp Gly lie Val Phe Val 


290 






295 


300 


Leu Lys Cys 


Leu 


Asp 


Phe Ser 


Leu Val Val Asn Val Lys Lys He Pro 


JUJ 






310 


315 320 


Phe He He 


Leu 


Ser 


Glu Glu 


Phe He Asp Pro Lys Ser His Lys Phe 






325 




330 335 


Val Leu Arg 


Leu 


Gin 


Ser Glu 


Thr Ser Val 




340 






345 


<210> 


55 








<211> 


195 








<212> 


DNA 









<213> Homo sapiens 



<220> 

<221> CDS 

<222> (1) . . . (195) 

<400> 55 

atg gcc ttt etc gec aag aaa ggg tac egg cat gac age tea aca gca 48 
Met Ala Phe Leu Ala Lys Lys Gly Tyr Arg His Asp Ser Ser Thr Ala 
15 10 15 

gtg gcc ggc age ccc cga ggc cat ggg cag age cgc gag aca acc cag 96 
Val Ala Gly Ser Pro Arg Gly His Gly Gin Ser Arg Glu Thr Thr Gin 
20 25 30 

gaa cgc agg aag aag gaa gcc aac aag gcg aca aga gcc aac cac aac 144 
Glu Arg Arg Lys Lys Glu Ala Asn Lys Ala Thr Arg Ala Asn His Asn 
35 40 45 

egg aga acc atg gcc gac cgc aag agg age aaa ggc atg ate cca tec 192 
Arg Arg Thr Met Ala Asp Arg Lys Arg Ser Lys Gly Met He Pro Ser 
50 55 60 

tga 195 
* 



<210> 56 

<211> 64 

<212> PRT 

<213> Homo sapiens 
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<400> 


56 




Met 


Ala Phe 


Leu Ala Lvs Lvs Glv Tvr Ara His 


Asd Ser Ser Thr Ala 


1 






ID 


Val 


Ala Gly 


Ser Pro Arg Gly His Gly Gin Ser 


Arg Glu Thr Thr Gin 






20 25 


30 


Glu 


Arg Arg 


Lys Lys Glu Ala Asn Lys Ala Thr 


Arg Ala Asn His Asn 




35 


40 


45 


Arg 


Arg Thr 


Met Ala Asp Arg Lys Arg Ser Lys 


Gly Met He Pro Ser 




50 


55 


60 



<210> 57 
<211> 1011 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (1). . .(1011) 
<400> 57 

atg ggt aca tct gat tec cac cac gcg ggg etc age tta gtt age agg 48 
Met Gly Thr Ser Asp Ser His His Ala Gly Leu Ser Leu Val Ser Arg 
15 10 15 

aga cct tea ggt ggt get get ggg gaa egg gag ctg gat gag gtt gat 96 
Arg Pro Ser Gly Gly Ala Ala Gly Glu Arg Glu Leu Asp Glu Val Asp 
20 25 30 

atg tea gat etc tct cca gaa gag caa tgg agg gtc gag cac gca cgc 144 
Met Ser Asp Leu Ser Pro Glu Glu Gin Trp Arg Val Glu His Ala Arg 
35 40 45 

atg cat gee aag cac cgt ggc cat gaa get atg cat get gaa atg gtc 192 
Met His Ala Lys His Arg Gly His Glu Ala Met His Ala Glu Met Val 
50 55 60 

etc ate etc ate gca ace ttg gtg gtg gec cag ctg etc ctg gtg cag 240 
Leu He Leu He Ala Thr Leu Val Val Ala Gin Leu Leu Leu Val Gin 
65 70 75 .80 

tgg aag cag agg cac cca cgc tec tac aat atg gtg acc etc ttt cag 288 
Trp Lys Gin Arg His Pro Arg Ser Tyr Asn Met Val Thr Leu Phe Gin 

85 90 95 
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atg tgg gtt gtt ccc etc tat ttc aca gtg aag ctg cac tgg tgg agg 
Met Trp Val Val Pro Leu Tyr Phe Thr Val Lys Leu His Trp Trp Arg 
100 105 110 



336 



ttc eta gtg ate tgg ate ttg ttc tct get gtc aca gee ttt gtt ace 
Phe Leu Val He Trp He Leu Phe Ser Ala Val Thr Ala Phe Val Thr 
115 120 125 



384 



ttc cga gee acc cga aaa cct eta gta cag aca ace cca agg ttg gtt 
Phe Arg Ala Thr Arg Lys Pro Leu Val Gin Thr Thr Pro Arg Leu Val 
130 135 140 



432 



tat aag tgg ttc ctg eta ate tat aaa ate age tat gee act ggc att 
Tyr Lys Trp Phe Leu Leu He Tyr Lys He Ser Tyr Ala Thr Gly He 
145 150 155 160 



480 



gtt ggc tac atg get gtc atg ttt acc etc ttt ggt ctt aac tta tta 
Val Gly Tyr Met Ala Val Met Phe Thr Leu Phe Gly Leu Asn Leu Leu 

165 170 175 



528 



ttc aag ate aaa cca gaa gat gee atg gac ttt ggc ate tec ctt etc 
Phe Lys He Lys Pro Glu Asp Ala Met Asp Phe Gly He Ser Leu Leu 
180 185 190 



576 



ttc tat ggc etc tac tat gga gtt ctg gaa egg gac ttt gca gaa atg 
Phe Tyr Gly Leu Tyr Tyr Gly Val Leu Glu Arg Asp Phe Ala Glu Met 
195 200 205 



624 



tgt gca gac tac atg gca tct acc ata ggg ttc tac age gag teg ggc 
Cys Ala Asp Tyr Met Ala Ser Thr He Gly Phe Tyr Ser Glu Ser Gly 
210 215 220 



672 



atg cct acc aaa cat ctt tea gac agt gtg tgt get gtg tgt ggg cag 
Met Pro Thr Lys His Leu Ser Asp Ser Val Cys Ala Val Cys Gly Gin 
225 230 235 240 



720 



cag ate ttt gtg gac gtc agt gaa gag ggg ate att gag aac acg tat 
Gin He Phe Val Asp Val Ser Glu Glu Gly He He Glu Asn Thr Tyr 

245 250 255 



768 



agg ctg tec tgc aat cat gtc ttc cac gag ttc tgc ate cgt ggc tgg 
Arg Leu Ser Cys Asn His Val Phe His Glu Phe Cys He Arg Gly Trp 
260 265 270 



816 
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tgc ate gtg gga aag aag caa acg tgt ccc tac tgc aaa gag aag gta 864 
Cys He Val Gly Lys Lys Gin Thr Cys Pro Tyr Cys Lys Glu Lys Val 
275 280 285 

gac etc aag agg atg ttc age aat ccc tgg gag agg cct cac gtc atg 912 
Asp Leu Lys Arg Met Phe Ser Asn Pro Trp Glu Arg Pro His Val Met 
290 295 300 

tat ggg caa ctg ctg gac tgg ctt cga tac ttg gta gec tgg cag cct 960 
Tyr Gly Gin Leu Leu Asp Trp Leu Arg Tyr Leu Val Ala Trp Gin Pro 
305 310 315 320 

gtc ate att ggt gta gtc caa ggc ate aac tac ate ctg ggc ctg gaa 1008 
Val He He Gly Val Val Gin Gly He Asn Tyr He Leu Gly Leu Glu 

325 330 335 

tag 1011 



<210> 


58 












<211> 


336 












<212> 


PRT 












<213> 


Homo sapiens 






<400> 


58 












Met Gly Thr 


Ser 


Asp 


Ser 


His His 


Ala Gly Leu 


Ser Leu Val Ser Arg 


1 




5 






10 


15 


Arg Pro Ser 


Gly 


Gly 


Ala 


Ala Gly 


Glu Arg Glu 


Leu Asp Glu Val Asp 




20 








25 


30 


Met Ser Asp 


Leu 


Ser 


Pro 


Glu Glu 


Gin Trp Arg 


Val Glu His Ala Arg 


35 








40 




45 


Met His Ala 


Lys 


His 


Arg 


Gly His 


Glu Ala Met 


His Ala Glu Met Val 


50 








55 




60 


Leu He Leu 


He 


Ala 


Thr 


Leu Val 


Val Ala Gin 


Leu Leu Leu Val Gin 


65 






70 




75 


80 


Trp Lys Gin 


Arg 


His 


Pro 


Arg Ser 


Tyr Asn Met 


Val Thr Leu Phe Gin 






85 






90 


95 


Met Trp Val 


Val 


Pro 


Leu 


Tyr Phe 


Thr Val Lys 


Leu His Trp Trp Arg 




100 








105 


110 


Phe Leu Val 


He 


Trp 


He 


Leu Phe 


Ser Ala Val 


Thr Ala Phe Val Thr 


115 








120 




125 
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Phe 


Arg 


Ala 


Thr 


Arg 


Lys 


Pro 


Leu 




130 










135 




Tyr 


Lys 


Trp 


Phe 


Leu 


Leu 


He 


Tyr 


145 










150 






Val 


Gly 


Tyr 


Met 


Ala 


Val 


Met 


Phe 










165 








Phe 


Lys 


He 


Lys 


Pro 


Glu 


Asp 


Ala 








180 










Phe 


Tyr 


Gly 


Leu 


Tyr 


Tyr 


Gly 


Val 






195 










200 


Cys 


Ala 


Asp 


Tyr 


Met 


Ala 


Ser 


Thr 




210 










215 




Met 


Pro 


Thr 


Lys 


His 


Leu 


Ser 


Asp 


225 










230 






Gin 


He 


Phe 


Val 


ASD 

r 


Val 


Ser 


Glu 










245 








Arq 


Leu 


Ser 


Cys 


Asn 


His 


Val 


Phe 








260 










Cys 


He 


Val 


Gly 


Lys 


Lys 


Gin 


Thr 






275 










280 


Asp 


Leu 


Lys 


Arg 


Met 


Phe 


Ser 


Asn 




290 










295 




Tyr 


Gly 


Gin 


Leu 


Leu 


Asp 


Trp 


Leu 


305 










310 






Val 


He 


He 


Gly 


Val 


Val 


Gin 


Gly 



325 

<210> 59 
<211> 393 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(393) 

<221> misc_feature 
<222> (1).. .(393) 
<223> n = A.T.C or G 

<400> 59 
atg ctg gac ttg cag aag cag ctg 
Met Leu Asp Leu Gin Lys Gin Leu 
1 5 



91 



Val Gin 


Thr 


Thr 


Pro 


Arg 


Leu 


Val 






140 










Lys He 


Ser 


Tyr 


Ala 


Thr 


Gly 


lie 




155 










160 


Thr Leu 


Phe 


Gly 


Leu 


Asn 


Leu 


Leu 


170 










175 




Met Asp 


Phe 


Gly 


He 


Ser 


Leu 


Leu 


185 








190 






Leu Glu 


Arg 


Asp 


Phe 


Ala 


Glu 


Met 








205 








He Gly 


Phe 


Tyr 


Ser 


Glu 


Ser 


Gly 






220 










Ser Val 


Cys 


Ala 


Val 


Cys 


Gly 


Gin 




235 










240 


Glu Gly 


He 


He 


Glu 


Asn 


Thr 


Tyr 


250 










255 




His Glu 


Phe 


Cys 


He 


Arq 


Gly 


TrD 


265 








270 






Cys Pro 


Tyr 


Cys 


Lys 


Glu 


Lys 


Val 








285 








Pro Trp 


Glu 


Arg 


Pro 


His 


Val 


Met 






300 










Arg Tyr 


Leu 


Val 


Ala 


Trp 


Gin 


Pro 




315 










320 


He Asn 


Tyr 


He 


Leu 


Gly 


Leu 


Glu 


330 










335 




ggc aga 


tnc 


cag 


ggn 


gcc 


ana 


ttt 


Gly Arg 


Xaa 


Gin 


Xaa 


Ala 


Xaa 


Phe 



10 15 
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ccc ggc acc ttc gtg ggc acc aca gag ccc gcc tec cca ccc ctg age 
Pro Gly Thr Phe Val Gly Thr Thr Glu Pro Ala Ser Pro Pro Leu Ser 
20 25 30 



96 



age acc tea ccc acc act get gcg gcc act atg cct gtg gtg ccc tct 
Ser Thr Ser Pro Thr Thr Ala Ala Ala Thr Met Pro Val Val Pro Ser 
35 40 45 



144 



gtg gcc age ctg gcc cct ccg ggg gag gcc teg etc tgc ctg gaa gag 
Val Ala Ser Leu Ala Pro Pro Gly Glu Ala Ser Leu Cys Leu Glu Glu 
50 55 60 



192 



gtg gcc ccc cct gcc agt ggg acc cgc aaa get egg gtg etc tat gac 
Val Ala Pro Pro Ala Ser Gly Thr Arg Lys Ala Arg Val Leu Tyr Asp 
65 70 75 80 



240 



tac gag gca gcc gac age agt gag ctg gcc ctg ctg get gat gag etc 
Tyr Glu Ala Ala Asp Ser Ser Glu Leu Ala Leu Leu Ala Asp Glu Leu 

85 90 95 



288 



ate act gtc tac age ctg cct ggc atg gac cct gac tgg etc att ggc 
He Thr Val Tyr Ser Leu Pro Gly Met Asp Pro Asp Trp Leu He Gly 
100 105 110 



336 



gag aga ggc aac aag aag ggc aag gtc cct gtc acc tac ttg gaa ctg 
Glu Arg Gly Asn Lys Lys Gly Lys Val Pro Val Thr Tyr Leu Glu Leu 
115 120 125 



384 



etc age tag 
Leu Ser * 
130 



393 



<210> 60 
<211> 130 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (1)...(130) 

<223> Xaa = Any Amino Acid 
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<400> 


60 






Met 


Leu 


Asp 


Leu Gin Lys Gin 


Leu Gly Arg Xaa Gin Xaa 


Ala Xaa Phe 


1 






5 


10 


15 


Pro 


Gly 


Thr 


Phe Val Gly Thr 


Thr Glu Pro Ala Ser Pro 


Pro Leu Ser 








20 


25 


30 


Ser 


Thr 


Ser 


Pro Thr Thr Ala 

■ 1 \J I P 1 1 119 1 / V 1 V^l 


Ala Ala Thr Met Pro Val 

f 1 ■ » » ■ W Till * « W ■ W ■ V* ■ 


Val Pro Ser 






35 




40 45 




Val 

V CI 1 


Ala 


Ser 


Leu Ala Pro Pro 


Gly Glu Ala Ser Leu Cys 


Leu Glu Glu 




50 




55 


60 




Val 


Ala 


Pro 


Pro Ala Ser Gly 


Thr Arq Lys Ala Arq Val 


Leu Tyr Asd 


DO 






70 
/ u 






Tyr 


Glu 


Ala 


Ala Asp Ser Ser 


Glu Leu Ala Leu Leu Ala 


Asp Glu Leu 








85 


90 


95 


He 


Thr 


Val 


Tyr Ser Leu Pro 


Gly Met Asp Pro Asp Trp 


Leu He Gly 








100 


105 


110 


Glu 


Arg 


Gly 


Asn Lys Lys Gly 


Lys Val Pro Val Thr Tyr 


Leu Glu Leu 






115 




120 125 




Leu 


Ser 












130 











<210> 61 
<211> 1383 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(1383) 

<221> mi sc f eature 
<222> (1). . .(1383) 
<223> n = A.T.C or G 

<400> 61 

atg gcc ccg ggt cgc gcg gtg gcc ggg etc ctg ttg ctg gcg gec gec 48 

Met Ala Pro Gly Arg Ala Val Ala Gly Leu Leu Leu Leu Ala Ala Ala 

15 10 15 

gnc etc gga gga gtg gcg gag ggg cca ggg eta gcc ttc age gag gat 96 
Xaa Leu Gly Gly Val Ala Glu Gly Pro Gly Leu Ala Phe Ser Glu Asp 
20 25 30 



gtg ctg age gtg ttc ggc gcg aat ctg age ctg teg gcg gcg cag etc 
Val Leu Ser Val Phe Gly Ala Asn Leu Ser Leu Ser Ala Ala Gin Leu 



144 
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35 



40 



45 



cag cac ttg ctg gag cag atg gga gcc gcc tec cgc.gtg ggc gtc ccg 
Gin His Leu Leu Glu Gin Met Gly Ala Ala Ser Arg Val Gly Val Pro 
50 55 60 



192 



gag cct ggc cag ctg cac ttc aac cag tgt tta act get gaa gag ate 240 

Glu Pro Gly Gin Leu His Phe Asn Gin Cys Leu Thr Ala Glu Glu He 

65 70 75 80 

ttt tec ctt cat ggc ttt tea aat get acc caa ata ace age tec aaa 288 

Phe Ser Leu His Gly Phe Ser Asn Ala Thr Gin He Thr Ser Ser Lys 

85 90 95 

ttc tct gtc ate tgt cca gca gtc tta cag caa ttg aac ttt cac cca 336 

Phe Ser Val He Cys Pro Ala Val Leu Gin Gin Leu Asn Phe His Pro 
100 105 110 

tgt gag gat egg ccc aag cac aaa aca aga cca agt cat tea gaa gtt 384 

Cys Glu Asp Arg Pro Lys His Lys Thr Arg Pro Ser His Ser Glu Val 
115 120 125 



tgg gga tat gga ttc ctg tea gtg acg att att aat ctg gca tct etc 
Trp Gly Tyr Gly Phe Leu Ser Val Thr He He Asn Leu Ala Ser Leu 
130 135 140 



432 



etc gga ttg att ttg act cca ctg ata aag aaa tct tat ttc cca aag 
Leu Gly Leu He Leu Thr Pro Leu He Lys Lys Ser Tyr Phe Pro Lys 
145 150 155 160 



480 



att ttg acc ttt ttt gtg ggg ctg get att ggg act ctt ttt tea aat 
He Leu Thr Phe Phe Val Gly Leu Ala He Gly Thr Leu Phe Ser Asn 
165 170 175 



528 



gca att ttc caa ctt att cca gag gca ttt gga ttt gat ccc aaa gtc 
Ala He Phe Gin Leu He Pro Glu Ala Phe Gly Phe Asp Pro Lys Val 
180 185 190 



576 



gac agt tat gtt gag aag gca gtt get gtg ttt ggt gga ttt tac eta 
Asp Ser Tyr Val Glu Lys Ala Val Ala Val Phe Gly Gly Phe Tyr Leu 
195 200 205 



624 



ctt ttc ttt ttt gaa aga atg eta aag atg tta tta aag aca tat ggt 
Leu Phe Phe Phe Glu Arg Met Leu Lys Met Leu Leu Lys Thr Tyr Gly 



672 
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210 215 220 

cag aat ggt cat acc cac ttt gga aat gat aac ttt ggt cct caa gaa 720 
Gin Asn Gly His Thr His Phe Gly Asn Asp Asn Phe Gly Pro Gin Glu 
225 230 235 240 

aaa act cat caa cct aaa gca tta cct gcc ate aat ggt gtg aca tgc 768 
Lys Thr His Gin Pro Lys Ala Leu Pro Ala He Asn Gly Val Thr Cys 
245 250 255 

tat gca aat cct get gtc aca gaa get aat gga cat ate cat ttt gat 816 
Tyr Ala Asn Pro Ala Val Thr Glu Ala Asn Gly His He His Phe Asp 
260 265 270 

aat gtc agt gtg gta tct eta cag gat gga aaa aaa gag cca agt tea 864 
Asn Val Ser Val Val Ser Leu Gin Asp Gly Lys Lys Glu Pro Ser Ser 
275 280 285 

tgt acc tgt ttg aag ggg ccc aaa ctg tea gaa ata ggg acg att gcc 912 
Cys Thr Cys Leu Lys Gly Pro Lys Leu Ser Glu He Gly Thr He Ala 
290 295 300 

tgg atg ata acg etc tgc gat gcc etc cac aat ttc ate gat ggc ctg 960 
Trp Met He Thr Leu Cys Asp Ala Leu His Asn Phe lie Asp Gly Leu 
305 310 315 320 

gcg att ggg get tec tgc acc ttg tct etc ctt cag gga etc agt act 1008 
Ala He Gly Ala Ser Cys Thr Leu Ser Leu Leu Gin Gly Leu Ser Thr 
325 330 335 

tec ata gca ate eta tgt gag gag ttt ccc cac gag tta gga gac ttt 1056 
Ser He Ala He Leu Cys Glu Glu Phe Pro His Glu Leu Gly Asp Phe 
340 345 350 

gtg ate eta etc aat gca ggg atg age act cga caa gcc ttg eta ttc 1104 
Val He Leu Leu Asn Ala Gly Met Ser Thr Arg Gin Ala Leu Leu Phe 
355 360 365 

aac ttc ctt tct gca tgt tec tgc tat gtt ggg eta get ttt ggc att 1152 
Asn Phe Leu Ser Ala Cys Ser Cys Tyr Val Gly Leu Ala Phe Gly He 
370 375 380 

ttg gtg ggc aac aat ttc get cca aat att ata ttt gca ctt get gga 1200 
Leu Val Gly Asn Asn Phe Ala Pro Asn He He Phe Ala Leu Ala Gly 
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385 

ggc atg ttc etc tat 
Gly Met Phe Leu Tyr 
405 

gat atg ctg aga gaa 
Asp Met Leu Arg Glu 
420 

ttc atg att cag aat 
Phe Met He Gin Asn 
435 

etc att acc ttg tat 
Leu lie Thr Leu Tyr 
450 



<210> 62 
<211> 460 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (D...C460) 

<223> Xaa = Any Amino Acid 



<400> 62 



Met Ala 


Pro Gly 


Arg 


Ala 


Val Ala 


Gly Leu Leu Leu Leu 


Ala 


Ala Ala 


1 




5 






10 




15 


Xaa Leu 


Gly Gly 


Val 


Ala 


Glu Gly 


Pro Gly Leu Ala Phe 


Ser 


Glu Asp 




20 








25 


30 




Val Leu 


Ser Val 


Phe 


Gly 


Ala Asn 


Leu Ser Leu Ser Ala 


Ala 


Gin Leu 




35 






40 


45 






Gin His 


Leu Leu 


Glu 


Gin 


Met Gly 


Ala Ala Ser Arg Val 


Gly 


Val Pro 


50 








55 


60 






Glu Pro 


Gly Gin 


Leu 


His 


Phe Asn 


Gin Cys Leu Thr Ala 


Glu 


Glu He 


65 






70 




75 




80 


Phe Ser 


Leu His 


Gly 


Phe 


Ser Asn 


Ala Thr Gin He Thr 


Ser 


Ser Lys 






85 






90 




95 


Phe Ser 


Val He 


Cys 


Pro 


Ala Val 


Leu Gin Gin Leu Asn 


Phe 


His Pro 




100 








105 


110 





390 395 400 

att tct ctg gca gat atg ttt cca gag atg aat 1248 
He Ser Leu Ala Asp Met Phe Pro Glu Met Asn 

410 415 

aag gta act gga aga aaa acc gat ttc acc ttc 1296 
Lys Val Thr Gly Arg Lys Thr Asp Phe Thr Phe 
425 430 

get gga atg tta act gga ttc aca gec att eta 1344 
Ala Gly Met Leu Thr Gly Phe Thr Ala He Leu 
440 445 

gca gga gaa ate gaa ttg gag taa 1383 
Ala Gly Glu He Glu Leu Glu * 
455 460 
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Cys 


Glu 


Asp 
115 


Arg 


Pro 


Lys 


His 


Lys 
120 


Trp 


Gly 
130 


Tyr 


Gly 


Phe 


Leu 


Ser 
135 


Val 


Leu 


Gly 


Leu 


He 


Leu 


Thr 


Pro 


Leu 


145 










150 






He 


Leu 


Thr 


Phe 


Phe 
165 


Val 


Gly 


Leu 


Ala 


He 


Phe 


Gin 
180 


Leu 


He 


Pro 


Glu 


Asp 


Ser 


Tyr 
195 


Val 


Glu 


Lys 


Ala 


Val 
200 


Leu 


Phe 
210 


Phe 


Phe 


Glu 


Arg 


Met 
215 


Leu 


Gin 


Asn 


Gly 


His 


Thr 


His 


Phe 


Gly 


225 










230 






Lys 


Thr 


His 


Gin 


Pro 
245 


Lys 


Ala 


Leu 


Tyr 


Ala 


Asn 


Pro 
260 


Ala 


Val 


Thr 


Glu 


Asn 


Val 


Ser 
275 


Val 


Val 


Ser 


Leu 


Gin 

280 


Cys 


Thr 
290 


Cys 


Leu 


Lys 


Gly 


Pro 
295 


Lys 


Trp 


Met 


He 


Thr 


Leu 


Cys 


Asp 


Ala 


305 










310 






Ala 


lie 


Gly 


Ala 


Ser 
325 


Cys 


Thr 


Leu 


Ser 


He 


Ala 


He 
340 


Leu 


Cys 


Glu 


Glu 


Val 


He 


Leu 
355 


Leu 


Asn 


Ala 


Gly 


Met 
360 


Asn 


Phe 
370 


Leu 


Ser 


Ala 


Cys 


Ser 
375 


Cys 


Leu 


Val 


Gly 


Asn 


Asn 


Phe 


Ala 


Pro 


385 










390 






Gly 


Met 


Phe 


Leu 


Tyr 
405 


He 


Ser 


Leu 


Asp 


Met 


Leu 


Arg 
420 


Glu 


Lys 


Val 


Thr 


Phe 


Met 


He 
435 


Gin 


Asn 


Ala 


Gly 


Met 
440 


Leu 


He 
450 


Thr 


Leu 


Tyr 


Ala 


Gly 
455 


Glu 



97 



Thr 


Arg 


Pro 


Ser 


His 


Ser 


Glu 


Val 










125 








Thr 


He 


He 


Asn 


Leu 


Ala 


Ser 


Leu 








140 










He 


Lys 


Lys 


Ser 


Tyr 


Phe 


Pro 


Lys 






155 










160 


Ala 


He 


Gly 


Thr 


Leu 


Phe 


Ser 


Asn 




170 










175 




Ala 


Phe 


Gly 


Phe 


Asp 


Pro 


Lys 


Val 


185 










190 






Ala 


Val 


Phe 


Gly 


Gly 


Phe 


Tyr 


Leu 










205 








Lys 


Met 


.Leu 


Leu 


Lys 


Thr 


Tyr 


Gly 








220 










Asn 


Asp 


Asn 


Phe 


Gly 


Pro 


Gin 


Glu 






235 










240 


Pro 


Ala 


He 


Asn 


Gly 


Val 


Thr 


Cys 




250 

I— W w 










255 

L_ \J w 




Ala 


Asn 


Gly 


His 


He 


His 


Phe 


Asd 


265 










270 






Asp 


Gly 


Lys 


Lys 


Glu 


Pro 


Ser 


Ser 










285 








Leu 


Ser 


Glu 


He 


Gly 


Thr 


He 


Ala 








300 










Leu 


His 


Asn 


Phe 


He 


Asp 


Gly 


Leu 






315 










320 


Ser 


Leu 


Leu 


Gin 


Gly 


Leu 


Ser 


Thr 




330 










335 




Phe 


Pro 


His 


Glu 


Leu 


Gly 


Asp 


Phe 


345 










350 






Ser 


Thr 


Arg 


Gin 


Ala 


Leu 


Leu 


Phe 










365 








Tyr 


Val 


Gly 


Leu 


Ala 


Phe 


Gly 


He 








380 










Asn 


He 


He 


Phe 


Ala 


Leu 


Ala 


Gly 






395 










400 


Ala 


Asp 


Met 


Phe 


Pro 


Glu 


Met 


Asn 




410 










415 




Gly 


Arg 


Lys 


Thr 


Asp 


Phe 


Thr 


Phe 


425 










430 






Leu 


Thr 


Gly 


Phe 


Thr 


Ala 


He 


Leu 










445 








He 


Glu 


Leu 


Glu 











460 



WO 01/29221 



PCT/US00/29052 



98 



<210> 63 

<211> 378 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . .(378) 

<400> 63 

atg ctg aca gaa gtc atg gag gtc tgg cat ggc tta gtg ate gcg gtg 48 
Met Leu Thr Glu Val Met Glu Val Trp His Gly Leu Val He Ala Val 
15 10 15 

gtg tec etc ttc ctg cag gee tgc ttc etc acc gee ate aac tac ctg 96 
Val Ser Leu Phe Leu Gin Ala Cys Phe Leu Thr Ala He Asn Tyr Leu 
20 25 30 

etc age agg cac atg gee cac aag agt gaa cag ata ctg aaa gcg gee 144 
Leu Ser Arg His Met Ala His Lys Ser Glu Gin He Leu Lys Ala Ala 
35 40 45 

agt etc cag gtt ccc agg ccc age cct ggc cac cat cat cca cct get 192 
Ser Leu Gin Val Pro Arg Pro Ser Pro Gly His His His Pro Pro Ala 
50 55 60 

gtc aaa gag atg aag gag act cag aca gag aga gac ate cca atg tct 240 
Val Lys Glu Met Lys Glu Thr Gin Thr Glu Arg Asp He Pro Met Ser 
65 70 75 80 

gat tec ctt tac agg cat gac age gac aca ccc tea gat age ttg gat 288 
Asp Ser Leu Tyr Arg His Asp Ser Asp Thr Pro Ser Asp Ser Leu Asp 

85 90 95 

age tec tgc agt teg cct cct gee tgc cag gee aca gag gat gtg gat 336 
Ser Ser Cys Ser Ser Pro Pro Ala Cys Gin Ala Thr Glu Asp Val Asp 
100 105 110 



tac aca caa gtc gtc 
Tyr Thr Gin Val Val 
115 



ttt tct gac cct gga gaa eta aaa tga 
Phe Ser Asp Pro Gly Glu Leu Lys *' 
120 125 



378 
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<210> 64 
<211> 125 
<212> PRT 

<213> Homo sapiens 
<400> 64 



Mpt 

1 IC L 


LCU 


Thr 
1 1 ti 


Glu 


Val 

v a i 




Glu Val 

\j i Li v a i 


Trn His Gl v I eu Val 


He Ala Val 


1 








c 
0 






i n 




Val 


Ser 


Leu 


Phe 


Leu 


Gin 


Ala Cys 


Phe Leu Thr Ala He 


Asn Tyr Leu 








20 








25 


30 


Leu 


Ser 


Arg 


His 


Met 


Ala 


His Lys 


Ser Glu Gin He Leu 


Lys Ala Ala 






35 








40 


45 




Ser 


Leu 


Gin 


Val 


Pro 


Arg 


Pro Ser 


Pro Gly His His His 


Pro Pro Ala 




50 










55 


60 




Val 


Lys 


Glu 


Met 


Lys 


Glu 


Thr Gin 


Thr Glu Arg Asp He 


Pro Met Ser 


65 










70 




75 


80 


Asp 


Ser 


Leu 


Tyr 


Arg 


His 


Asp Ser 


Asp Thr Pro Ser Asp 


Ser Leu Asp 










85 






90 


95 


Ser 


Ser 


Cys 


Ser 


Ser 


Pro 


Pro Ala 


Cys Gin Ala Thr Glu 


Asp Val Asp 








100 








105 


110 


Tyr 


Thr 


Gin 


Val 


Val 


Phe 


Ser Asp 


Pro Gly Glu Leu Lys 








115 








120 


125 





<210> 65 
<211> 519 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(519) 

<400> 65 

atg ctg aca gaa gtc atg gag gtc tgg cat ggc tta gtg ate gcg gtg 48 

Met Leu Thr Glu Val Met Glu Val Trp His Gly Leu Val He Ala Val 
15 10 15 

gtg tec etc ttc ctg cag gec tgc ttc etc ace gec ate aac tac ctg 96 
Val Ser Leu Phe Leu Gin Ala Cys Phe Leu Thr Ala He Asn Tyr Leu 
20 25 30 

etc age agg cac atg gee cac aag agt gaa cag ata ctg aaa gcg gee 144 
Leu Ser Arg His Met Ala His Lys Ser Glu Gin He Leu Lys Ala Ala 
35 40 45 
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agt etc cag gtt ccc agg ccc age cct ggc cac cat cat cca cct get 192 

Ser Leu Gin Val Pro Arg Pro Ser Pro Gly His His His Pro Pro Ala 

50 55 60 

gtc aaa gag atg aag gag act cag aca gag aga gac ate cca atg tct 240 

Val Lys Glu Met Lys Glu Thr Gin Thr Glu Arg Asp He Pro Met Ser 

65 70 75 80 

gat tec ctt tac agg cat gac age gac aca ccc tea gat age ttg gat 288 

Asp Ser Leu Tyr Arg His Asp Ser Asp Thr Pro Ser Asp Ser Leu Asp 

85 90 95 

age tec tgc agt teg cct cct gee tgc cag gee aca gag gat gtg gat 336 

Ser Ser Cys Ser Ser Pro Pro Ala Cys Gin Ala Thr Glu Asp Val Asp 

100 105 110 

tac aca caa gtc gtc ttt tct gac cct gga gaa eta aaa aat gac tec 384 

Tyr Thr Gin Val Val Phe Ser Asp Pro Gly Glu Leu Lys Asn Asp Ser 

115 120 125 

ccg ctg gac tat gag aac ata aag gaa ate aca gat tat gtc aat gtc 432 

Pro Leu Asp Tyr Glu Asn He Lys Glu He Thr Asp Tyr Val Asn Val 

130 135 140 

aat cca gaa aga cac aag ccc agt ttc tgg tat ttt gtc aac cct get 480 

Asn Pro Glu Arg His Lys Pro Ser Phe Trp Tyr Phe Val Asn Pro Ala 

145 150 155 160 

ctg tct gag cca gcg gaa tat gat caa gtg gee atg tga 519 

Leu Ser Glu Pro Ala Glu Tyr Asp Gin Val Ala Met * 

165 170 



<210> 66 
<211> 172 
<212> PRT 
<213> Homo sapiens 



<400> 66 

Met Leu Thr Glu Val Met Glu Val Trp His Gly Leu Val He Ala Val 

1 5 10 15 

Val Ser Leu Phe Leu Gin Ala Cys Phe Leu Thr Ala He Asn Tyr Leu 
20 25 30 
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Leu Ser 


Arg His 


Met 


Ala 


His Lys Ser Glu Gin 


He 


Leu 


Lys 


Ala Ala 




35 






40 




45 






Ser Leu 


Gin Val 


Pro 


Arg 


Pro Ser Pro Gly His 


His 


His 


Pro 


Pro Ala 


50 








55 


60 








Val Lys 


Glu Met 


Lys 


Glu 


Thr Gin Thr Glu Arg 


Asp 

* 


He 


Pro 


Met Ser 


65 






70 


75 








80 


Asp Ser 


Leu Tyr 


Arg 


His 


Asp Ser Asp Thr Pro 


Ser 


Asp 


Ser 


Leu Asp 






85 




90 








95 


Ser Ser 


Cys Ser 


Ser 


Pro 


Pro Ala Cys Gin Ala 


Thr 


Glu 


Asp 


Val Asp 




100 






105 






110 




Tyr Thr 


Gin Val 


Val 


Phe 


Ser Asp Pro Gly Glu 


Leu 


Lys 


Asn 


Asp Ser 




115 






120 




125 






Pro Leu 


Asp Tyr 


Glu 


Asn 


He Lys Glu He Thr 


Asp 


Tyr 


Val 


Asn Val 


130 








135 


140 








Asn Pro 


Glu Arg 


His 


Lys 


Pro Ser Phe Trp Tyr 


Phe 


Val 


Asn 


Pro Ala 


145 






150 


155 








160 


Leu Ser 


Glu Pro 


Ala 


Glu 


Tyr Asp Gin Val Ala 


Met 









165 170 



<210> 67 
<211> 393 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(393) 

<400> 67 

atg caa gca gag get ggg gac etc age aca gec ctg gag agg ttt ggc 48 
Met Gin Ala Glu Ala Gly Asp Leu Ser Thr Ala Leu Glu Arg Phe Gly 
1 5 10 15 



caa gec ate tgc ctg ctg cct gag agg get tea gec tac aac aac cgt 96 
Gin Ala He Cys Leu Leu Pro Glu Arg Ala Ser Ala Tyr Asn Asn Arg 
20 25 ■ 30 

gec cag gec egg cga etc cag gga gac gtg gca ggc gec ctg gag gat 144 
Ala Gin Ala Arg Arg Leu Gin Gly Asp Val Ala Gly Ala Leu Glu Asp 
35 40 45 

ctg gaa cgc gcg gtg gag ctg age ggc ggc egg ggc cgc gee gee cgc 192 
Leu Glu Arg Ala Val Glu Leu Ser Gly Gly Arg Gly Arg Ala Ala Arg 
50 55 60 
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cag age ttt gtg cag cgc gga etc ctg gcg egg ctg cag ggc cga gac 240 
Gin Ser Phe Val Gin Arg Gly Leu Leu Ala Arg Leu Gin Gly Arg Asp 
65 70 75 80 

gac gac gee cgc agg gac ttc gag agg gcg gca egg ctg ggc age ccc 288 
Asp Asp Ala Arg Arg Asp Phe Glu Arg Ala Ala Arg Leu Gly Ser Pro 

85 90 95 

ttc gcg egg cgc cag ctg gtg ctg etc aac ccc tac gee gcg ctg tgc 336 
Phe Ala Arg Arg Gin Leu Val Leu Leu Asn Pro Tyr Ala Ala Leu Cys 
100 105 110 

aac cgc atg ctg gec gac atg atg ggg cag ctg cgc cgc ccc cgt gac 384 
Asn Arg Met Leu Ala Asp Met Met Gly Gin Leu Arg Arg Pro Arg Asp 
115 120 125 

age cgc tga 393 
Ser Arg * 
130 



<210> 68 
<211> 130 
<212> PRT 
<213> Homo sapiens 



<400> 68 



Met 


Gin 


Ala 


Glu 


Ala 


Gly 


Asp 


Leu 


Ser 


Thr Ala Leu Glu 


Arg Phe Gly 


1 








5 










10 


15 


Gin 


Ala 


He 


Cys 


Leu 


Leu 


Pro 


Glu 


Arg 


Ala Ser Ala Tyr 


Asn Asn Arg 








20 










25 




30 


Ala 


Gin 


Ala 


Arg 


Arg 


Leu 


Gin 


Gly 


Asp 


Val Ala Gly Ala 


Leu Glu Asp 






35 










40 




45 




Leu 


Glu 


Arg 


Ala 


Val 


Glu 


Leu 


Ser 


Gly 


Gly Arg Gly Arg 


Ala Ala Arg 




50 










55 






60 




Gin 


Ser 


Phe 


Val 


Gin 


Arg 


Gly 


Leu 


Leu 


Ala Arg Leu Gin 


Gly Arg Asp 


65 










70 








75 


80 


Asp 


Asp 


Ala 


Arg 


Arg 


Asp 


Phe 


Glu 


Arg 


Ala Ala Arg Leu 


Gly Ser Pro 










85 










90 


95 


Phe 


Ala 


Arg 


Arg 


Gin 


Leu 


Val 


Leu 


Leu 


Asn Pro Tyr Ala 


Ala Leu Cys 








100 










105 




110 


Asn 


Arg 


Met 


Leu 


Ala 


Asp 


Met 


Met 


Gly 


Gin Leu Arg Arg 


Pro Arg Asp 






115 










120 




125 
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Ser Arg 
130 



<210> 69 
<211> 378 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(378) 



<400> 69 

atg agg cca cga tgc tgc ate ttg get ctt gtc tgc tgg ata aca gtc 

Met Arg Pro Arg Cys Cys He Leu Ala Leu Val Cys Trp He Thr Val 

15 10 15 

ttc etc etc cag tgt tea aaa gga act aca gac get cct gtt ggc tea 

Phe Leu Leu Gin Cys Ser Lys Gly Thr Thr Asp Ala Pro Val Gly Ser 

20 25 30 

gga ctg tgg ctg tgc cag ccg aca ccc agg tgt ggg aac aag ate tac 

Gly Leu Trp Leu Cys Gin Pro Thr Pro Arg Cys Gly Asn Lys He Tyr 

35 40 45 

aac cct tea gag cag tgc tgt tat gat gat gec ate tta tec tta aag 

Asn Pro Ser Glu Gin Cys Cys Tyr Asp Asp Ala He Leu Ser Leu Lys 

50 55 60 



48 



96 



144 



192 



gag acc cgc cgc tgt ggc tec acc tgc ace ttc tgg ccc tgc ttt gag 
Glu Thr Arg Arg Cys Gly Ser Thr Cys Thr Phe Trp Pro Cys Phe Glu 
65 70 75 80 



240 



etc tgc tgt ccc gag tct ttt ggc ccc cag cag aag ttt ctt gtg aag 288 
Leu Cys Cys Pro Glu Ser Phe Gly Pro Gin Gin Lys Phe Leu Val Lys 

85 90 95 

ttg agg gtt ctg ggt atg aag tct cag tgt cac tta tct ccc ate tec 336 
Leu Arg Val Leu Gly Met Lys Ser Gin Cys His Leu Ser Pro He Ser 
100 105 110 



egg age tgt acc agg aac agg agg cac gtc ctg tac cca taa 
Arg Ser Cys Thr Arg Asn Arg Arg His Val Leu Tyr Pro * 
115 120 125 



378 
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<210> 

w -A. w 


70 












<211> 

C X X 


125 












<212> 


PRT 












<?11> 

^t- X »J 


Homo sapiens 








70 












Mpf Arn Prn 


Arg 


Cys 


Cys 


He 


1 pu Al a 1 pij Val Pv<; Trn Tip 


Thr Val 

Mil V U 1 


i 
I 










in 


15 
1J 


Pho I pi i 1 pi i 
rile LcU LcU 


Gin 


Cys 


Ser 


Lys 


Glv Thr Thr Ac;n Ala Prn Val 

u 1 j UN 1 1 1 1 r\o p nig rl \J V a 1 


Glv ^pr 

u Ijr OKZl 




20 








CD Ox) 




m \/ 1 pi i Trn 


Leu 


Cys 


Gin 


Pro 


Thr Prn Arn Pv^ Rl v A^n 1 v<; 

Mil rl U Ml y ojr o u l Jr r\o 1 1 Ljr o 


Tip Tvr 

lie I y i 


35 










40 45 




Asn Pro Ser 


Glu 


Gin 


Cys 


Cys 


Tyr Asp Asp Ala He Leu Ser 


Leu Lys 


50 








55 


fi(\ 

DU 




PI 1 1 Tkir» Arn 

biu i nr ttr y 


Arg 


Cys 


Gly 


Ser 


Thr* Pvc Thr Php Trn Prn P\/c 
lili Ljrb Mil rile 1 1 |J ri U Ujo 


Php Gin 


DO 






70 






AO 
ou 


Leu Cys Cys 


Pro 


Glu 


Ser 


Phe 


Gly Pro Gin Gin Lys Phe Leu 


Val Lys 






85 






90 


95 


Leu Miy vai 


Leu 


Gly 


Met 


Lys 


jci uiii Ujb nio Ltu oc» n u 


Tip Qor 




100 








1 05 110 




Arg Ser Cys 


Thr 


Arg 


Asn 


Arg 


Arg His Val Leu Tyr Pro 




115 










120 125 




<210> 


71 












<?11> 


657 












<212> 


ONA 












<213> 


Homo sapiens 






<220> 

l— C_ V» 
















COS 












<222> 


(1). 


..(657) 








<400> 


71 












atg get caa 


gag 


aaa gat 


tgc 


caa gga ate ate gag gac gtc 


ate ctg 


Met Ala Gin 


Glu 


Lys Asp 


Cys 


Gin Gly He He Glu Asp Val 


He Leu 


1 




5 






10 


15 


ctg ggt gcg 


cct 


gtg gag 


gga 


gaa gec aag cat tgg gag cct 


ttc egg 


Leu Gly Ala 


Pro 


Val Glu 


Gly 


Glu Ala Lys His Trp Glu Pro 


Phe Arg 




20 








25 30 





aag gtg gtg tec ggg agg ate ate aac ggc tac tgc agg gga gac tgg 



144 
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Lys Val Val Ser Gly Arg He lie Asn Gly Tyr Cys Arg Gly Asp Trp 
35 40 45 

ctg ctg agt ttc gtg tac cgc aca tec teg gtg cag etc cac gtc gee 192 
Leu Leu Ser Phe Val Tyr Arg Thr Ser Ser Val Gin Leu His Val Ala 
50 55 60 

ggc eta cag ccc gtg ctg ctg cag gac agg agg gtg gag aac gtg gac 240 
Gly Leu Gin Pro Val Leu Leu Gin Asp Arg Arg Val Glu Asn Val Asp 
65 70 75 80 

ctg acc tct gtg gtc age ggc cac ctg gac tat gec aag cag atg gat 288 
Leu Thr Ser Val Val Ser Gly His Leu Asp Tyr Ala Lys Gin Met Asp 

85 90 95 

gec ate ctg aag gec gtg ggc ate cgc acc aag cca ggc tgg gac gag 336 
Ala He Leu Lys Ala Val Gly He Arg Thr Lys Pro Gly Trp Asp Glu 
100 105 110 

aag ggg etc ttg ctg gec cca ggc tgc ctg ccc tec gag gag cct cgc 384 
Lys Gly Leu Leu Leu Ala Pro Gly Cys Leu Pro Ser Glu Glu Pro Arg 
115 120 125 

cag gca gca get gec gee tea tea ggc gag acc ccc cac cag gtt ggg 432 
Gin Ala Ala Ala Ala Ala Ser Ser Gly Glu Thr Pro His Gin Val Gly 
130 135 140 

caa acc cag ggt ccc ata tec gga gac acc tec aaa ttg gee atg tec 480 
Gin Thr Gin Gly Pro He Ser Gly Asp Thr Ser Lys Leu Ala Met Ser 
145 150 155 . 160 

aca gac ccc age caa gee cag gtg cca gta ggg ctg gac cag tct gaa 528 
Thr Asp Pro Ser Gin Ala Gin Val Pro Val Gly Leu Asp Gin Ser Glu 

165 170 175 

ggg gec tec ctt cct get get gec age cct gaa agg ccc ccc ate tgc 576 
Gly Ala Ser Leu Pro Ala Ala Ala Ser Pro Glu Arg Pro Pro He Cys 
180 185 190 

age cat ggc atg gac ccc aac cca ctg ggc tgc ccc gat tgt gee tgc 624 
Ser His Gly Met Asp Pro Asn Pro Leu Gly Cys Pro Asp Cys Ala Cys 
195 200 205 

aag acc cag ggc ccc age acg ggg ctg gac tga 657 
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Lys Thr Gin Gly Pro Ser Thr Gly Leu Asp 
210 215 



<210> 72 
<211> 218 
<212> PRT 
<213> Homo sapiens 



<400> 72 



net 


Al a 
M 1 d 


Gin 


Gin 

u 1 U 


Lys 


Acn 
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Val 
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Gl V 
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Val 
Vd 1 


Val 
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Cap 

oer 


Gl v 

to iy 


A r*n 
Ml y 


Tlo 
1 lc 


T1p 
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00 










AO 


1 Ql 1 

Leu 


Leu 


oer 


Pho 


Val 
Vd 1 


iyr 


A rn 

nrg 


1 III 




ou 










DO 




u iy 


LcU 


Gin 


Prn 
ri u 


Val 
v a i 


! oi i 


t pi i 


Gin 

Ulll 


rr 

oo 










/U 






Leu 


Thr 


Ser 


Val 


Val 


Ser 


Gly 


His 










85 








Ala 


lie 


Leu 


Lys 


Ala 


Val 


Gly 


He 








100 










Lys 


Gly 


Leu 


Leu 


Leu 


Ala 


Pro 


Gly 






115 










120 


Gin 


Ala 


Ala 


Ala 


Ala 


Ala 


Ser 


Ser 




130 










135 




Gin 


Thr 


Gin 


Gly 


Pro 


He 


Ser 


Gly 


145 










150 






Thr 


Asp 


Pro 


Ser 


Gin 


Ala 


Gin 


Val 










165 








Gly 


Ala 


Ser 


Leu 


Pro 


Ala 


Ala 


Ala 








180 










Ser 


His 


Gly 


Met 


Asp 


Pro 


Asn 


Pro 






195 










200 


Lys 


Thr 


Gin 


Gly 


Pro 


Ser 


Thr 


Gly 




210 










215 





<210> 73 
<211> 441 
<212> DNA 
<213> Homo sapiens 



Glv 
u iy 


Tip 
l l c 


Tip 
i 1 c 


Glu Asn Val Tip 1 pm 

u 1 u Mop V U 1 IIC LCU 




1 n 




10 


Ala 
H I d 


Lys 


Hi c 


Trn GI11 Prn Php Arn 
lip LI 1 U rl U rile. HI y 








^n 


Ac n 
HoN 


Gl v 
u iy 


iyr 


G\/c Ann Glv Acn Trn 
Lyo mi y uiy Hop 11 p 








A^ 




OCI 


Val 

v a 1 


Gin 1 pu His Val Ala 

\j 1 1 1 LCU 11 1 j v u 1 niu 








fin 


Asn 


Arn 
rvi y 


Arn 


Val Glu Asn Val Asn 






75 


80 


Leu 


Asp 


Tyr 


Ala Lys Gin Met Asp 




90 




95 


Arg 


Thr 


Lys 


Pro Gly Trp Asp Glu 


105 






110 


Cys 


Leu 


Pro 


Ser Glu Glu Pro Arg 








125 


Gly 


Glu 


Thr 


Pro His Gin Val Gly 








140 


Asp 


Thr 


Ser 


Lys Leu Ala Met Ser 






155 


160 


Pro 


Val 


Gly 


Leu Asp Gin Ser Glu 




170 




175 


Ser 


Pro 


Glu 


Arg Pro Pro He Cys 


185 






190 


Leu 


Gly 


Cys 


Pro Asp Cys Ala Cys 








205 


Leu 


Asp 
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<220> 

<221> COS 
<222> (1) 



.(441) 



<400> 73 

atg ttg ttg gcc ctg gtc tgt ctg etc age tgc ctg eta ccc tec agt 
Met Leu Leu Ala Leu Val Cys Leu Leu Ser Cys Leu Leu Pro Ser Ser 
15 10 15 

gag gcc aag etc tac ggt cgt tgt gaa ctg gcc aga gtg eta cat gac 
Glu Ala Lys Leu Tyr Gly Arg Cys Glu Leu Ala Arg Val Leu His Asp 
20 25 30 



48 



96 



ttc ggg ctg gac gga tac egg gga tac age ctg get gac tgg gtc tgc 

Phe Gly Leu Asp Gly Tyr Arg Gly Tyr Ser Leu Ala Asp Trp Val Cys 
35 40 45 

ctt get tat ttc aca age ggt ttc aac gca get get ttg gac tac gag 

Leu Ala Tyr Phe Thr Ser Gly Phe Asn Ala Ala'Ala Leu Asp Tyr Glu 
50 55 60 



144 



192 



get gat ggg age acc aac aac ggg ate ttc cag ate aac age egg agg 240 
Ala Asp Gly Ser Thr Asn Asn Gly He Phe Gin He Asn Ser Arg Arg 
65 70 75 80 

tgg tgc age aac etc acc ccg aac gtc ccc aac gtg tgc egg atg tac 288 
Trp Cys Ser Asn Leu Thr Pro Asn Val Pro Asn Val Cys Arg Met Tyr 

85 90 95 



tgc tea gat ttg ttg aat cct aat etc aag gat acc gtt ate tgt gcc 
Cys Ser Asp Leu Leu Asn Pro Asn Leu Lys Asp Thr Val He Cys Ala 
100 105 110 



336 



atg aag ata acc caa gag cct cag ggt ctg ggt tac tgg gag gcc tgg 
Met Lys lie Thr Gin Glu Pro Gin Gly Leu Gly Tyr Trp Glu Ala Trp 
115 120 . 125 



384 



agg cat cac tgc cag gga aaa gac etc act gaa tgg gtg gat ggc tgt 
Arg His His Cys Gin Gly Lys Asp Leu Thr Glu Trp Val Asp Gly Cys 
130 135 140 



432 



gac ttc tag 
Asp Phe * 
145 



441 
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<210> 74 

<211> 146 
<212> PRT 
<213> Homo sapiens 





<400> 


74 




Mot 
net 


Leu 


Leu 


Ala 


1 oil \/^l C\f<L 1 Dl 1 

Leu Vdl tjrb Leu 


1 

X 








5 


u 1 U 


Ala 


Lys 


LcU 


Tvp (X\ w Arn C \/c 
1 J « U ' J nl y \jj o 








C-\J 




Hne 


Gly 


Leu 


Asp 


biy lyr Arg bly 






35 




40 


Leu 


Ala 


Tyr 


Phe 


Thr Ser Gly Phe 




50 






55 


Ala 


Asp 


Gly 


Ser 


Thr Asn Asn Gly 


65 








70 


Trp 


Cys 


Ser 


Asn 


Leu Thr Pro Asn 










85 


Cys 


Ser 


Asp 


Leu 


Leu Asn Pro Asn 








100 




Met 


Lys 


He 


Thr 


Gin Glu Pro Gin 






115 




120 


Arg 


His 


His 


Cys 


Gin Gly Lys Asp 




130 






135 


Asp 


Phe 








145 











Leu Ser Cys Leu Leu Pro Ser Ser 

10 15 
Glu Leu Ala Arg Val Leu His Asp 
25 30 
Tyr Ser Leu Ala Asp Trp Val Cys 
45 

Asn Ala Ala Ala Leu Asp Tyr Glu 
60 

He Phe Gin He Asn Ser Arg Arg 
75 80 
Val Pro Asn Val Cys Arg Met Tyr 

90 95 
Leu Lys Asp Thr Val He Cys Ala 
105 110 
Gly Leu Gly Tyr Trp Glu Ala Trp 

125 

Leu Thr Glu Trp Val Asp Gly Cys 
140 



<210> 75 
<211> 345 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(345) 



<400> 75 

atg ctg tgc ttc ctg agg gga atg get ttc gtc ccc ttc etc ttg gtg 48 
Met Leu Cys Phe Leu Arg Gly Met Ala Phe Val Pro Phe Leu Leu Val 
15 10 15 



acc tgg teg tea gee gee ttc att ate tec tac gtg gtc gee gtg etc 96 
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Thr Trp Ser Ser Ala Ala Phe He He Ser Tyr Val Val Ala Val Leu 

20 25 30 

tec ggg cac gtc aac ccc ttc etc ccg tat ate agt gat acg gga aca 144 

Ser Gly His Val Asn Pro Phe Leu Pro Tyr He Ser Asp Thr Gly Thr 

35 40 45 

aca cct cca gag agt ggt att ttt gga ttt atg ata aac ttc tct gca 192 

Thr Pro Pro Glu Ser Gly He Phe Gly Phe Met He Asn Phe Ser Ala 

50 55 60 

ttt ctt ggt gca gec acg atg tat aca aga tac aaa ata gta cag aag 240 

Phe Leu Gly Ala Ala Thr Met Tyr Thr Arg Tyr Lys He Val Gin Lys . 

65 70 75 80 

caa aat caa acc tgc tat ttc age act cct gtt ttt aac ttg gtg tct 288 

Gin Asn Gin Thr Cys Tyr Phe Ser Thr Pro Val Phe Asn Leu Val Ser 

85 90 95 

tta gtg ctt gga ttg gtg gga tgt ttc gga atg ggc att gtc gee aat 336 

Leu Val leu Gly Leu Val Gly Cys Phe Gly Met Gly He Val Ala Asn 

100 105 110 

ttt cag tga 345 
Phe Gin * 





<210> 


76 








<211> 


114 








<212> 


PRT 








<213> 


Homo sapiens 






<400> 


76 






Met 


Leu Cys 


Phe 


Leu Arg Gly 


Met 


1 






5 




Thr 


Trp Ser 


Ser 


Ala Ala Phe 


He 






20 






Ser 


Gly His 


Val 


Asn Pro Phe 


Leu 




35 






40 


Thr 


Pro Pro 


Glu 


Ser Gly He 


Phe 




50 




55 




Phe 


Leu Gly 


Ala 


Ala Thr Met 


Tyr 


65 






70 





Ala 


Phe 


Val 


Pro 


Phe Leu 


Leu Val 




10 








15 


He 


Ser 


Tyr 


Val 


Val Ala 


Val Leu 


25 








30 




Pro 


Tyr 


lie 


Ser 


Asp Thr 


Gly Thr 










45 




Gly 


Phe 


Met 


He 


Asn Phe 


Ser Ala 








60 






Thr 


Arg 


Tyr 


Lys 


He Val 


Gin Lys 






75 






80 
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Gin Asn Gin Thr Cys Tyr Phe Ser Thr Pro Val Phe Asn Leu Val Ser 

85 90 95 

Leu Val Leu Gly Leu Val Gly Cys Phe Gly Met Gly He Val Ala Asn 
100 105 110 

Phe Gin 



<210> 77 
<211> 972 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(972) 





<400> 


77 


























□ ly 


ccc 


eta 


U La 


Qua 


rtt 

til 


y ici 


rat oqc 
v-.au yyL 


trr 


era 


tta 


att 


ttt 

C> V» w 


aaa 

yy a 


aaa 


48 


1 It: L 


Pm 


LCU 


1 PI i 
LCU 


1 


1 Ptl 


Val 

v a i 


His Glv 


Spr 


Pro 


Leu 

l— V— \A 


Val 


Phe 


Gly 


Glu 




1 
1 








D 


















1 J 






aag 


ttc 


aag 


Ctt 


ttt 


acc 


ttg 


gtg tct 


gee 


tgt 


ate 


cca 


gtg 


ttc 


agg 


96 


Lys 


Phe 


Lys 


Leu 


Phe 


Thr 


Leu 


Val Ser 


Ala 


Cys 


He 


Pro 


Val 


Phe 


Arg 










20 








25 










30 








ctg 


get 


aga 


egg 


egg 


aag 


aag 


ate eta 


ttt 


tac 


tgt 


cac 


ttc 


cca 


gat 


144 


Leu 


Ala 


Arg 


Arg 


Arg 


Lys 


Lys 


He Leu 


Phe 


Tyr 


Cys 


His 


Phe 


Pro 


Asp 








35 










40 








45 










ctg 


ctt 


etc 


acc 


aag 


aga 


gat 


tct ttt 


ctt 


aaa 


cga 


eta 


tac 


agg 


gee 


192 


Leu 


Leu 


Leu 


Thr 


Lys 


Arg 


Asp 


Ser Phe 


Leu 


Lys 


Arg 


Leu 


Tyr 


Arg 


Ala 






50 










55 








60 












cca 


att 


gac 


tgg 


ata 


gag 


gaa 


tac acc 


aca 


ggc 


atg 


gca 


gac 


tgc 


ate 


240 


Pro 


He 


Asp 


Trp 


He 


Glu 


Glu 


Tyr Thr 


Thr 


Gly 


Met 


Ala 


Asp 


Cys 


lie 




65 










70 








75 










80 




tta 


gtc 


aac 


age 


cag 


ttc 


aca 


get get 


gtt 


ttt 


aag 


gaa 


aca 


ttc 


aag 


288 


Leu 


Val 


Asn 


Ser 


Gin 


Phe 


Thr 


Ala Ala, 


Val 


Phe 


Lys 


Glu 


Thr 


Phe 


Lys 












85 








90 










95 






tec 


ctg 


tct 


cac 


ata 


gac 


cct 


gat gtc 


etc 


tat 


cca 


tct 


eta 


aat 


gtc 


336 


Ser 


Leu 


Ser 


His 


He 


Asp 


Pro 


Asp Val 


Leu 


Tyr 


Pro 


Ser 


Leu 


Asn 


Val 










100 








105 










110 
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acc age ttt gac tea gtt gtt cct gaa aag ctg gat gac eta gtc ccc 384 

Thr Ser Phe Asp Ser Val Val Pro Glu Lys Leu Asp Asp Leu Val Pro 
115 120 125 

aag ggg aaa aaa ttc ctg ctg etc tec ate aac aga tac gaa agg aag 432 

Lys Gly Lys Lys Phe Leu Leu Leu Ser He Asn Arg Tyr Glu Arg Lys 
130 135 140 



aaa aat ctg act ttg gca ctg gaa gee eta gta cag ctg cgt gga aga 
Lys Asn Leu Thr Leu Ala Leu Glu Ala Leu Val Gin Leu Arg Gly Arg 
145 150 155 160 



480 



ttg aca tec caa gat tgg gag agg gtt cat ctg ate gtg gca ggt ggt 528 

Leu Thr Ser Gin Asp Trp Glu Arg Val His Leu He Val Ala Gly Gly 

165 170 175 

tat gac gag aga gtc ctg gag aat gtg gaa cat tat cag gaa ttg aag 576 

Tyr Asp Glu Arg Val Leu Glu Asn Val Glu His Tyr Gin Glu Leu Lys 
180 185 190 



aaa atg gtc caa cag tec gac ctt ggc cag tat gtg acc ttc ttg agg 
Lys Met Val Gin Gin Ser Asp Leu Gly Gin Tyr Val Thr Phe Leu Arg 
195 200 205 



624 



tct ttc tea gac aaa cag aaa ate tec etc etc cac age tgc acg tgt 
Ser Phe Ser Asp Lys Gin Lys He Ser Leu Leu His Ser Cys Thr Cys 
210 215 220 



672 



gtg ctt tac aca cca age aat gag cac ttt ggc att gtc cct ctg gaa 720 

Val Leu Tyr Thr Pro Ser Asn Glu His Phe Gly He Val Pro Leu Glu 
225 230 235 240 

gee atg tac atg cag tgc cca gtc att get gtt aat teg ggt gga ccc 768 

Ala Met Tyr Met Gin Cys Pro Val lie Ala Val Asn Ser Gly Gly Pro 

245 250 255 



ttg gag tec att gac cac agt gtc aca ggg ttt ctg tgt gag cct gac 
Leu Glu Ser He Asp His Ser Val Thr Gly Phe Leu Cys Glu Pro Asp 
260 265 270 



816 



ccg gtg cac ttc tea gaa gca ata gaa aag ttc ate cgt gaa cct tec 
Pro Val His Phe Ser Glu Ala He Glu Lys Phe He Arg Glu Pro Ser 
275 280 285 



864 
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tta aaa gcc acc atg ggc ctg get gga aga gec aga gtg aag gaa aaa 912 
Leu Lys Ala Thr Met Gly Leu Ala Gly Arg Ala Arg Val Lys Glu Lys 
290 295 300 

ttt tec cct gaa gca ttt aca gaa cag etc tac cga tat gtt acc aaa 960 
Phe Ser Pro Glu Ala Phe Thr Glu Gin Leu Tyr Arg Tyr Val Thr Lys 
305 310 315 320 

ctg ctg gta taa 972 
Leu Leu Val * 



<?10> 


78 








<?1 1> 


323 










PRT 










Homo sapiens 


<400> 


78 








Met Pro Leu 


Leu 


Lys 


Leu 


Val His Gly Ser Pro Leu Val Phe Gly Glu 


1 




5 




10 15 


Lys Phe Lys 


Leu 


Phe 


Thr 


Leu Val Ser Ala Cys He Pro Val Phe Arg 




20 






25 30 


Leu Ala Arg 


Arg 


Arg 


Lys 


Lys He Leu Phe Tyr Cys His Phe Pro Asp 


35 








40 45 


Leu Leu Leu 


Thr 


Lys 


Arg 


Asp Ser Phe Leu Lys Arg Leu Tyr Arg Ala 


50 








55 60 


Pro lie Asp 


Trp 


He 


Glu 


Glu Tyr Thr Thr Gly Met Ala Asp Cys He 


65 






70 


75 80 


Leu Val Asn 


Ser 


Gin 


Phe 


Thr Ala Ala Val Phe Lys Glu Thr Phe Lys 






85 




90 95 


Ser Leu Ser 


His 


He 


Asp 


Pro Asp Val Leu Tyr Pro Ser Leu Asn Val 




100 






105 110 


Thr Ser Phe 


Asp 


Ser 


Val 


Val Pro Glu Lys Leu Asp Asp Leu Val Pro 


115 








120 125 


Lys Gly Lys 


Lys 


Phe 


Leu 


Leu Leu Ser He Asn Arg Tyr Glu Arg Lys 


' 130 








135 140 


Lys Asn Leu 


Thr 


Leu 


Ala 


Leu Glu Ala Leu Val Gin Leu Arg Gly Arg 


145 






150 


155 160 


Leu Thr Ser 


Gin 


Asp 


Trp 


Glu Arg Val His Leu He Val Ala Gly Gly 






165 




170 175 


Tyr Asp Glu 


Arg 


Val 


Leu 


Glu Asn Val Glu His Tyr Gin Glu Leu Lys 




180 






185 190 
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Lys Met 


Val 


Gin Gin Ser 


Asp 


Leu Gly Gin Tyr 


Val 


Thr 


Phe 


Leu Arg 




195 






200 




205 






Ser Phe 


Ser 


Asp Lys Gin 


Lys 


lie Ser Leu Leu 


His 


Ser 


Cys 


Thr Cys 


210 






215 




220 








Val Leu 


Tyr 


Thr Pro Ser 


Asn 


Glu His Phe Gly 


He 


Val 


Pro 


Leu Glu 


225 




230 




235 








240 


Ala Met 


Tvr 


Met Gin Cys 


Pro 


Val He Ala Val 


Asn 


Ser 


Gly 


Glv Pro 






245 




250 

Ui V V 








255 


Ion CI 1 1 
LcU UlU 


Cnn 


T 1 o Ac n Wi c 


Cor 

JCI 


Val Thr ftlv Php 
v a i 1 1 if u i y ri ic 


1 PI 1 


rv<; 


O 1 u 


Dpn Acn 
ri U Mi>p 






260 




265 






270 




Pro Val 


His 


Phe Ser Glu 


Ala 


He Glu Lys Phe 


He 


Arg 


Glu 


Pro Ser 




275 






280 




285 






Leu Lys 


Ala 


Thr Met Gly 


Leu 


Ala Gly Arg Ala 


Arg 


Val 


Lys 


Glu Lys 


290 






295 




300 








Phe Ser 


Pro 


Glu Ala Phe 


Thr 


Glu Gin Leu Tyr 


Arg 


Tyr 


Val 


Thr Lys 


305 




310 




315 








320 


Leu Leu 


Val 

















<210> 79 
<211> 891 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(891) 

<223> 



<221> misc_feature 
<222> (1)...(891) 
<223> n = A.T.C or G 

<400> 79 

atg cac ggg aag act gtg ctg ate acc ggg gcg aac age ggc ctg ggc 48 

Met His Gly Lys Thr Val Leu He Thr Gly Ala Asn Ser Gly Leu Gly 
1 5 10 15 

cgn tec acg gec gee gag eta ctg cgc ctg gga gcg egg gtg ate atg 96 
Xaa Ser Thr Ala Ala Glu Leu Leu Arg Leu Gly Ala Arg Val He Met 
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20 25 30 

ggc tgc egg gac cgc gcg cgc gec gag gag gcg gcg ggt cag etc cgc 144 

Gly Cys Arg Asp Arg Ala Arg Ala Glu Glu Ala Ala Gly Gin Leu Arg 

35 40 45 

cgc gag etc cgc cag gec gcg gag tgc ggc cca gag cct ggc gtc age 192 

Arg Glu Leu Arg Gin Ala Ala Glu Cys Gly Pro Glu Pro Gly Val Ser 

50 55 60 

ggg gtg ggc gag etc ata gtc egg gag ctg gac etc gec teg ctg cgc 240 

Gly Val Gly Glu Leu He Val Arg Glu Leu Asp Leu Ala Ser Leu Arg 

65 .70 75 80 

teg gtg cgc gec ttc tgc cag gaa atg etc cag gaa gag cct agg ctg 288 

Ser Val Arg Ala Phe Cys Gin Glu Met Leu Gin Glu Glu Pro Arg Leu 

85 90 95 

gat gtc ttg ate aat aac gca ggg ate ttc cag tgc cct tac atg aag 336 

Asp Val Leu He Asn Asn Ala Gly He Phe Gin Cys Pro Tyr Met Lys 

100 105 110 

act gaa gat ggg ttt gag atg cag ttc gga gtg aac cat ctg ggg cac 384 

Thr Glu Asp Gly Phe Glu Met Gin Phe Gly Val Asn His Leu Gly His 

115 120 125 

ttt eta etc ace aat ctt etc ctt gga etc etc aaa agt tea get ccc 432 

Phe Leu Leu Thr Asn Leu Leu Leu Gly Leu Leu Lys Ser Ser Ala Pro 

130 135 140 

age agg att gtg gta gtt tct tec aaa ctt tat aaa tac gga gac ate 480 

Ser Arg He Val Val Val Ser Ser Lys Leu Tyr Lys Tyr Gly Asp He 

145 150 155 160 

aat ttt gat gac ttg aac agt gaa caa age tat aat aaa age ttt tgt 528 

Asn Phe Asp Asp Leu Asn Ser Glu Gin Ser Tyr Asn Lys Ser Phe Cys 

165 170 175 

tat age egg age aaa ctg get aac att ctt ttt ace agg gaa eta gee 576 

Tyr Ser Arg Ser Lys Leu Ala Asn lie Leu Phe Thr Arg Glu Leu Ala 

180 185 190 

cgc cgc tta gaa ggc aca aat gtc ace gtc aat gtg ttg cat cct ggt 624 

Arg Arg Leu Glu Gly Thr Asn Val Thr Val Asn Val Leu His Pro Gly 
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195 200 205 



att gta egg aca aat ctg ggg agg cac ata cac att cca ctg ttg gtc 672 
He Val Arg Thr Asn Leu Gly Arg His He His lie Pro Leu Leu Val 
210 215 220 

aaa cca etc ttc aat ttg gtg tea tgg get ttt ttc aaa act cca gta 720 
Lys Pro Leu Phe Asn Leu Val Ser Trp Ala Phe Phe Lys Thr Pro Val 
225 230 235 240 

gaa ggt gee cag act tec att tat ttg gee tct tea cct gag gta gaa 768 
61 u Gly Ala Gin Thr Ser He Tyr Leu Ala Ser Ser Pro Glu Val Glu 
245 250 255 

gga gtg tea gga aga tac ttt ggg gat tgt aaa gag gaa gaa ctg ttg 816 
Gly Val Ser Gly Arg Tyr Phe Gly Asp Cys Lys Glu Glu Glu Leu Leu 
260 265 270 

ccc aaa get atg gat gaa tct gtt gca aga aaa etc tgg gat ate agt 864 
Pro Lys Ala Met Asp Glu Ser Val Ala Arg Lys Leu Trp Asp He Ser 
275 280 285 

gaa gtg atg gtt ggc ctg eta aaa tag 891 
Glu Val Met Val Gly Leu Leu Lys * 
290 295 



<210> 80 
<211> 296 
<212> PRT 

<213> Homo sapiens 
<220> 





<221> 


VARIANT 














<222> 


(1). . .(296) 














<223> 


Xaa = Any Amino 


Acid 












<400> 


80 












Met 


His Gly 


Lys Thr Val Leu 


He Thr 


Gly Ala Asn 


Ser 


Gly 


Leu Gly 


1 




5 




10 






15 


Xaa 


Ser Thr 


Ala Ala Glu Leu 


Leu Arg 


Leu Gly Ala 


Arg 


Val 


He Met 






20 


25 






30 




Gly 


Cys Arg 


Asp Arg Ala Arg 


Ala Glu 


Glu Ala Ala 


Gly 


Gin 


Leu Arg 




35 




40 




45 
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Arg Glu Leu Arg Gin Ala Ala Glu Cys Gly Pro Glu Pro Gly Val Ser 

50 55 60 

Gly Val Gly Glu Leu lie Val Arg Glu Leu Asp Leu Ala Ser Leu Arg 
65 70 75 80 

Ser Val Arg Ala Phe Cys Gin Glu Met Leu Gin Glu Glu Pro Arg Leu 

85 90 95 

Asp Val Leu He Asn Asn Ala Gly He Phe Gin Cys Pro Tyr Met Lys 

100 105 110 

Thr Glu Asp Gly Phe Glu Met Gin Phe Gly Val Asn His Leu Gly His 

115 120 125 

Phe Leu Leu Thr Asn Leu Leu Leu Gly Leu Leu Lys Ser Ser Ala Pro 

130 135 140 

Ser Arg He Val Val Val Ser Ser Lys Leu Tyr Lys Tyr Gly Asp He 
145 150 155 160 

Asn Phe Asp Asp Leu Asn Ser Glu Gin Ser Tyr Asn Lys Ser Phe Cys 

165 170 175 

Tyr Ser Arg Ser Lys Leu Ala Asn He Leu Phe Thr Arg Glu Leu Ala 

180 185 190 

Arg Arg Leu Glu Gly Thr Asn Val Thr Val Asn Val Leu His Pro Gly 

195 200 205 

He Val Arg Thr Asn Leu Gly Arg His He His He Pro Leu Leu Val 

210 215 220 

Lys Pro Leu Phe Asn Leu Val Ser Trp Ala Phe Phe Lys Thr Pro Val 
225 230 235 240 

Glu Gly Ala Gin Thr Ser He Tyr Leu Ala Ser Ser Pro Glu Val Glu 

245 250 255 

Gly Val Ser Gly Arg Tyr Phe Gly Asp Cys Lys Glu Glu Glu Leu Leu 

260 265 270 

Pro Lys Ala Met Asp Glu Ser Val Ala Arg Lys Leu Trp Asp He Ser 

275 280 285 

Glu Val Met Val Gly Leu Leu Lys 
290 295 



<210> 81 
<211> 1716 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (1) . . . (1716) 



<400> 81 

atg gta gaa tea att aaa cac tgc att gtg ttg ctg cag att gec aaa 48 
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Met Val Glu Ser He Lys His Cys He Val Leu Leu Gin He Ala Lys 

15 10 15 

gac cag agt aat gcg gag aag cac gca gat gga atg ata agt act att 96 

Asp Gin Ser Asn Ala Glu Lys His Ala Asp Gly Met He Ser Thr He 

20 25 30 

aat ccc gta gat gca ata tat caa cct agt cct ttg gaa cct gtg ate 144 

Asn Pro Val Asp Ala He Tyr Gin Pro Ser Pro Leu Glu Pro Val He 

35 40 45 

age aca atg cct tec cag act gtg tta cct cca gaa cct gtt cag ttg 192 

Ser Thr Met Pro Ser Gin Thr Val Leu Pro Pro Glu Pro Val Gin Leu 
50 55 60 

tgt aag tea gag cag cgt cca tct tec eta cca gtt gga cct gtg ttg 240 

Cys Lys Ser Glu Gin Arg Pro Ser Ser Leu Pro Val Gly Pro Val Leu 

65 70 75 80 

get acc ttg gga cat cat cag act cct aca cca aat agt aca ggc agt 288 

Ala Thr Leu Gly His His Gin Thr Pro Thr Pro Asn Ser Thr Gly Ser 

85 90 95 

ggc cat tea cca ccg agt age agt etc act tct cca age cac gtg aac 336 

Gly His Ser Pro Pro Ser Ser Ser Leu Thr Ser Pro Ser His Val Asn 

100 105 110 

ttg tct cca aat aca gtc cca gag ttc tct tac tec age agt gaa gat 384 

Leu Ser Pro Asn Thr Val Pro Glu Phe Ser Tyr Ser Ser Ser Glu Asp 

115 120 125 

gaa ttt tat gat get gat gaa ttc cat caa agt ggc tea tec cca aag 432 

Glu Phe Tyr Asp Ala Asp Glu Phe His Gin Ser Gly Ser Ser Pro Lys ' 
130 135 140 

cgc tta ata gat tct tct gga tct gee tea gtc ctg aca cac age age 480 

Arg Leu lie Asp Ser Ser Gly Ser Ala Ser Val Leu Thr His Ser Ser 

145 150 155 160 

teg gga aat agt eta aaa cgc cca gat acc aca gaa tea ctt aat tct 528 

Ser Gly Asn Ser Leu Lys Arg Pro Asp Thr Thr Glu Ser Leu Asn Ser 

165 170 175 

tec ttg tec aat gga aca agt gat get gac ctg ttt gat tea cat gat 576 



WO 01/29221 



PCTAJSOO/29052 



118 

Ser Leu Ser Asn Gly Thr Ser Asp Ala Asp Leu Phe Asp Ser His Asp 
180 185 190 

gac aga gat gat gat gcg gag gca ggg tct gtg gag gag cac aag age 624 
Asp Arg Asp Asp Asp Ala Glu Ala Gly Ser Val Glu Glu His Lys Ser 
195 200 205 

gtt ate atg cat etc ttg teg cag gtt aga ctt gga atg gat ctt act 672 
Val He Met His Leu Leu Ser Gin Val Arg Leu Gly Met Asp Leu Thr 
210 215 220 

aag gta gtt ctt cca acg ttt att ctt gaa aga aga tct ctt tta gaa 720 
Lys Val Val Leu Pro Thr Phe He Leu Glu Arg Arg Ser Leu Leu Glu 
225 230 235 240 

atg tat gca gac ttt ttt gca cat ccg gac ctg ttt gtg age att agt 768 
Met Tyr Ala Asp Phe Phe Ala His Pro Asp Leu Phe Val Ser He Ser 
245 250 255 

gac cag aag gat ccc aag gat cga atg gtt cag gtt gtg aaa tgg tac 816 
Asp Gin Lys Asp Pro Lys Asp Arg Met Val Gin Val Val Lys Trp Tyr 
260 265 270 

etc tea gee ttt cat gcg gga agg aaa gga tea gtt gee aaa aag cca 864 
Leu Ser Ala Phe His Ala Gly Arg Lys Gly Ser Val Ala Lys Lys Pro 
275 280 285 

tac aat ccc att ttg ggc gag att ttt cag tgt cat tgg aca tta cca 912 
Tyr Asn Pro He Leu Gly Glu He Phe Gin Cys His Trp Thr Leu Pro 
290 295 300 

aat gat act gaa gag aac aca gaa eta gtt tea gaa gga cca gtt ccc 960 
Asn Asp Thr Glu Glu Asn Thr Glu Leu Val Ser Glu Gly Pro Val Pro 
305 310 315 320 

tgg gtt tec aaa aac agt gta aca ttt gtg get gag cag gtt tec cat 1008 
Trp Val Ser Lys Asn Ser Val Thr Phe Val Ala Glu Gin Val Ser His 
325 330 335 

cat cca ccc att tea gee ttt tat get gag tgt ttt aac aag aag ata 1056 
His Pro Pro He Ser Ala Phe Tyr Ala Glu Cys Phe Asn Lys Lys lie 
340 345 350 

caa ttc aat get cat ate tgg acc aaa tea aaa ttc ctt ggg atg tea 1104 
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Gin Phe Asn Ala His He Trp Thr Lys Ser Lys Phe Leu Gly Met Ser 
355 360 365 

att ggg gtg cac aac ata ggg cag ggc tgt gtc tea tgt eta gac tat 1152 

He Gly Val His Asn He Gly Gin Gly Cys Val Ser Cys Leu Asp Tyr 
370 375 380 

gat gaa cat tac att etc aca ttc ccc aat ggc tat gga agg tct ate 1200 

Asp Glu His Tyr He Leu Thr Phe Pro Asn Gly Tyr Gly Arg Ser He 

385 390 395 400 

etc aca gtg ccc tgg gtg gaa tta gga gga gaa tgc aat att aat tgt 1248 

Leu Thr Val Pro Trp Val Glu Leu Gly Gly Glu Cys Asn lie Asn Cys 

405 410 415 

tec aaa aca ggc tat agt gca aat ate ate ttc cac act aaa ccc ttc 1296 

Ser Lys Thr Gly Tyr Ser Ala Asn He He Phe His Thr Lys Pro Phe 
420 425 430 

tat ggg ggc aag aag cac aga att act gee gag att ttt tct cca aat 1344 

Tyr Gly Gly Lys Lys His Arg He Thr Ala Glu He Phe Ser Pro Asn 
435 440 445 

gac aag aag tct ttt tgc tea att gaa ggg gaa tgg aat ggt gtg atg 1392 

Asp Lys Lys Ser Phe Cys Ser He Glu Gly Glu Trp Asn Gly Val Met 
450 455 460 

tat gca aaa tat gca aca ggg gaa aat aca gtc ttt gta gat ace aag 1440 

Tyr Ala Lys Tyr Ala Thr Gly Glu Asn Thr Val Phe Val Asp Thr Lys 

465 470 475 480 

aag ttg cct ata ate aag aag aaa gtg agg aag ttg gaa gat cag aac 1488 
Lys Leu Pro He He Lys Lys Lys Val Arg Lys Leu Glu Asp Gin Asn 

485 490 495 

gag tat gaa tec cgc age ctt tgg aag gat gtc act ttc aac tta aaa 1536 
Glu Tyr Glu Ser Arg Ser Leu Trp Lys Asp Val Thr Phe Asn Leu Lys 
500 505 510 

ate aga gac att gat gca gca act gaa gca aag cac agg ctt gaa gaa 1584 

He Arg Asp He Asp Ala Ala Thr Glu Ala Lys His Arg Leu Glu Glu 
515 520 525 

aga caa aga gca gaa gee cga gaa agg aag gag aag gaa att cag tgg 1632 
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Arg Gin Arg Ala Glu Ala Arg Glu Arg Lys Glu Lys Glu He Gin Trp 
530 535 540 

gag aca agg tta ttt cat gaa gat gga gaa tgc tgg gtt tat gat gaa 1680 
Glu Thr Arg Leu Phe His Glu Asp Gly Glu Cys Trp Val Tyr Asp Glu 
545 550 555 560 

cca tta ctg aaa cgt ctt ggt get gec aag cat tag 1716 
Pro Leu Leu Lys Arg Leu Gly Ala Ala Lys His * 
565 570 



<210> 82 
<211> 571 
<212> PRT 
<213> Homo sapiens 



<400> 82 



Met 


Val 


Glu 


Ser 


He 


Lys 


His Cys He 


Val 


Leu 


Leu 


Gin 


He 


Ala 


Lys 


1 








5 






10 










15 




Asp 


Gin 


Ser 


Asn 


Ala 


Glu 


Lys His Ala 


Asp 


Gly 


Met 


He 


Ser 


Thr 


He 








20 






25 










30 






Asn 


Pro 


Val 


Asp 


Ala 


He 


Tyr Gin Pro 


Ser 


Pro 


Leu 


Glu 


Pro 


Val 


He 






35 








40 








45 








Ser 


Thr 


Met 


Pro 


Ser 


Gin 


Thr Val Leu 


Pro 


Pro 


Glu 


Pro 


Val 


Gin 


Leu 




50 










55 






60 










Cys 


Lys 


Ser 


Glu 


Gin 


Arg 


Pro Ser Ser 


Leu 


Pro 


Val 


Gly 


Pro 


Val 


Leu 


65 










70 






75 










80 


Ala 


Thr 


Leu 


Gly 


His 


His 


Gin Thr Pro 


Thr 


Pro 


Asn 


Ser 


Thr 


Gly 


Ser 










85 






90 










95 




Gly 


His 


Ser 


Pro 


Pro 


Ser 


Ser Ser Leu 


Thr 


Ser 


Pro 


Ser 


His 


Val 


Asn 








100 






105 










110 






Leu 


Ser 


Pro 


Asn 


Thr 


Val 


Pro Glu Phe 


Ser 


Tyr 


Ser 


Ser 


Ser 


Glu 


Asp 






115 








120 








125 








Glu 


Phe 


Tyr 


Asp 


Ala 


Asp 


Glu Phe His 


Gin 


Ser 


Gly 


Ser 


Ser 


Pro 


Lys 




130 










135 






140 










Arg 


Leu 


He 


Asp 


Ser 


Ser 


Gly Ser Ala 


Ser 


Val 


Leu 


Thr 


His 


Ser 


Ser 


145 










150 






155 










160 


Ser 


Gly 


Asn 


Ser 


Leu 


Lys 


Arg Pro Asp 


Thr 


Thr 


Glu 


Ser 


Leu 


Asn 


Ser 










165 






170 










175 




Ser 


Leu 


Ser 


Asn 


Gly 


Thr 


Ser Asp Ala 


Asp 


Leu 


Phe 


Asp 


Ser 


His 


Asp 








180 






185 










190 






Asp 


Arg 


Asp 


Asp 


Asp 


Ala 


Glu Ala Gly 


Ser 


Val 


Glu 


Glu 


His 


Lys 


Ser 






195 








200 








205 
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Val He 


Met 


His 


Leu 


Leu 


Ser 


Gin 


Val 


Arg 


Leu 


Gly 


Met 


Asp 


Leu Thr 


210 










215 










220 








Lys Val 


Val 


Leu 


Pro 


Thr 


Phe 


lie 


Leu 


Glu 


Arg 


Arg 


Ser 


Leu 


Leu Glu 


225 








230 










235 








240 


Met Tyr 


Ala 


Asd 


Phe 


Phe 


Ala 


His 


Pro 


Asp 


Leu 


Phe 


Val 


Ser 


He Ser 








245 










250 










255 


Asp Gin 


Lys 


Asd 


Pro 


Lys 


Asp 


Arq 


Met 


Val 


Gin 


Val 


Val 


Lys 


Trp Tyr 






260 

t- w w 










265 










270 




Lpu Ser 


Ala 

9 \ 1 \A 


Phe 


His 


Ala 


Gly 


Arq 


Lys 


Gly 


Ser 


Val 


Ala 


Lys 


Lys Pro 




275 










280 










285 






Tvr Asn 


Pro 


He 

X » V* 


Leu 


Gly 


Glu 


He 


Phe 


Gin 


Cys 


His 


Trp 


Thr 


Leu Pro 


290 










295 










300 








Asn Asd 


Thr 


Glu 


Glu 


Asn 


Thr 


Glu 


Leu 


Val 


Ser 


Glu 


Gly 


Pro 


Val Pro 


305 








310 

WAV 










315 








320 


Tro Val 


Ser 


Lvs 


Asn 


Ser 


Val 


Thr 


Phe 


Val 


Ala 


Glu 


Gin 


Val 


Ser His 






325 










330 










335 


His Pro 


Pro 


He 

X 1 V— 


Ser 


Ala 


Phe 


Tyr 


Ala 


Glu 


Cys 


Phe 


Asn 


Lys 


Lys He 






340 










345 










350 




Gin Phe 


Asn 

/VO l l 


Ala 


His 


He 


TrD 

i i y 


Thr 


Lys 


Ser 


Lys 


Phe 


Leu 


Gly 


Met Ser 




355 










360 










365 

w v W 






He Gly 


Val 


His 


Asn 


He 


Gly 


Gin 


Gly 


Cys 


Val 


Ser 


Cys 


Leu 


Asp Tyr 


370 










375 










380 








Asd Glu 


His 


Tyr 


He 


Leu 


Thr 


Phe 


Pro 


Asn 


Gly 


Tyr 


Gly 


Arg 


Ser He 


385 








390 










395 








400 


Leu Thr 


Val 


Pro 


TrD 


Val 


Glu 


Leu 


Gly 


Gly 


Glu 


Cys 


Asn 


He 


Asn Cys 








405 

1 vV 










410 










415 


Ser Lvs 


Thr 


Gly 


Tvr 


Ser 


Ala 


Asn 


He 


He 


Phe 


His 


Thr 


Lys 


Pro Phe 






420 










425 










430 




Tyr Gly 


Gly 


Lvs 


Lys 


His 


Arg 


He 


Thr 


Ala 


Glu 


He 


Phe 


Ser 


Pro Asn 




435 










440 










445 






Asp Lys 


Lys 


Ser 


Phe 


Cys 

<✓ 


Ser 


He 


Glu 


Gly 


Glu 


Trp 


Asn 


Gly 


Val Met 


450 










455 










460 








Tyr Ala 


Lys 


Tyr 


Ala 


Thr 


Gly 


Glu 


Asn 


Thr 


Val 


Phe 


Val 


Asp 


Thr Lys 


465 








470 










475 








480 


Lys Leu 


Pro 


He 


He 


Lys 


Lys 


Lys 


Val 


Arg 


Lys 


Leu 


Glu 


Asp 


Gin Asn 








485 










490 










495 


Glu Tyr 


Glu 


Ser 


Arg 


Ser 


Leu 


Trp 


Lys 


Asp 


Val 


Thr 


Phe 


Asn 


Leu Lys 






500 










505 










510 




He Arg 


Asp 


He 


Asp 


Ala 


Ala 


Thr 


Glu 


Ala 


Lys 


His 


Arg 


Leu 


Glu Glu 




515 










520 










525 






Arg Gin 


Arg 


Ala 


Glu 


Ala 


Arg 


Glu 


Arg 


Lys 


Glu 


Lys 


Glu 


He 


Gin Trp 


530 










535 










540 








Glu Thr 


Arg 


Leu 


Phe 


His 


Glu 


Asp 


Gly 


Glu 


Cys 


Trp 


Val 


Tyr 


Asp Glu 


545 








550 










555 








560 



WO 01/29221 



PCT/US00/29052 



122 

Pro Leu Leu Lys Arg Leu Gly Ala Ala Lys His 
565 570 

<210> 83 
<211> 648 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). ..(648) 





<400> 


83 
























atg 


rtt 


ttn 


Cad 


ntt 
g LL 


gta 


cga gaa 


faciei a an • 

ggg aag 


ttr 
ttc 


tr»n 

teg 


999 


ttt 
ttt 


ctg 


dLL 


Aft 

HO 


net 


Leu 


Leu 


n n 


\/al 

va i 


v a i 


Arg o i u 


o ly Lys 


rrlc 


Cap 

oer 


b ly 


rile 


Leu 


i nr 




1 








.5 






10 










15 






Y 

tec 


tnr 
tyi~ 




L tL 


etc 




ill Lyy 


yLt yLL 


pan 
Lay 


atp 

d LL. 


ttn 
t ty 


nrn 

yLy 


npt 

yet 


nan 




ber 


Lys 


Cap 

oer 


Leu 


Leu 


I Al ■ 

Leu 


rro Mrg 


Ala Ala 
Mid Mid 


p"| n 




Ltrtl 


Al a 
M 1 d 


AT a 
M 1 d 


PI j I 

u 1 U 


























on 

JU 








get 


ggc 


tta 


cct 


teg 


age 


cgt tec 


ttc atg 


gga 


ttt 


get 


get 


CCC 


ttc 


144 


Ala 


Gly 


Leu 


Pro 


Ser 


Ser 


Arg Ser 


Phe Met 


Gly 


Phe 


Ala 


Ala 


Pro 


Phe 








35 








40 








45 










acc 


aac 


aag 


cga 


aag 


get 


tac teg 


gag cgt 


aga 


ate 


atg 


ggg 


tac 


tea 


192 


Thr 


Asn 


Lys 


Arg 


Lys 


Ala 


Tyr Ser 


Glu Arg 


Arg 


He 


Met 


Gly 


Tyr 


Ser 






50 










55 






60 












atg 


cag 


gag 


atg 


tat 


gag 


gtg gtg 


tec aac 


gtc 


cag 


gag 


tat 


cgt 


gag 


240 


Met 


Gin 


Glu 


Met 


Tyr 


Glu 


Val Val 


Ser Asn 


Val 


Gin 


Glu 


Tyr 


Arg 


Glu 




65 










70 






75 










80 




ttt 


gtg 


ccc 


tgg 


tgt 


aag 


aag tct 


ctg gtg 


gta 


tec 


age 


cgt 


aag 


ggt 


288 


Phe 


Val 


Pro 


Trp 


Cys 


Lys 


Lys Ser 


Leu Val 


Val 


Ser 


Ser 


Arg 


Lys 


Gly 












85 






90 










95 






cat 


ttg 


aaa 


gec 


cag 


ctg 


gag gtt 


ggc ttt 


cca 


cct 


gtc 


atg 


gaa 


cgt 


336 


His 


Leu 


Lys 


Ala 


Gin 


Leu 


Glu Val 


Gly Phe 


Pro 


Pro 


Val 


Met 


Glu 


Arg 










100 








105 








110 









tac acc tct gca gtt tec atg gtc aaa cct cac atg gtc aag get gtt 384 
Tyr Thr Ser Ala Val Ser Met Val Lys Pro His Met Val Lys Ala Val 
115 120 125 
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tgt act gat ggc aag etc ttc aac cac tta gag act att tgg cga ttc 432 
Cys Thr Asp Gly Lys Leu Phe Asn His Leu Glu Thr He Trp Arg Phe 
130 135 140 

age cct ggt att cct gec tat cct cga acc tgc act gtg gac ttt teg 480 
Ser Pro Gly He Pro Ala Tyr Pro Arg Thr Cys Thr Val Asp Phe Ser 
145 150 155 160 

att tec ttt gaa ttt cgt tct ctg ctg cac tec cag ctg gee acc atg 528 
lie Ser Phe Glu Phe Arg Ser Leu Leu His Ser Gin Leu Ala Thr Met 
165 170 175 

ttt ttt gat gag gtt gtc aaa cag aat gtt get gec ttt gag cgt egg 576 
Phe Phe Asp Glu Val Val Lys Gin Asn Val Ala Ala Phe Glu Arg Arg 
180 185 190 

gca gee acc aag ttt ggt cca gaa aca gec ate ccc cgt gaa ctg atg 624 
Ala Ala Thr Lys Phe Gly Pro Glu Thr Ala He Pro Arg Glu Leu Met 
195 200 205 

ttc cat gag gtg cac cag act tga 648 
Phe His Glu Val His Gin Thr * 
210 215 



<210> 84 
<211> 215 
<212> PRT 
<213> Homo sapiens 



<400> 84 








Met Leu Leu Gin 


Val 


Val Arg Glu Gly Lys 


Phe Ser Gly Phe Leu Thr 


1 


5 


10 


15 


Ser Cys Ser Leu 


Leu 


Leu Pro Arg Ala Ala 


Gin lie Leu Ala Ala Glu 


20 




25 


30 


Ala Gly Leu Pro 


Ser 


Ser Arg Ser Phe Met 


Gly Phe Ala Ala Pro Phe 


35 




40 


45 


Thr Asn Lys Arg 


Lys 


Ala Tyr Ser Glu Arg 


Arg He Met Gly Tyr Ser 


50 




55 


60 


Met Gin Glu Met 


Tyr 


Glu Val Val Ser Asn 


Val Gin Glu Tyr Arg Glu 


65 




70 


75 80 


Phe Val Pro Trp 


Cys 


Lys Lys Ser Leu Val 


Val Ser Ser Arg Lys Gly 




85 


90 


95 
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His 


Leu 


Lys 


Ala 


Gin 


Leu 

w \A 


Glu 


Val 


Gly 


Phe 


Pro 


Pro 


Val 


Met 


Glu 


Ara 








100 










105 










110 






Tvr 


Thr 


Ser 


Ala 


Val 


Ser 


Met 


Val 


Lys 


Pro 


His 


Met 


Val 


Lys 


Ala 


Val 






115 










120 










125 








Cvs 


Thr 


Asn 


Glv 


Lys 


Leu 


Phe 

1 1 lv 


Asn 


His 


Leu 


Glu 


Thr 


He 


Tro 


Ara 


Phe 




130 










135 










140 










Cor 
JCI 


Prn 




Tip 


Prn 
ri u 


Al A 




Prn 
ri u 


Am 


Thr 

» 




Thr 
1 1 ii 


V u 1 


A^n 

nop 


Php 

r i ic 




145 










150 








155 










160 


He 


Ser 


Phe 


Glu 


Phe 


Arg 


Ser 


Leu 


Leu 


His 


Ser 


Gin 


Leu 


Ala 


Thr 


Met 










165 










170 










175 




Phe 


Phe 


Asp 


Glu 


Val 


Val 


Lys 


Gin 


Asn 


Val 


Ala 


Ala 


Phe 


Glu 


Arg 


Arg 








180 










185 










190 






Ala 


Ala 


Thr 


Lys 


Phe 


Gly 


Pro 


Glu 


Thr 


Ala 


He 


Pro 


Arg 


Glu 


Leu 


Met 






195 










200 










205 








Phe 


His 


Glu 


Val 


His 


Gin 


Thr 





















210 215 



<210> 85 
<211> 615 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (D...C615) 

<400> 85 

atg ggg ttt ctg acc tec tgc age etc etc ttg cct egg get gec cag 48 

Met Gly Phe Leu Thr Ser Cys Ser Leu Leu Leu Pro Arg Ala Ala Gin 

15 10 15 

ate ttg gcg get gag get ggc tta cct teg age cgt tec ttc atg gga 96 
He Leu Ala Ala Glu Ala Gly Leu Pro Ser Ser Arg Ser Phe Met Gly 
20 25 30 

ttt get get ccc ttc acc aac aag cga aag get tac teg gag cgt aga 144 
Phe Ala Ala Pro Phe Thr Asn Lys Arg Lys Ala Tyr Ser Glu Arg Arg 
35 40 45 

ate atg ggg tac tea atg cag gag atg tat gag gtg gtg tec aac gtc 192 
He Met Gly Tyr Ser Met Gin Glu Met Tyr Glu Val Val Ser Asn Val 
50 55 60 



cag gag tat cgt gag ttt gtg ccc tgg tgt aag aag tct ctg gtg gta 240 
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Gin Glu Tyr Arg Glu Phe Val Pro Trp Cys Lys Lys Ser Leu Val Val 
65 70 75 80 

tec age cgt aag ggt cat ttg aaa gec cag ctg gag gtt ggc ttt cca 288 
Ser Ser Arg Lys Gly His Leu Lys Ala Gin Leu Glu Val Gly Phe Pro 

85 90 95 

cct gtc atg gaa cgt tac acc tct gca gtt tec atg gtc aaa cct cac 336 
Pro Val Met Glu Arg Tyr Thr Ser Ala Val Ser Met Val Lys Pro His 
100 105 110 

atg gtc aag get gtt tgt act gat ggc aag etc ttc aac cac tta gag 384 
Met Val Lys Ala Val Cys Thr Asp Gly Lys Leu Phe Asn His Leu Glu 
115 120 125 

act att tgg cga ttc age cct ggt att cct gec tat cct cga acc tgc 432 
Thr He Trp Arg Phe Ser Pro Gly He Pro Ala Tyr Pro Arg Thr Cys 
130 135 140 

act gtg gac ttt teg att tec ttt gaa ttt cgt tct ctg ctg cac tec 480 
Thr Val Asp Phe Ser He Ser Phe Glu Phe Arg Ser Leu Leu His Ser 
145 150 155 160 

cag ctg gec acc atg ttt ttt gat gag gtt gtc aaa cag aat gtt get 528 
Gin Leu Ala Thr Met Phe Phe Asp Glu Val Val Lys Gin Asn Val Ala 

165 170 175 

gec ttt gag cgt egg gca gec acc aag ttt ggt cca gaa aca gec ate 576 
Ala Phe Glu Arg Arg Ala Ala Thr Lys Phe Gly Pro Glu Thr Ala He 
180 185 190 

ccc cgt gaa ctg atg ttc cat gag gtg cac cag act tga 615 
Pro Arg Glu Leu Met Phe His Glu Val His Gin Thr * 
195 200 



<210> 86 
<211> 204 
<212> PRT 
<213> Homo sapiens 



<400> 86 

Met Gly Phe Leu Thr Ser Cys Ser Leu Leu Leu Pro Arg Ala Ala Gin 
15 10 15 
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He Leu Ala Ala Glu Ala Gly Leu Pro Ser Ser Arg Ser Phe Met Gly 

20 25 ' 30 

Phe Ala Ala Pro Phe Thr Asn Lys Arg Lys Ala Tyr Ser Glu Arg Arg 

35 40 45 

He Met Gly Tyr Ser Met Gin Glu Met Tyr Glu Val Val Ser Asn Val 

50 55 60 

Gin Glu Tyr Arg Glu Phe Val Pro Trp Cys Lys Lys Ser Leu Val Val 
65 70 75 80 

Ser Ser Arg Lys Gly His Leu Lys Ala Gin Leu Glu Val Gly Phe Pro 

85 90 95 

Pro Val Met Glu Arg Tyr Thr Ser Ala Val Ser Met Val Lys Pro His 

100 105 110 

Met Val Lys Ala Val Cys Thr Asp Gly Lys Leu Phe Asn His Leu Glu 

115 120 125 

Thr He Trp Arg Phe Ser Pro Gly He Pro Ala Tyr Pro Arg Thr Cys 

130 135 140 

Thr Val Asp Phe Ser He Ser Phe Glu Phe Arg Ser Leu Leu His Ser 
145 150 155 160 

Gin Leu Ala Thr Met Phe Phe Asp Glu Val Val Lys Gin Asn Val Ala 

165 170 175 

Ala Phe Glu Arg Arg Ala Ala Thr Lys Phe Gly Pro Glu Thr Ala He 

180 185 190 

Pro Arg Glu Leu Met Phe His Glu Val His Gin Thr 
195 200 

<210> 87 
<211> 570 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(570) 

<400> 87 

atg gcc ctg etc teg cgc ccc gcg etc acc etc ctg etc etc etc atg 48 
Met Ala Leu Leu Ser Arg Pro Ala Leu Thr Leu Leu Leu Leu Leu Met 
15 10 15 

gcc get gtt gtc agg tgc cag gag cag gcc cag acc acc gac tgg aga 96 
Ala Ala Val Val Arg Cys Gin Glu Gin Ala Gin Thr Thr Asp Trp Arg 
20 25 30 

gcc acc ctg aag acc ate egg aac ggc gtt cat aag ata gac acg tac 144 
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Ala Thr Leu Lys Thr He Arg Asn Gly Val His Lys He Asp Thr Tyr 
35 40 45 



ctg aac gcc gcc ttg gac etc ctg gga ggc gag gac ggt etc tgc cag 
Leu Asn Ala Ala Leu Asp Leu Leu Gly Gly Glu Asp Gly Leu Cys Gin 
50 55 60 



192 



tat aaa tgc agt gac gga tct aag cct ttc cca cgt tat ggt tat aaa 
Tyr Lys Cys Ser Asp Gly Ser Lys Pro Phe Pro Arg Tyr Gly Tyr Lys 
65 70 75 80 



240 



ccc tec cca ccg aat gga tgt ggc tct cca ctg ttt ggt gtt cat ctt 
Pro Ser Pro Pro Asn Gly Cys Gly Ser Pro Leu Phe Gly Val His Leu 

85 90 95 



288 



aac att ggt ate cct tec ctg aca aag tgt tgc aac caa cac gac agg 
Asn He Gly He Pro Ser Leu Thr Lys Cys Cys Asn Gin His Asp Arg 
100 105 110 



336 



tgc tat gaa ace tgt ggc aaa age aag aat gac tgt gat gaa gaa ttc 
Cys Tyr Glu Thr Cys Gly Lys Ser Lys Asn Asp Cys Asp Glu Glu Phe 
115 120 125 



384 



cag tat tgc etc tec aag ate tgc cga gat gta cag aaa aca eta gga 
Gin Tyr Cys Leu Ser Lys He .Cys Arg Asp Val Gin Lys Thr Leu Gly 
130 135 140 



432 



eta act cag cat gtt cag gca tgt gaa aca aca gtg gag etc ttg ttt 
Leu Thr Gin His Val Gin Ala Cys Glu Thr Thr Val Glu Leu Leu Phe 
145 150 155 160 



480 



gac agt gtt ata cat tta ggt tgt aaa cca tat ctg gac age caa cga 
Asp Ser Val He His Leu Gly Cys Lys Pro Tyr Leu Asp Ser Gin Arg 

165 170 175 



528 



gcc gca tgc agg tgt cat tat gaa gaa aaa act gat ctt' taa 
Ala Ala Cys Arg Cys His Tyr Glu Glu Lys Thr Asp Leu * 
180 185 



570 



<210> 88 
<211> 189 
<212> PRT 

<213> Homo sapiens 
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<400> 


88 




Met Ala 


Leu 


Leu Ser 


Ara Pro Ala 


1 




5 




Ala Ala 


Val 


Val Ara 


Cvs Gin Glu 






20 




Ala Thr 


Leu 


I vs Thr 

L Jr O 1 1 1 1 


Tip Ara Asn 




35 




40 


Leu Asn 


Ala 


Al a 1 pij 

r\ i u Ltu 


Asn 1 pij 1 pij 


50 






55 


Tyr Lys 


Cys 


Spr Asn 


Gl v Spr 1 vs 

U l JT Jtl l_ jr O 


65 






70 


Pro Ser 


Pro 


Prn Asn 

r i \j no 1 1 


niv fvs niv 

U I Jr V-»jro U 1 Jr 






85 




Asn lie 


Gly 


Tip Prn 
lie r { u 


Spr 1 pi i Thr 






100 




Cys Tyr 


Glu 


i nr Lys 


faiy Lys ber 




115 




120 


Gin Tyr 


Cys 


Leu Ser 


Lys He Cys 


130 






135 


Leu Thr 


Gin 


His Val 


Gin Ala Cys 


145 






150 


Asp Ser 


Val 


He His 


Leu Gly Cys 






165 




Ala Ala 


Cys 


Arg Cys 


His Tyr Glu 






180 





Leu 


Thr Leu Leu Leu Leu 


Leu Met 




10 


15 


Gin 


Ala Gin Thr Thr Asd 

* » ■ V" • P ■ fill 1 1 M * is/ 


Trp Arg 


25 


30 




Gly 


Val His Lys He Asd 


Thr Tvr 




45 




Gly 


Glv Glu Asd Gly Leu 


Cvs Gin 




60 




Prn 


Php Pro Am Tvr ftl v 
nic n u mi y ijri vjijr 


Tv/p 1 wc 
Ijrl Ljro 








Spr 


Pro Lpu Php Glv Val 


His Lpu 

1 1 1 J LCU 




on 


-7 J 


Lvs 


fvs fvs Asn Gin His 

v/j' o ojr o nj ii win 1 1 i o 


Asn Ara 




1 1 fi 




Lys 


Asn Asp Cys Asp Glu 


Glu Phe 




125 




Arg 


Asp Val Gin Lys Thr 


Leu Gly 




140 




Glu 


Thr Thr Val Glu Leu 


Leu Phe 




155 


160 


Lys 


Pro Tyr Leu Asp Ser 


Gin Arg 




170 


175 


Glu 


Lys Thr Asp Leu 




185 







<210> 89 
<211> 696 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(696) 



<400> 89 

atg ttt ctg gtg ggc ctg aca ggg ggc att gec tea ggc aag age tea 48 

Met Phe Leu Val Gly Leu Thr Gly Gly He Ala Ser Gly Lys Ser Ser 
15 10 15 



gtg ate cag gtg ttc cag cag ctg ggc tgt gcg gtg att gac gtg gac 96 
Val He Gin Val Phe Gin Gin Leu Gly Cys Ala Val He Asp Val Asp 
20 25 30 
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gtg atg gcc egg cac gtc gtg cag cca gga tac cct gec cac egg cgc 144 
Val Met Ala Arg His Val Val Gin Pro Gly Tyr Pro Ala His Arg Arg 
35 40 45 

ate gta gag gtc ttc ggc act gag gtc ttg ctg gag aac ggc gac ata 192 
He Val Glu Val Phe Gly Thr Glu Val Leu Leu Glu Asn Gly Asp lie 
50 55 60 

aat cgc aag gtc ctg ggg gac ctg ate ttt aac cag cct gac egg egg 240 
Asn Arg Lys Val Leu Gly Asp Leu He Phe Asn Gin Pro Asp Arg Arg 
65 70 75 80 

cag ctg etc aac gcc ate ace cac ccc gag att cgc aag gag atg atg 288 
Gin Leu Leu Asn Ala He Thr His Pro Glu He Arg Lys Glu Met Met 

85 90 95 

aag gag acg ttc aag tac ttc etc egg gga tac cgc tac gtg att ctg 336 
Lys Glu Thr Phe Lys Tyr Phe Leu Arg Gly Tyr Arg Tyr Val He Leu 
100 105 110 

gat ate ccc ctg ctg ttt gag ace aag aag ttg etc aag tac atg aag 384 
Asp He Pro Leu Leu Phe Glu Thr Lys Lys Leu Leu Lys Tyr Met Lys 
115 120 125 

cac ace gtg gta gta tac tgc gac egg gac aca cag ctg gca egg ctg 432 
His Thr Val Val Val Tyr Cys Asp Arg Asp Thr Gin Leu Ala Arg Leu 
130 135 140 

atg egg egg aac age ctg aac cgc aag gac gca gag gcc cgc ate aat 480 
Met Arg Arg Asn Ser Leu Asn Arg Lys Asp Ala Glu Ala Arg He Asn 
145 150 155 160 

gcc cag ctg ccc ctg aca gac aag gcc cgc atg gcc cgc cat gtc eta 528 
Ala Gin Leu Pro Leu Thr Asp Lys Ala Arg Met Ala Arg His Val Leu 

165 170 175 

gac aac teg ggc gag tgg agt gtc acc aaa cgc cag gtc ate etc ttg 576 
Asp Asn Ser Gly Glu Trp Ser Val Thr Lys Arg Gin Val He Leu Leu 
180 185 190 

cac act gag ctg gag cgc tec ctg gag tac ctg ccg ctg agg ttt ggg 624 
His Thr Glu Leu Glu Arg Ser Leu Glu Tyr Leu Pro Leu Arg Phe Gly 
195 200 205 
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gtc etc aca ggg etc get gcc att gcc age etc etc tac ctg etc acc 672 
Val Leu Thr Gly Leu Ala Ala He Ala Ser Leu Leu Tyr Leu Leu Thr 
210 215 220 

cac tac ctt ctg cct tac gcc tag 696 
His Tyr Leu Leu Pro Tyr Ala * 
225 230 



<210> 90 
<211> 231 
<212> PRT 

<213> Homo sapiens 



<400> 90 



Mot- Dho 

net Kilt? 


1 Ql 1 

Leu 


Vd 1 


b iy 


Leu 


i nr 


b iy 


u iy 


lie Aid oer biy Lys oer ber 


i 






c 

J 










in it; 


vd i lie 


b i n 


va 1 


Dho 
r lit? 


ri n 

b i n 


b i n 


1 Ql I 

Leu 


u iy 


Pv/c Ala Tlo Acn Acn 
Lys Ala Vdl lie ASp Val ASp 






on 










to 


30 


Val Met 


Ala 


Arg 


His 


Val 


Val 


Gin 


Pro 


Gly Tyr Pro Ala His Arg Arg 




35 










40 




45 


He Val 


Glu 


Val 


Phe 


Gly 


Thr 


Glu 


Val 


Leu Leu Glu Asn Gly Asp He 


50 










55 






60 


Asn Arg 


Lys 


Val 


Leu 


Gly 


Asp 


Leu 


He 


Phe Asn Gin Pro Asp Arg Arg 


65 








70 








75 80 


Gin Leu 


Leu 


Asn 


Ala 


He 


Thr 


His 


Pro 


Glu He Arg Lys Glu Met Met 








85 










90 95 


Lys Glu 


Thr 


Phe 


Lys 


Tyr 


Phe 


Leu 


Arg 


Gly Tyr Arg Tyr Val lie Leu 






100 










105 


110 


Asp lie 


Pro 


Leu 


Leu 


Phe 


Glu 


Thr 


Lys 


Lys Leu Leu Lys Tyr Met Lys 




115 










120 




125 


His Thr 


Val 


Val 


Val 


Tyr 


Cys 


Asp 


Arg 


Asp Thr Gin Leu Ala Arg Leu 


130 










135 






140 


Met Arg 


Arg 


Asn 


Ser 


Leu 


Asn 


Arg 


Lys 


Asp Ala Glu Ala Arg He Asn 


145 








150 








155 160 


Ala Gin 


Leu 


Pro 


Leu 


Thr 


Asp 


Lys 


Ala 


Arg Met Ala Arg His Val Leu 








165 










170 175 


Asp Asn 


Ser 


Gly 


Glu 


Trp 


Ser 


Val 


Thr 


Lys Arg Gin Val lie Leu Leu 






180 










185 


190 


His Thr 


Glu 


Leu 


Glu 


Arg 


Ser 


Leu 


Glu 


Tyr Leu Pro Leu Arg Phe Gly 




195 










200 




205 


Val Leu 


Thr 


Gly 


Leu 


Ala 


Ala 


He 


Ala 


Ser Leu Leu Tyr Leu Leu Thr 


210 










215 






220 
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His Tyr Leu Leu Pro Tyr Ala 
225 230 

<210> 91 
<211> 198 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(198) 

<221> misc_feature 
<222> (D...U98) 
<223> n = A.T.C or G 

<400> 91 

atg gac gca ctg gcg ctg ctt ggg gga ctg gta aat nta gcc cgt ctg 48 

Met Asp Ala Leu Ala Leu Leu Gly Gly Leu Val Asn Xaa Ala Arg Leu 
15 10 15 



ccc gag cgc tgg gga cct ggc cgc ttt gac tac tgg ggc aac tec cac 96 
Pro Glu Arg Trp Gly Pro Gly Arg Phe Asp Tyr Trp Gly Asn Ser His 
20 25 30 

cag ate atg cac ctg ctg age gtg ggc tec ate ctg cag ctg cac gcc 144 
Gin He Met His Leu Leu Ser Val Gly Ser He Leu Gin Leu His Ala 
35 40 45 

ggc gtc gtg ccc gac ctg etc tgg get gcc cac cac gcc tgt ccc egg 192 
Gly Val Val Pro Asp Leu Leu Trp Ala Ala His His Ala Cys Pro Arg 
50 55 60 



gac tga 198 
Asp * 
65 



<210> 92 

<211> 65 

<212> PRT 

<213> Homo sapiens 



<220> 
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<221> VARIANT 

<222> (1)...(65) 

<223> Xaa = Any Amino Acid 

<400> 92 

Met Asp Ala Leu Ala Leu Leu Gly Gly Leu Val Asn Xaa Ala Arg Leu 
15 10 15 

Pro Glu Arg Trp Gly Pro Gly Arg Phe Asp Tyr Trp Gly Asn Ser His 

20 25 30 

Gin He Met His Leu Leu Ser Val Gly Ser He Leu Gin Leu His Ala 

35 40 45 

Gly Val Val Pro Asp Leu Leu Trp Ala Ala His His Ala Cys Pro Arg 
50 55 60 

Asp 
65 

<210> 93 
<211> 498 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(498) 

<400> 93 

atg gtg tct aca gtg ttc teg act teg teg ctg atg ctt get ctg tea 48 

Met Val Ser Thr Val Phe Ser Thr Ser Ser Leu Met Leu Ala Leu Ser 
15 10 15 

agg cac age eta ttg tct cct ttg etc agt gtg aca tea ttc aga cgc 96 
Arg His Ser Leu Leu Ser Pro Leu Leu Ser Val Thr Ser Phe Arg Arg 
20 25 30 

ttc tac aga ggt gac age cca aca gat tec caa aag gac atg att gaa 144 
Phe Tyr Arg Gly Asp Ser Pro Thr Asp Ser Gin Lys Asp Met He Glu 
35 40 45 

ate cct ttg cct cca tgg cag gag aga act gat gaa tec ata gaa ace 192 
He Pro Leu Pro Pro Trp Gin Glu Arg Thr Asp Glu Ser He Glu Thr 
50 55 60 



aaa aga gee cgc ctg etc tat gag age aga aag agg gga atg ttg gaa 240 
Lys Arg Ala Arg Leu Leu Tyr Glu Ser Arg Lys Arg Gly Met Leu Glu 
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65 70 75 80 

aac tgc att ctt ctt agt ctt ttt get aaa gaa cat ctg cag cac atg 288 
Asn Cys lie Leu Leu Ser Leu Phe Ala Lys Glu His Leu Gin His Met 

85 90 95 

aca gaa aag cag ctg aac etc tat gac cgc ctg att aac gag cct agt 336 
Thr Glu Lys Gin Leu Ash Leu Tyr Asp Arg Leu He Asn Glu Pro Ser 
100 105 110 

aat gac tgg gat att tac tac tgg gec aca gaa get aaa cca gee cca 384 
Asn Asp Trp Asp He Tyr Tyr Trp Ala Thr Glu Ala Lys Pro Ala Pro 
115 120 125 

gaa ata ttt gaa aat gaa gtc atg gee ctg ctg aga gac ttt get aaa 432 
Glu He Phe Glu Asn Glu Val Met Ala Leu Leu Arg Asp Phe Ala Lys 
130 135 140 

aac aaa aac aaa gag cag aga ctg cgt gee cca gat ctt gag tac etc 480 
Asn Lys Asn Lys Glu Gin Arg Leu Arg Ala Pro Asp Leu Glu Tyr Leu 
145 150 155 160 

ttt gaa aag cca cgt tga 498 
Phe Glu Lys Pro Arg * 
165 



<210> 94 
<211> 165 
<212> PRT 
<213> Homo sapiens 



<400> 94 








Met Val Ser Thr 


Val 


Phe 


Ser Thr 


1 


5 






Arg His Ser Leu 


Leu 


Ser 


Pro Leu 


20 








Phe Tyr Arg Gly 


Asp 


Ser 


Pro Thr 


35 






40 


He Pro Leu Pro 


Pro 


Trp 


Gin Glu 


50 






55 


Lys Arg Ala Arg 


Leu 


Leu 


Tyr Glu 


65 




70 




Asn Cys He Leu 


Leu 


Ser 


Leu Phe 



Ser Ser Leu 


Met 


Leu 


Ala 


Leu Ser 


10 








15 


Leu Ser Val 


Thr 


Ser 


Phe 


Arg Arg 


25 






30 




Asp Ser Gin 


Lys 


Asp 


Met 


He Glu 






45 






Arg Thr Asp 


Glu 


Ser 


He 


Glu Thr 




60 








Ser Arg Lys 


Arg 


Gly 


Met 


Leu Glu 


75 








80 


Ala Lys Glu 


His 


Leu 


Gin 


His Met 
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85 



Thr Gin 1 vc 


Gin 

\J 1 1 1 


1 pii Acn 1 pii Tvr 

LCU Moll LCU ijrl 




100 




Asn Asp Trp 


Asp 


lie Tyr Tyr Trp 


115 




120 


Glu lie Phe 


Glu 


Asn Glu Val Met 


130 




135 


Asn Lys Asn 


Lys 


Glu Gin Arg Leu 


145 




150 


Phe Glu Lys 


Pro 


Arg 






165 



-L -} Tt 












Asd Ara 


Leu lie Asn Glu Pro 


Ser 




liU 




Ala Thr 


Glu Ala Lys Pro Ala 


Pro 




125 




Ala Leu 


Leu Arg Asp Phe Ala 


Lys 




140 




Arg Ala 


Pro Asp Leu Glu Tyr 


Leu 




155 


160 



<210> 95 
<211> 501 
<212> DNA 

<213> Homo sapiens 



<220> 












<221> 


CDS 










<222> 


(1). 


...(501) 








<400> 


95 










atg gcg gtg 


tct 


aca gtg 


ttc teg act teg 


teg ctg atg ctt get 


ctg 


Met Ala Val 


Ser 


Thr Val 


Phe Ser Thr Ser 


Ser Leu Met Leu Ala 


Leu 


1 




5 


10 


15 





tea agg cac age eta ttg tct cct ttg etc agt gtg aca tea ttc aga 96 

Ser Arg His Ser Leu Leu Ser Pro Leu Leu Ser Val Thr Ser Phe Arg 

20 25 30 

cgc ttc tac aga ggt gac agc,cca aca gat tec caa aag gac atg att 144 

Arg Phe Tyr Arg Gly Asp Ser Pro Thr Asp Ser Gin Lys Asp Met He 

35 40 45 

gaa ate cct ttg cct cca tgg cag gag aga act gat gaa tec ata gaa 192 

Glu He Pro Leu Pro Pro Trp Gin Glu Arg Thr Asp Glu Ser He Glu 

50 55 60 



acc aaa aga gec cgc ctg etc tat gag age aga aag agg gga atg ttg 240 

Thr Lys Arg Ala Arg Leu Leu Tyr Glu Ser Arg Lys Arg Gly Met Leu 
65 70 75 80 

gaa aac tgc att ctt ctt agt ctt ttt get aaa gaa cat ctg cag cac 288 

Glu Asn Cys He Leu Leu Ser Leu Phe Ala Lys Glu His Leu Gin His 
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85 90 95 



atg aca gaa aag cag ctg aac etc tat gac cgc ctg att aac gag cct 336 

Met Thr Glu Lys Gin Leu Asn Leu Tyr Asp Arg Leu lie Asn Glu Pro 
100 105 110 

agt aat gac tgg gat att tac tac tgg gec aca gaa get aaa cca gec 384 

Ser Asn Asp Trp Asp lie Tyr Tyr Trp Ala Thr Glu Ala Lys Pro Ala 
115 120 125 

cca gaa ata ttt gaa aat gaa gtc atg gec ctg ctg aga gac ttt get 432 

Pro Glu He Phe Glu Asn Glu Val Met Ala Leu Leu Arg Asp Phe Ala 
130 135 140 

aaa aac aaa aac aaa gag cag aga ctg cgt gec cca gat ctt gag tac 480 

Lys Asn Lys Asn Lys Glu Gin Arg Leu Arg Ala Pro Asp Leu Glu Tyr 

145 150 155 160 

etc ttt gaa aag cca cgt tga 501 

Leu Phe Glu Lys Pro Arg * 

165 



<210> 96 
<211> 166 
<212> PRT 

<213> Homo sapiens 



<400> 96 



Met Ala 


Val 


Ser 


Thr 


Val 


Phe 


Ser 


Thr 


Ser 


Ser 


Leu 


Met 


Leu 


Ala 


Leu 


1 






5 










10 










15 




Ser Arg 


His 


Ser 


Leu 


Leu 


Ser 


Pro 


Leu 


Leu 


Ser 


Val 


Thr 


Ser 


Phe 


Arg 






20 










25 










30 






Arg Phe 


Tyr 


Arg 


Gly 


Asp 


Ser 


Pro 


Thr 


Asp 


Ser 


Gin 


Lys 


Asp 


Met 


He 




35 










40 










45 








Glu He 


Pro 


Leu 


Pro 


Pro 


Trp 


Gin 


Glu 


Arg 


Thr 


Asp 


Glu 


Ser 


He 


Glu 


50 










55 










60 










Thr Lys 


Arg 


Ala 


Arg 


Leu 


Leu 


Tyr 


Glu 


Ser 


Arg 


Lys 


Arg 


Gly 


Met 


Leu 


65 








70 










75 










80 


Glu Asn 


Cys 


He 


Leu 


Leu 


Ser 


Leu 


Phe 


Ala 


Lys 


Glu 


His 


Leu 


Gin 


His 








85 










90 










95 




Met Thr 


Glu 


Lys 


Gin 


Leu 


Asn 


Leu 


Tyr 


Asp 


Arg 


Leu 


He 


Asn 


Glu 


Pro 






100 










105 










110 






Ser Asn 


Asp 


Trp 


Asp 


He 


Tyr 


Tyr 


Trp 


Ala 


Thr 


Glu 


Ala 


Lys 


Pro 


Ala 
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115 




120 




125 




Pro Glu He 


Phe 


Glu Asn Glu Val 


Met Ala Leu 


Leu Arg 


Asp Phe Ala 


130 




135 




140 




Lys Asn Lys 


Asn 


Lys Glu Gin Arg 


Leu Arg Ala 


Pro Asp 


Leu Glu Tyr 


145 




150 


155 




160 


Leu Phe Glu 


Lys 


Pro Arg 












165 








<210> 


97 










<211> 


492 










<212> 


DNA 










<213> 


Homo sapiens 








<220> 














COS 










<???> 


(1). 


...(492) 








<400> 


97 










atn art qqc 
a ^y ^ yy*~ 


ttc 


tat gga ttg tat 


acc taa eta 

uv.v* ^ y »v *~ i»y 


act cat 


act ato ttt 


Mpt Ala Hlv 

Mel nia u i jr 


Phe 


Tyr Gly Leu Tyr 


Thr Trn 1 eu 

III! 1 1 p L_V^ U 


Thr His 


Thr Met Phe 


1 




5 


10 




15 


aac ate aat 


att 


gtc ttc ata cca 


tea qca tta 


qca oca 


ate ctt gga 


Glv Tie Asn 

\j i j lie no i i 


He 


Val Phe He Pro 


Ser Ala Leu 


Ala Ala 


He Leu Gly 




20 










gca gtg cca 


ttc 


ctg ggg aca tac 


tgg gca gca 


gta cct 


gca gtt ctt 


Ala Val Pro 


Phe 


Leu Gly Thr Tyr 


Trp Ala Ala 


Val Pro 


Ala Val Leu 


35 




40 




45 




gac ctg tgg 


ctg 


aca caa ggg tta 


gga tgc aag 


gec att 


tta ctg ttg 


Asp Leu Trp 


Leu 


Thr Gin Gly Leu 


Gly Cys Lys 


Ala He 


Leu Leu Leu 


50 




55 




60 





48 



96 



144 



192 



att ttt cat etc ttg cca aca tac ttt gta gat act gca ate tac tct 240 
He Phe His Leu Leu Pro Thr Tyr Phe Val Asp Thr Ala He Tyr Ser 
65 70 75 80 

gac ata tea gga ggt ggc cat cct tac ctg aca ggc ttg gca gtg gec 288 
Asp He Ser Gly Gly Gly His Pro Tyr Leu Thr Gly Leu Ala Val Ala 

85 90 95 



ggt gga gca tac tac eta ggc ctg gaa gga gca ate ate ggt cct att 336 
Gly Gly Ala Tyr Tyr Leu Gly Leu Glu Gly Ala He He Gly Pro He 
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100 105 110 

ctt etc tgc ata ctt gtg gtt get tec aat ate tat agt gee atg eta 384 
Leu Leu Cys lie Leu Val Val Ala Ser Asn He Tyr Ser Ala Met Leu 
115 120 125 

gtg agt ccc acg aat tea gtt ccc acg cca aac cag ace cca tgg cct 432 
Val Ser Pro Thr Asn Ser Val Pro Thr Pro Asn Gin Thr Pro Trp Pro 
130 135 140 

get cag cct cag egg act ttc cgt gac att tct gaa gat ctg aaa tct 480 
Ala Gin Pro Gin Arg Thr Phe Arg Asp He Ser Glu Asp Leu Lys Ser 
145 150 155 160 

tea gta ggt tga 492 
Ser Val Gly * 



<210> 98 

<211> 163 

<212> PRT 

<213> Homo sapiens 

<400> 98 

Met Ala Gly Phe Tyr Gly Leu Tyr Thr Trp Leu Thr His Thr Met Phe 

1.5 10 15 

Gly He Asn lie Val Phe He Pro Ser Ala Leu Ala Ala He Leu Gly 

20 25 30 

Ala Val Pro Phe Leu Gly Thr Tyr Trp Ala Ala Val Pro Ala Val Leu 

35 40 45 

Asp Leu Trp Leu Thr Gin Gly Leu Gly Cys Lys Ala He Leu Leu Leu 

50 55 60 

He Phe His Leu Leu Pro Thr Tyr Phe Val Asp Thr Ala He Tyr Ser 
65 70 75 80 

Asp He Ser Gly Gly Gly His Pro Tyr Leu Thr Gly Leu Ala Val Ala 

85 90 95 

Gly Gly Ala Tyr Tyr Leu Gly Leu Glu Gly Ala He He Gly Pro He 

100 105 110 

Leu Leu Cys He Leu Val Val Ala Ser Asn He Tyr Ser Ala Met Leu 

115 120 125 

Val Ser Pro Thr Asn Ser Val Pro Thr Pro Asn Gin Thr Pro Trp Pro 

130 . 135 140 

Ala Gin Pro Gin Arg Thr Phe Arg Asp He Ser Glu Asp Leu Lys Ser 
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145 

Ser Val Gly 



150 



155 



160 



<210> 99 
<211> 1464 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1).. .(1464) 

<221> mi sc_f eature 
<222> (1) . . . (1464) 
<223> n = A.T.C or G 

<400> 99 

atg tgg gga cct aac tec tat gca tgg gtg etc atg cag ttg gec acc 48 

Met Trp Gly Pro Asn Ser Tyr Ala Trp Val Leu Met Gin Leu Ala Thr 

15 10 15 

gec cag gcg ggc ate att ctg gtg tct gtg aac cca gee tac cag get 96 
Ala Gin Ala Gly He He Leu Val Ser Val Asn Pro Ala Tyr Gin Ala 
20 25 30 

atg gaa ctg gag tac gtc etc aag aag gtg ggc tgc aag gec ctt gtg 144 
Met Glu Leu Glu Tyr Val Leu Lys Lys Val Gly Cys Lys Ala Leu Val 
35 40 45 . 

ttc ccc aag caa ttc aag acc cag caa tac tac aac gtc ctg aag cag 192 
Phe Pro Lys Gin Phe Lys Thr Gin Gin Tyr Tyr Asn Val Leu Lys Gin 
50 55 60 

ate tgt cca gaa gtg gag aat gee cag cca ggg gee ttg aag agt cag 240 
He Cys Pro Glu Val Glu Asn Ala Gin Pro Gly Ala Leu Lys Ser Gin 
65 70 75 80 

agg etc cca gat ctg acc aca gtc ate teg gtg gat gee cct ttg ccg 288 
Arg Leu Pro Asp Leu Thr Thr Val He Ser Val Asp Ala Pro Leu Pro 

85 90 95 

ggg acc ctg etc ctg gat gaa gtg gtg gcg get ggc age aca egg cag 336 
Gly Thr Leu Leu Leu Asp Glu Val Val Ala Ala Gly Ser Thr Arg Gin 
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100 105 110 

cat ctg gac cag etc caa tac aac cag cag ttc ctg tec tgc cat gac 384 

His Leu Asp Gin Leu Gin Tyr Asn Gin Gin Phe Leu Ser Cys His Asp 

115 120 125 

ccc ate aac ate cag ttc ace teg ggg aca aca ggc age ccc aag ggg 432 

Pro He Asn lie Gin Phe Thr Ser Gly Thr Thr Gly Ser Pro Lys Gly 
130 135 140 

gec acc etc tec cac tac aac att gtc aac aac tec aac att tta gga 480 

Ala Thr Leu Ser His Tyr Asn lie Val Asn Asn Ser Asn He Leu Gly 
145 150 155 160 

gag cgc ctg aaa ctg cat gag aag aca cca gag cag ttg egg atg ate 528 

Glu Arg Leu Lys Leu His Glu Lys Thr Pro Glu Gin Leu Arg Met lie 

165 170 175 

ctg ccc aac ccc ctg tac cat tgc ctg ggt tec gtg gca ggc aca atg 576 

Leu Pro Asn Pro Leu Tyr His Cys Leu Gly Ser Val Ala Gly Thr Met 
180 185 190 

atg tgt ctg atg tac ggt gee acc etc ate ctg gee tct ccc ate ttc 624 

Met Cys Leu Met Tyr Gly Ala Thr Leu He Leu Ala Ser Pro He Phe 

195 200 205 

aat ggc aag aag gca ctg gag gee ate age aga gag aga ggc acc ttc 672 

Asn Gly Lys Lys Ala Leu Glu Ala He Ser Arg Glu Arg Gly Thr Phe 
210 215 220 

ctg tat ggt acc ccc acg atg ttc gtg gac att ctg aac cag cca gac 720 

Leu Tyr Gly Thr Pro Thr Met Phe Val Asp He Leu Asn Gin Pro Asp 
225 230 235 240 

ttc tec agt tat gac ate teg acc atg tgt gga ggt gtc att get ggg 768 

Phe Ser Ser Tyr Asp He Ser Thr Met Cys Gly Gly Val He Ala Gly 

245 250 255 

tec cct gca cct cca gag ttg ate cga gee ate ate aac aag ata aat 816 

Ser Pro Ala Pro Pro Glu Leu He Arg Ala He He Asn Lys He Asn 
260 265 270 

atg aag gac ctg gtg gtt get tat gga acc aca gag aac agt ccc gtg 864 

Met Lys Asp Leu Val Val Ala Tyr Gly Thr Thr Glu Asn Ser Pro Val 
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275 



280 



285 



aca ttc gcg cac ttc cct gag gac act gtg gag cag aag gca gaa age 
Thr Phe Ala His Phe Pro Glu Asp Thr Val Glu Gin Lys Ala Glu Ser 
290 295 300 



912 



gtg ggc aga att atg cct cac acg gag gec egg ate atg aac atg gag 960 

Val Gly Arg He Met Pro His Thr Glu Ala Arg He Met Asn Met Glu 

305 310 315 320 

gca ggg acg ctg gca aag ctg aac acg ccc ggg gag ctg tgc ate cga 1008 

Ala Gly Thr Leu Ala Lys Leu Asn Thr Pro Gly Glu Leu Cys He Arg 

325 330 335 



ggg tac tgc gtc atg ctg ggc tac tgg ggt gag cct cag aag aca gag 
Gly Tyr Cys Val Met Leu Gly Tyr Trp Gly Glu Pro Gin Lys Thr Glu 
340 345 350 



1056 



gaa gca gtg gat cag gac aag tgg tat tgg aca gga gat gtc gec aca 
Glu Ala Val Asp Gin Asp Lys Trp Tyr Trp Thr Gly Asp Val Ala Thr 
355 360 365 



1104 



atg aat gag cag ggc ttc tgc aag ate gtg ggc cgc tct aag gat atg 
Met Asn Glu Gin Gly Phe Cys Lys He Val Gly Arg Ser Lys Asp Met 
370 375 380 



1152 



ate ate egg ggt ggt gag aac ate tac ccc gca gag etc gag gac ttc 
He He Arg Gly Gly Glu Asn He Tyr Pro Ala Glu Leu Glu Asp Phe 
385 390 395 400 



1200 



ttt cac aca cac ccg aag ntg cag gaa gtg cag gtg gtg gga gtg aag 
Phe His Thr His Pro Lys Xaa Gin Glu Val Gin Val Val Gly Val Lys 
405 410 415 



1248 



gac gat egg atg ggg gaa gag att tgt gec tgc att egg ctg aag gac 
Asp Asp Arg Met Gly Glu Glu He Cys Ala Cys He Arg Leu Lys Asp 
420 425 430 



1296 



ggg gag gag ace acg gtg gag gag ata aaa get ttc tgc aaa ggg aag 
Gly Glu Glu Thr Thr Val Glu Glu He Lys Ala Phe Cys Lys Gly Lys 
435 440 445 



1344 



ate tct cac ttc aag att ccg aag tac ate gtg ttt gtc aca aac tac 
He Ser His Phe Lys He Pro Lys Tyr He Val Phe Val Thr Asn Tyr 



1392 
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450 455 450 

ccc etc acc att tea gga aag ate cag aaa ttc aaa ctt cga gag cag 1440 
Pro Leu Thr He Ser Gly Lys He Gin Lys Phe Lys Leu Arg Glu Gin 
465 470 475 480 

atg gaa cga cat eta aat ctg tga 1464 
Met Glu Arg His Leu Asn Leu * 
485 



<210> 100 
<211> 487 
<212> PRT 

<213> Homo sapiens 
<220> 



<??1> 


VARIANT 








<tcl> 


(1) 


...(487) 






<223> 


Xaa 


= Any Amino Acid 


<400> 


100 










Met Trp Gly 


Pro 


Asn 


Ser 


Tyr Ala 


Trp Val Leu Met Gin Leu Ala Thr 


1 




5 






10 15 


Ala Gin Ala 


Gly 


He 


He 


Leu Val 


Ser Val Asn Pro Ala Tyr Gin Ala 




20 








25 30 


Met Glu Leu 


Glu 


Tyr 


Val 


Leu Lys 


Lys Val Gly Cys Lys Ala Leu Val 


35 








40 


45 


Phe Pro Lys 


Gin 


Phe 


Lys 


Thr Gin 


Gin Tyr Tyr Asn Val Leu Lys Gin 


50 








55 


60 


He Cys Pro 


Glu 


Val 


Glu 


Asn Ala 


Gin Pro Gly Ala Leu Lys Ser Gin 


65 






70 




75 80 


Arg Leu Pro 


Asp 


Leu 


Thr 


Thr Val 


He Ser Val Asp Ala Pro Leu Pro 






85 






90 95 


Gly Thr Leu 


Leu 


Leu 


Asp 


Glu Val 


Val Ala Ala Gly Ser Thr Arg Gin 




100 








105 110 


His Leu Asp 


Gin 


Leu 


Gin 


Tyr Asn 


Gin Gin Phe Leu Ser Cys His Asp 


115 








120 


125 


Pro He Asn 


He 


Gin 


Phe 


Thr Ser 


Gly Thr Thr Gly Ser Pro Lys Gly 


130 








135 


140 


Ala Thr Leu 


Ser 


His 


Tyr 


Asn He 


Val Asn Asn Ser Asn He Leu Gly 


145 






150 




155 160 


Glu Arg Leu 


Lys 


Leu 


His 


Glu Lys 


Thr Pro Glu Gin Leu Arg Met He 






165 






170 175 
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Leu Pro Asn Pro Leu Tyr His Cys Leu Gly Ser Val Ala Gly Thr Met 

180 185 190 

Met Cys Leu Met Tyr Gly Ala Thr Leu He Leu Ala Ser Pro He Phe 

195 200 205 

Asn Gly Lys Lys Ala Leu Glu Ala He Ser Arg Glu Arg Gly Thr Phe 

210 215 220 

Leu Tyr Gly Thr Pro Thr Met Phe Val Asp He Leu Asn Gin Pro Asp 
225 230 235 240 

Phe Ser Ser Tyr Asp He Ser Thr Met Cys Gly Gly Val He Ala Gly 

245 250 255 

Ser Pro Ala Pro Pro Glu Leu He Arg Ala He He Asn Lys He Asn 

260 265 270 

Met Lys Asp Leu Val Val Ala Tyr Gly Thr Thr Glu Asn Ser Pro Val 

275 280 285 

Thr Phe Ala His Phe Pro Glu Asp Thr Val Glu Gin Lys Ala Glu Ser 

290 295 300 

Val Gly Arg He Met Pro His Thr Glu Ala Arg He Met Asn Met Glu 
305 310 315 320 

Ala Gly Thr Leu Ala Lys Leu Asn Thr Pro Gly Glu Leu Cys He Arg 

325 330 335 

Gly Tyr Cys Val Met Leu Gly Tyr Trp Gly Glu Pro Gin Lys Thr Glu 

340 345 350 

Glu Ala Val Asp Gin Asp Lys Trp Tyr Trp Thr Gly Asp Val Ala Thr 

355 360 365 

Met Asn Glu Gin Gly Phe Cys Lys He Val Gly Arg Ser Lys Asp Met 

370 375 380 . 

He He Arg Gly Gly Glu Asn He Tyr Pro Ala Glu Leu Glu Asp Phe 
385 390 395 400 

Phe His Thr His Pro Lys Xaa Gin Glu Val Gin Val Val Gly Val Lys 

405 410 415 

Asp Asp Arg Met Gly Glu Glu He Cys Ala Cys He Arg Leu Lys Asp 

420 425 430 

Gly Glu Glu Thr Thr Val Glu Glu He Lys Ala Phe Cys Lys Gly Lys 

435 440 445 

He Ser His Phe Lys He Pro Lys Tyr He Val Phe Val Thr Asn Tyr 

450 455 460 

Pro Leu Thr He Ser Gly Lys He Gin Lys Phe Lys Leu Arg Glu Gin 
465 470 475 480 

Met Glu Arg His Leu Asn Leu 
485 



<210> 101 
<211> 348 
<212> DNA 
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<213> Homo sapiens 

<220> 

<221> COS 

<222> (1)...(348) 

<400> 101 

atg ggg ate acc ttc ctg get get ggg acc age gtg cct gac tgc atg 48 
Met Gly He Thr Phe Leu Ala Ala Gly Thr Ser Val Pro Asp Cys Met 
1 5 10 15 

gec age etc att gtg gee aga caa ggg atg ggg gac atg get gtg tec 96 
Ala Ser Leu He Val Ala Arg Gin Gly Met Gly Asp Met Ala Val Ser 
20 25 30 

aac tec att ggg age aac gtg ttt gac ate ctg att ggc etc ggt etc 144 
Asn Ser He Gly Ser Asn Val Phe Asp He Leu He Gly Leu Gly Leu 
35 40 45 

ccc tgg get ctg cag acc ctg get gtg gat tac gga tec tac ate egg 192 
Pro Trp Ala Leu Gin Thr Leu Ala Val Asp Tyr Gly Ser Tyr He Arg 
50 55 60 

ctg aat age agg ggg ctg ate tac tec gta ggc ttg etc ctg gee tct 240 
Leu Asn Ser Arg Gly Leu He Tyr Ser Val Gly Leu Leu Leu Ala Ser 
65 70 75 80 

gtt ttt gtc acg gtg ttc ggc gtc cac ctg aac aag tgg cag ctg gac 288 
Val Phe Val Thr Val Phe Gly Val His Leu Asn Lys Trp Gin Leu Asp 

85 90 95 

aag aag ctg ggc tgt ggg tgc etc etc ctg tat ggg tgt tec tgt get 336 
Lys Lys Leu Gly Cys Gly Cys Leu Leu Leu Tyr Gly Cys Ser Cys Ala 
100 105 110 

tct cca tea tga 348 
Ser Pro Ser * 
115 



<210> 102 
<211> 115 
<212> PRT 
<213> Homo sapiens 
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<400> 102 



Mot riw 
net biy 


i ie 


i nr 


DViq 1 on Ala Ala 

rne Leu Aia Mia 


i 






c 
O 


Al a Cor 

Mid oci 




T1p 
1 ic 


Val Ala Arn f^ln 
Vd 1 Mid Mi y o 1 il 










Asn Ser 


l ie 


biy 


ber Asn vai rne 




35 




40 


Pro Trp 


Ala 


Leu 


Gin Thr Leu Ala 


50 






55 


Leu Asn 


Ser 


Arg 


Gly Leu He Tyr 


65 






70 


Val Phe 


Val 


Thr 


Val Phe Gly Val 








85 


Lys Lys 


Leu 


Gly 


Cys Gly Cys Leu 






100 




Ser Pro 


Ser 








115 







ftl V 

oiy 


Thr Qor Val Pro Acn 
nil jci val ri u r\o\j 


L.yb iicL 




in 


i c; 

ID 


Gl v 

oiy 


Mpt Hlv A^n Mpt Ala 

llcL u Ijr Mo|J rlC L Mid 


V d 1 jci 


Or 

25 


30 




Asp 


He Leu He Gly Leu 


Gly Leu 




45 




Val 


Asp Tyr Gly Ser Tyr 


lie Arg 




60 




Ser 


Val Gly Leu Leu Leu 


Ala Ser 




75 


80 


His 


Leu Asn Lys Trp Gin 


Leu Asp 




90 


95 


Leu 


Leu Tyr Gly Cys Ser 


Cys Ala 


105 


110 





<210> 103 
<211> 1239 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> COS 

<222> (1). . .(1239) 



<400> 103 

atg gcg ggc tct gtg gga ctg gcg ttg tgc ggg cag acg ttg gtg gtg 48 

Met Ala Gly Ser Val Gly Leu Ala Leu Cys Gly Gin Thr Leu Val Val 
1 5 10 15 



egg ggc ggc age cga ttc ctg gec acc tec ata gca age agt gat gat 96 
Arg Gly Gly Ser Arg Phe Leu Ala Thr Ser He Ala Ser Ser Asp Asp 
20 25 30 . 

gac age etc ttc ate tat gac tgc agt get gca gaa aag aag tea caa 144 
Asp Ser Leu Phe He Tyr Asp Cys Ser Ala Ala Glu Lys Lys Ser Gin 
35 40 45 

gaa aat aaa ggg gag gac gcg ccc ttg gac cag ggg age ggt gcg att 192 
Glu Asn Lys Gly Glu Asp Ala Pro Leu Asp Gin Gly Ser Gly Ala He 
50 55 60 
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ctg gcg tec acc ttc tec aag tct ggc age tat ttt get tta ace gat 240 

Leu Ala Ser Thr Phe Ser Lys Ser Gly Ser Tyr Phe Ala Leu Thr Asp 

65 70 75 80 

gac agt aag cgt ctg att ctt ttc cgt aca aaa eca tgg caa tgt ctg 288 

Asp Ser Lys Arg Leu lie Leu Phe Arg Thr Lys Pro Trp Gin Cys Leu 

85 90 95 

agt gtc agg acc gtg gca agg agg tgt aca gec ctg act ttc ata gec 336 

Ser Val Arg Thr Val Ala Arg Arg Cys Thr Ala Leu Thr Phe He Ala 

100 105 110 

teg gag gag aag gtc ttg gtg gec gac aag tct gga gac gtc tac tec 384 

Ser Glu Glu Lys Val Leu Val Ala Asp Lys Ser Gly Asp Val Tyr Ser 

115 120 125 

ttt teg gtg ctg gag cca cac ggg tgt ggc cgt eta gag ctg ggg cac 432 

Phe Ser Val Leu Glu Pro His Gly Cys Gly Arg Leu Glu Leu Gly His 

130 135 140 



ctg tct atg ctg tta gat gtg get gtg 
Leu Ser Met Leu Leu Asp Val Ala Val 
145 150 

etc act gee gac egg gac gag aag ate 
Leu Thr Ala Asp Arg Asp Glu Lys He 
165 



agt cct gat gac cgc ttc ate 480 
Ser Pro Asp Asp Arg Phe He 
155 160 

cga gtc age tgg gee gcg gcg 528 
Arg Val Ser Trp Ala Ala Ala 
170 175 



ccc cat age ate gag tec ttc tgc ttg ggg cac aca gag ttt gtg age 576 

Pro His Ser He Glu Ser Phe Cys Leu Gly His Thr Glu Phe Val Ser 
180 185 190 

cgt ate tec gtg gtg cca act cag ccc ggg ctg ctt ctg tec tec tct 624 

Arg He Ser Val Val Pro Thr Gin Pro Gly Leu Leu Leu Ser Ser Ser 

195 200 205 

ggg gac ggc acc ctg agg etc tgg gag tac agg age ggc cgc cag ctg 672 

Gly Asp Gly Thr Leu Arg Leu Trp Glu Tyr Arg Ser Gly Arg Gin Leu 

210 215 220 

cac tgc tgt cac ctg gee agt ctg cag gag ctg gtg gac ccc cag gee 720 

His Cys Cys His Leu Ala Ser Leu Gin Glu leu Val Asp Pro Gin Ala 
225 230 235 240 
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ccc cag aag ttt gcc gcg tec agg att gca ttc tgg tgc cag gag aac 768 

Pro Gin Lys Phe Ala Ala Ser Arg He Ala Phe Trp Cys Gin Glu Asn 

245 250 255 

tgc gtg gcg etc ctg tgc gac ggc act cct gtg gtc tac ate ttc cag 816 

Cys Val Ala Leu Leu Cys Asp Gly Thr Pro Val Val Tyr He Phe Gin 
260 265 270 

ctg gac gcc cgc aga cag cag ttg gtg tac agg cag cag ctg gcg ttc 864 

Leu Asp Ala Arg Arg Gin Gin Leu Val Tyr Arg Gin Gin Leu Ala Phe 
275 280 285 

cag cac caa gtg tgg gac gtg get ttc gag gag ace cag ggg ctg tgg 912 
Gin His Gin Val Trp Asp Val Ala Phe Glu Glu Thr Gin Gly Leu Trp 

290 295 300 

gtg etc cag gac tgc cag gaa gcc ccc ctg gtg etc tac agg cct gtg 960 

Val Leu Gin Asp Cys Gin Glu Ala Pro Leu Val Leu Tyr Arg Pro Val 
305 310 315 320 

ggc gac cag tgg cag tct gtt cct gag age acc gtg tta aag aaa gtc 1008 

Gly Asp Gin Trp Gin Ser Val Pro Glu Ser Thr Val Leu Lys Lys Val 
. 325 330 335 

tct ggt gtt ctt cgt ggg aac tgg gcc atg ctg gaa ggc tct gcc ggc 1056 

Ser Gly Val Leu Arg Gly Asn Trp Ala Met Leu Glu Gly Ser Ala Gly 
340 345 350 

gca gac gcc age ttc age agt etc tac aag gcc acg ttc gac aac gtg 1104 

Ala Asp Ala Ser Phe Ser Ser Leu Tyr Lys Ala Thr Phe Asp Asn Val 
355 360 365 

acc tec tac ctg aag aag aaa gag gag aga ctg cag cag cag eta gag 1152 

Thr Ser Tyr Leu Lys Lys Lys Glu Glu Arg Leu Gin Gin Gin Leu Glu 

370 375 380 

aag aag cag egg cgc egg agt ccc ccg cct ggg ccc gac ggg cat gcc 1200 

Lys Lys Gin Arg Arg Arg Ser Pro Pro Pro Gly Pro Asp Gly His Ala 
385 390 395 400 

aag aag atg aga ccg ggg gag gcg acg eta agt tgc tga 1239 

Lys Lys Met Arg Pro Gly Glu Ala Thr Leu Ser Cys * 

405 410 
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<210> 104 
<211> 412 
<212> PRT 

<213> Homo sapiens 



<400> 104 



net 


Al a 
Ala 


u iy 


ber 


Va 1 


b iy 


1 qi i Al a 
LcU Mid 


1 OI 1 

LcU 


Pv/q niv ft! n Thr 
Ly b uij uifi nil 


1 pii Val Val 
LcU Vd i v a i 


1 








c 

□ 








1 n 
1U 


1^ 
ID 


Arg 


biy 


biy 


oer 


A p/1 

Arg 


Dho 


1 cm ■ Ala 

LcU A 1 a 


Thr 

i nr 


Cqp Tin Ala Cor 
Dei lie Mid Ocf 


Cor Acn Acn 
Oci Mbp Mbp 








on 








£0 






Am 

ASp 


ber 


Leu 


Dho 
rfie 


Tl o 

1 1 e 


T\/p 

iyr 


Acq r v/c 

Mbp tyb 


Cor* 

JC! 


Al a Al a (11 II 1 wc 
Mid Mid u IU Lj o 


i v/c ^»pr m n 

Ljro JCI U 1 1 1 






ob 








4U 




40 




b III 


Asn 


Lys 


biy 


b 1 u 


ASp 


Ala Dpn 

A 1 d rTO 


1 oi i 

Leu 


Acq PI n Civ/ Cor 

Mbp bin biy oci 


Hlv Ala T1p 
u iy Mid lie 




bU 










bb 








Leu 


Al a 

a i a 


C/~kp 

ber 


i nr 


rne 


Cqp 

ber 


1 v/c Cqp 

Lys ber 


b iy 


Cor* Tv/f» Dho Al a 

jcr iyr rile Mid 


1 oi i Th r Acn 
LcU If If Mbp 


Ob 










/u 






/D 


OU 


ASp 


ber 


Lys 


Arg 


LcU 


Tl o 
1 1 c 


1 oi i Dho 
LcU rile 


Arn 

mi y 


Thr 1 v/c Pro Trn 
1 II I L y o r 1 U 1 1 \J 


Hln fvc 1 pn 

OKI L>jr o LCU 










OO 








jU 


-70 


Cqp 

OCI 


Val 
vd 1 


Mr y 


1 fir 


Val 

V a l 


Al a 
M I d 


Mr y mi y 


fvc 


Thr Ala 1 pi i Thr 

1 1 II Mia LCU Mil 


php Tip Ala 

I 1 IC 1IC HI a 








1UU 








1UD 




110 


JCf 


r;i n 

u 1 U 


Gin 

a 1 U 


Lys 


Val 
va I 


1 pi i 

LcU 


Val Ala 

vai nia 


Aqh 


1 vc ^pp rn w Acn 

Ljr o JC 1 VJ 1 jr rVo \J 


Val Tvr Spr 

VOI 1 Jr 1 JCI 






lit 
110 








1?0 




125 




Php 
r i ic 


^PP 


Val 

v a i 


1 PN 
LCU 


Glu 


Pro 

II w 


His Glv 

1 1 1 J VJ 1 J 


Cvs 


Glv Ara Leu Glu 


Leu Gly His 




iOU 














140 




1 PIJ 


Spp 


Met 


1 PU 


1 PiJ 


ACD 


Val Ala 


Val 


Ser Pro Asd Asd 


Arq Phe He 


140 










1^0 






U J 


160 


Leu 


Thr 


Ala 


Asp 


Arg 


Asp 


Glu Lys 


He 


Arg Val Ser Trp 


Ala Ala Ala 










165 








170 


175 


Pro 


His 


Ser 


He 


Glu 


Ser 


Phe Cys 


Leu 


Gly His Thr Glu 


Phe Val Ser 








180 








185 




190 


Arg 


He 


Ser 


Val 


Val 


Pro 


Thr Gin 


Pro 


Gly Leu Leu Leu 


Ser Ser Ser 






195 








200 




205 




Gly 


Asp 


Gly 


Thr 


Leu 


Arg 


Leu Trp 


Glu 


Tyr Arg Ser Gly 


Arg Gin Leu 




210 










215 




220 




His 


Cys 


Cys 


His 


Leu 


Ala 


Ser Leu 


Gin 


Glu Leu Val Asp 


Pro Gin Ala 


225 










230 






235 


240 


Pro 


Gin 


Lys 


Phe 


Ala 


Ala 


Ser Arg 


He 


Ala Phe Trp Cys 


Gin Glu Asn 










245 








250 


255 


Cys 


Val 


Ala 


Leu 


Leu 


Cys 


Asp Gly 


Thr 


Pro Val Val Tyr 


He Phe Gin 








260 








265 




270 


Leu 


Asp 


Ala 


Arg 


Arg 


Gin 


Gin Leu 


Val 


Tyr Arg Gin Gin 


Leu Ala Phe 






275 








280 




285 
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Gin His Gin 


Val 


Trp 


Asp 


Val 


Ala Phe Glu 


Glu 


Thr 


Gin 


Gly 


Leu 


Trp 


290 








295 






300 










Val Leu Gin 


Asp 


Cys 


Gin 


Glu 


Ala Pro Leu 


Val 


Leu 


Tyr 


Arq 


Pro 


Val 


305 






310 






315 










320 


Gly Asp Gin 


Trp 


Gin 


Ser 


Val 


Pro Glu Ser 


Thr 


Val 


Leu 


Lys 


Lys 


Val 






325 






330 










335 

w V/ V 




Ser Gly Val 


Leu 


Arq 


Gly 


Asn 


Tro Ala Met 


Leu 


Glu 


Gly 


Ser 


Ala 


Gly 




340 








345 








350 






Ala Asp Ala 


Ser 


Phe 


Ser 


Ser 


Leu Tyr Lys 


Ala 


Thr 


Phe 


Asp 


Asn 


Val 


355 










360 

www 






365 

v./ 








Thr Spr Tvr 

lilt i 1 J 1 


Leu 

L_ V- U 


Lvs 


Lvs 


Lys 


Glu Glu Ara 


Leu 


Gin 

\wJ III 


Gin 

N-J III 


Gin 


Leu 


Glu 


370 








375 






380 










Lys Lys Gin 


Arg 


Arg 


Arg 


Ser 


Pro Pro Pro 


Gly 


Pro 


Asp 


Gly 


His 


Ala 


385 






390 






395 










400 


1 1 v<i Mpt 


Arg 


Pro 


Gly 


Glu 


Al e\ Thr 1 pu 


Spr 


Cvs 














405 






410 














<210> 


105 






















<211> 


645 






















<212> 


DNA 






















<213> 


Homo sapiens 
















<22Q> 
























<221> 


CDS 






















<222> 


(1). 


. . . (645) 


















<400> 


105 






















ata aat oat 


ttg 


gaa 


gat 


gat 


aaa aca ccc 


cag 


ctt 


tct 


gec 


cat 


QCC 


Met Ser Asd 


Leu 


Glu 


Asp 


Asp 


Glu Thr Pro 


Gin 


Leu 


Ser 


Ala 


His 


Ala 


1 




5 






10 










15 




tta gca get 


etc 


cag 


gaa 


ttt 


tat get gag 


caa 


aag 


caa 


caa 


att 


gag 

Zy ZJ 


Leu Ala Ala 


Leu 


Gin 


Glu 


Phe 


Tyr Ala Glu 


Gin 


Lys 


Gin 


Gin 


He 


Glu 




20 








25 








30 






cca ggc gag 


gat 


gat 


aaa 


tat 


aac att gga 


ata 


ata 


gaa 


gag 


aat 


tgg 


Pro Gly Glu 


Asp 


Asp 


Lys 


Tyr 


Asn He Gly 


He 


He 


Glu 


Glu 


Asn 


Trp 


35 










40 






45 








caa ctg age 


cag 


ttt 


tgg 


tat 


agt cag gaa 


act 


get 


ctg 


cag 


ctg 


gca 


Gin Leu Ser 


Gin 


Phe 


Trp 


Tyr 


Ser Gin Glu 


Thr 


Ala 


Leu 


Gin 


Leu 


Ala 



48 



96 



144 



192 



50 55 60 



cag gag gca att gca get gta gga gaa ggt ggc aga ate gca tgt gtg 



240 
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Gin Glu Ala lie Ala Ala Val Gly Glu Gly Gly Arg He Ala Cys Val 
65 ' 70 75 80 



agt gcc cct agt gtt tac cag aaa etc aga gag ctg tgc aga gaa aac 
Ser Ala Pro Ser Val Tyr Gin Lys Leu Arg Glu Leu Cys Arg Glu Asn 

85 90 95 



288 



ttt teg ata tac ate ttt gaa tat gac aaa aga ttt gcc atg tat gga 
Phe Ser He Tyr He Phe Glu Tyr Asp Lys Arg Phe Ala Met Tyr Gly 
100 105 110 



336 



gag gag ttt att ttc tat gat tac aat aat cca ttg gac tta ccc gaa 
Glu Glu Phe He Phe Tyr Asp Tyr Asn Asn Pro Leu Asp Leu Pro Glu 
115 120 125 



384 



aga att get gca cat agt ttt gac ate gta ata gca gat cct ccc tat 
Arg He Ala Ala His Ser Phe Asp He Val He Ala Asp Pro Pro Tyr 
130 135 140 



432 



ctt teg gag gaa tgt etc aga aaa aca teg gaa acc gtc aag tac ctg 
Leu Ser Glu Glu Cys Leu Arg Lys Thr Ser Glu Thr Val Lys Tyr Leu 
145 150 155 160 



480 



acg egg ggc aag att ctg ctg tgc aca ggt gcc ate atg gaa gaa cag 
Thr Arg Gly Lys He Leu Leu Cys Thr Gly Ala He Met Glu Glu Gin 
165 170 175 



528 



gca gca gaa etc ctt gga gtg aag atg tgc acg ttt gtt cca aga cac 
Ala Ala Glu Leu Leu Gly Val Lys Met Cys Thr Phe Val Pro Arg His 
180 185 190 



576 



acc egg aac ttg gca aat gag ttt cgc tgt tat gtg aat tat gat tct 
Thr Arg Asn Leu Ala Asn Glu Phe Arg Cys Tyr Val Asn Tyr Asp Ser 
195 200 205 



624 



ggg ctg gac tgt ggg ate tga 
Gly Leu Asp Cys Gly He * 
210 



645 



<210> 106 
<211> 214 
<212> PRT 

<213> Homo sapiens 
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<400> 


106 
















Met 

1 IC V 


Ser 


Asp 


Leu 


Glu 


r^o y 


Asn 


Glu 


Thr 

■ • ■ i 


Pro Gin Leu 

• V \S \*M III ^\pM 


Ser Ala His Ala 


1 








5 










10 


15 


1 Pll 


Ala 


Ala 


t Pll 


Gin 


Glu 

VJ 1 u 


Php 


Tvr 


Ala 


Glu Gin Lvs 

VI 1 U U 1 1 1 l_ Jr .J 


Gin Gin lie Glu 

VJ 1 1 1 VJ 1 1 1 1 1 V> VJ 1 u 








20 










25 




30 


Prn 
ri u 


Gly 


Glu 


Acn 
Mo|J 


Acn 


1 vc 
l/o 


Tvr 


Acn 

rvoi I 


Tie 

1 1 c 


Glv Tie Tie 

vj i Jr lie lie 


Glu Glu Asn Trn 

VJ 1 U VJ 1 U rvj II 1 1 \J 






35 










40 
" vj 






45 


Gin 


Leu 


Ser 


Gin 

v3 III 


PhP 
n ic 


Trn 
i r p 


Tvr 

iyr 


^pp 

OCI 


Gin 


Glu Thr Ala 

vj 1 u i i it n i u 


1 pu Gl n 1 pu Al a 

lcu vj 1 1 1 lcu n i a 




50 










55 






60 

VJ VJ 




Gin 


Glu 


Ala 


Tip 

I 1 c 


Ala 

r\ 1 a 


Ala 


Val 

V O 1 


Glv 
u ly 


Glu 

VJ 1 Li 


Glv Glv Ara 

VJ 1 Jr VJ 1 Jr r\i y 


Tie Ala Cvs Val 

X 1 c niu Vv Jr O Vul 












70 








75 


80 

vj vj 


JCl 


Ala 


Pro 


jcl 


Val 
v a i 


Tvr 

iyr 


Gin 

VJ 1 1 1 


1 VC 


1 PI 1 

LCU 


Am Gl it 1 pu 

r\i vj vj i u i_cu 


Gvc Ara Glu Acn 

Vj Jr O r> 1 y VJ 1 U rAO 1 1 










OJ 










90 


95 
_/ tj 


Dho 
rile 




He 


iyr 


T1p 


Php 
ri Ic 


Gin 
vj 1 U 


Tvr 

iyr 


Acn 
Mop 


1 vc Am Php 

Lj o Ml y rl Ic 


Ala Mpf Tvr Glv 

nl fl 1 IC L IJrl vjljr 








inn 

1UU 










10R 




110 


C\ n 
b 1 U 


Glu 


Phe 


T1p 
1 1 c 


Php 
r I It? 


Tvr 

iyr 




Tvr 

iyr 


Acn 

MOl 1 


Acn Prn 1 pi i 

Mol 1 r 1 U LCU 


Acn 1 pu Prn Gin 

Mop LcU rl U vj 1 u 






115 

X X \J 










120 






125 


mi y 


He 


Ala 


Ala 


Hi c 
n i o 


9pr 


Php 
rl ic 


Acn 
Mo|J 


Tip 

1 1 c 


Val Tip Ala 

VO 1 IIC Mia 


Acn Prn Prn Tvr 
rio \j ri u r i u i y i 














135 






140 




Leu 


Ser 


Glu 


bl U 


Lys 


Leu 


Arg 


1 v/c 

Lys 


i nr 


oer oiu i nr 


\/o1 1 WC Tv/IC 1 £il 1 

vd 1 Lys i yr Leu 


145 










150 








155 


160 


Thr 


Arg 


Gly 


Lys 


He 


Leu 


Leu 


Cys 


Thr 


Gly Ala He 


Met Glu Glu Gin 










165 










170 


175 


Ala 


Ala 


Glu 


Leu 


Leu 


Gly 


Val 


Lys 


Met 


Cys Thr Phe 


Val Pro Arg His 








180 










185 




190 


Thr 


Arg 


Asn 


Leu 


Ala 


Asn 


Glu 


Phe 


Arg 


Cys Tyr Val 


Asn Tyr Asp Ser 






195 










200 






205 


Gly 


Leu 


Asp 


Cys 


Gly 


He 














210 





















<210> 107 
<211> 264 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(264) 

<400> 107 

atg aag age age act ctg ttg acg ate eta gtt etc cag gee ctt ctg 48 

Met Lys Ser Ser Thr Leu Leu Thr He Leu Val Leu Gin Ala Leu Leu 
1 5 10 15 
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gtc tct acg gcc gtg ccc aaa gga cct gca ggc ccg aag aag cag tgc 96 
Val Ser Thr Ala Val Pro Lys Gly Pro Ala Gly Pro Lys Lys Gin Cys 
20 25 30 

tgg tgc ggc gag tgc acc age tgg teg ggc gtg tgg acc tgc gac gac 144 
Trp Cys Gly Glu Cys Thr Ser Trp Ser Gly Val Trp Thr Cys Asp Asp 
35 40 45 

etc etc acc aag tgc gcc gcc acc tgc aag aac tgc gtc ccc gtc tec 192 
Leu Leu Thr Lys Cys Ala Ala Thr Cys Lys Asn Cys Val Pro Val Ser 
50 55 60 

acg gac aag ggc gcc acc aag tac aga tgc cgc gac ttc etc ccc gaa 240 
Thr Asp Lys Gly Ala Thr Lys Tyr Arg Cys Arg Asp Phe Leu Pro Glu 
65 70 75 80 

aac tgc ggc tgc aag ate cac tag 264 
Asn Cys Gly Cys Lys He His * 

85 



<210> 108 
<211> 87 
<212> PRT . 
<213> Homo sapiens 



<400> 108 










Met Lys 


Ser Ser 


Thr 


Leu 


Leu 


Thr 


1 




5 








Val Ser 


Thr Ala 


Val 


Pro 


Lys 


Gly 




20 










Trp Cys 


Gly Glu 


Cys 


Thr 


Ser 


Trp 




35 








40 


Leu Leu 


Thr Lys 


Cys 


Ala 


Ala 


Thr 


50 








55 




Thr Asp 


Lys Gly 


Ala 


Thr 


Lys 


Tyr 


65 






70 






Asn Cys 


Gly Cys 


Lys 


He 


His 





85 



He 


Leu Val Leu Gin 


Ala Leu Leu 




10 


15 


Pro 


Ala Gly Pro Lys 


Lys Gin Cys 


25 




30 


Ser 


Gly Val Trp Thr 


Cys Asp Asp 




45 




Cys 


Lys Asn Cys Val 


Pro Val Ser 




60 




Arg 


Cys Arg Asp Phe 


Leu Pro Glu 




75 


80 



<210> 109 
<211> 378 
<212> DNA 
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<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(378) 



<400> 109 

atg aag gaa gaa gga aaa etc eta ttt tat gcg aca age cgt gee tat 

Met Lys Glu Glu Gly Lys Leu Leu Phe Tyr Ala Thr Ser Arg Ala Tyr 
15 10 15 



48 



gtg gaa tct ate tgt teg aat aat ttt gac agt ttc eta cat gaa act 
Val Glu Ser He Cys Ser Asn Asn Phe Asp Ser Phe Leu His Glu Thr 
20 25 30 



96 



cat gaa aac aaa tac gga aaa gga att tac ttt gca aaa gat gee ate 
His Glu Asn Lys Tyr Gly Lys Gly He Tyr Phe Ala Lys Asp Ala He 
35 40 45 



144 



tat tec cac aaa aat tgc ccg tat gat gee aaa aac gtc gtt atg ttt 
Tyr Ser His Lys Asn Cys Pro Tyr Asp Ala Lys Asn Val Val. Met Phe 
50 55 60 



192 



gta gec caa gtt ctg gtt gga aag ttt act gaa gga aat ata acg tac 
Val Ala Gin Val Leu Val Gly Lys Phe Thr Glu Gly Asn He Thr Tyr 
65 70 75 80 



240 



acg age cct cct cca cag ttc gac age tgt gtg gat ace aga teg aat 
Thr Ser Pro Pro Pro Gin Phe Asp Ser Cys Val Asp Thr Arg Ser Asn 

85 90 95 



288 



ccc tec gtt ttt gtc ate ttt cag aaa gat cag gtt tac cca caa tat 
Pro Ser Val Phe Val He Phe Gin Lys Asp Gin Val Tyr Pro Gin Tyr 
100 105 110 



336 



gtg att gaa tat act gaa gac aaa gee tgc gtg att agt tag 
Val He Glu Tyr Thr Glu Asp Lys Ala Cys Val He Ser * 
115 120 125 



378 



<210> 110 
<211> 125 
<212> PRT 

<213> Homo sapiens 
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<400> 110 

Met Lys Glu Glu Gly Lys Leu Leu Phe Tyr Ala Thr Ser Arg Ala Tyr 
1 5 10 15 

Val Glu Ser He Cys Ser Asn Asn Phe Asp Ser Phe Leu His Glu Thr 

20 25 30 

His Glu Asn Lys Tyr Gly Lys Gly He Tyr Phe Ala Lys Asp Ala He 

35 40 45 

Tyr Ser His Lys Asn Cys Pro Tyr Asp Ala Lys Asn Val Val Met Phe 

50 55 60 

Val Ala Gin Val Leu Val Gly Lys Phe Thr Glu Gly Asn He Thr Tyr 
65 70 75 80 

Thr Ser Pro Pro Pro Gin Phe Asp Ser Cys Val Asp Thr Arg Ser Asn 

85 90 95 

Pro Ser Val Phe Val He Phe Gin Lys Asp Gin Val Tyr Pro Gin Tyr 

100 105 110 

Val lie Glu Tyr Thr Glu Asp Lys Ala Cys Val He Ser 
115 120 125 

<210> 111 
<211> 1965 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(1965) 

<400> 111 

atg gcg gcg gcg gca ttg ggc age tec tea ggc teg gcg tec ccg gec 48 
Met Ala Ala Ala Ala Leu Gly Ser Ser Ser Gly Ser Ala Ser Pro Ala 
1 5 10 15 

gtg get gag etc tgc cag aac acc ccg gag acc ttt ttg gag gec tec 96 
Val Ala Glu Leu Cys Gin Asn Thr Pro Glu Thr Phe Leu Glu Ala Ser 
20 25 30 

aag ctg ctg etc acc tat get gac aac ate etc aga aac cct aat gat 144 
Lys Leu Leu Leu Thr Tyr Ala Asp Asn He Leu Arg Asn Pro Asn Asp 
35 40 45 

gaa aaa tat aga tec ate egg att gga aac aca gec ttt tct act aga 192 
Glu Lys Tyr Arg Ser He Arg He Gly Asn Thr Ala Phe Ser Thr Arg 
50 55 60 
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etc ttg cct gtc aga gga get gtt gaa 
Leu Leu Pro Val Arg Gly Ala Val Glu 
65 70 

gaa gag gga gaa aca cat etc ate ttt 
Glu Glu Gly Glu Thr His Leu He Phe 

85 



tgt tta ttt gaa atg ggc ttt 240 
Cys Leu Phe Glu Met Gly Phe 
75 80 

cct aaa aaa get tea gtg gag 288 
Pro Lys Lys Ala Ser Val Glu 
90 95 



cag ctg caa aaa att cgt gac ctg att gee ata gag aga agt age aga 336 
Gin Leu Gin Lys He Arg Asp Leu He Ala He Glu Arg Ser Ser Arg 
100 105 110 

ctg gat ggc tea aat aag age cac aaa gta aag tea tct cag caa cct 384 
Leu Asp Gly Ser Asn Lys Ser His Lys Val Lys Ser Ser Gin Gin Pro 
115 120 125 

gca gec agt acc cag ctt cct aca aca cca tct tea aat ccc agt ggg 432 
Ala Ala Ser Thr Gin Leu Pro Thr Thr Pro Ser Ser Asn Pro Ser Gly 
130 135 140 

tta aac cag cac aca agg aac cgt caa ggg cag tea tea gat cca cca 480 
Leu Asn Gin His Thr Arg Asn Arg Gin Gly Gin Ser Ser Asp Pro Pro 
145 150 155 160 

tct get tea acg gtt get get gac tea gee att eta gaa gtt ctt cag 528 
Ser Ala Ser Thr Val Ala Ala Asp Ser Ala He Leu Glu Val Leu Gin 

165 170 175 

tec aac att cag cat gtg ctg gtc tat gaa aat cct get ctt cag gag 576 
Ser Asn He Gin His Val Leu Val Tyr Glu Asn Pro Ala Leu Gin Glu 
180 185 190 

aaa gcg ttg get tgt att ccg gtc caa gaa eta aaa agg aaa tea caa 624 
Lys Ala Leu Ala Cys He Pro Val Gin Glu Leu Lys Arg Lys Ser Gin 
195 200 205 

gaa aag tta teg aga get aga aaa ttg gat aaa ggt ate aat ata agt 672 
Glu Lys Leu Ser Arg Ala Arg Lys Leu Asp Lys Gly He Asn He Ser 
210 215 220 

gat gag gat ttt ctt ttg ctg gag ctt ttg cac tgg ttt aag gaa gaa 720 
Asp Glu Asp Phe Leu Leu Leu Glu Leu Leu His Trp Phe Lys Glu Glu 
225 230 235 240 
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ttt ttt cac tgg gtg aat aac gtt ttg tgc age aaa tgt ggt gga cag 768 
Phe Phe His Trp Val Asn Asn Val Leu Cys Ser Lys Cys Gly Gly Gin 
245 250 255 

act agg tct aga gat aga tea tta ctg ccc agt gat gat gag ctg aag 816 
Thr Arg Ser Arg Asp Arg Ser Leu Leu Pro Ser Asp Asp Glu Leu Lys 
260 265 270 

tgg ggt gca aag gaa gtg gaa gat cat tac tgt gat gec tgc cag ttc 864 
Trp Gly Ala Lys Glu Val Glu Asp His Tyr Cys Asp Ala Cys Gin Phe 
275 280 285 

age aat cga ttc cca aga tat aat aac cct gag aaa ctt ttg gaa aca 912 
Ser Asn Arg Phe Pro Arg Tyr Asn Asn Pro Glu Lys Leu Leu Glu Thr 
290 295 300 

aga tgt gga egg tgt ggc gag tgg gec aat tgt ttt aca ctg tgc tgc 960 
Arg Cys Gly Arg Cys Gly Glu Trp Ala Asn Cys Phe Thr Leu Cys Cys 
305 310 315 320 

cga get gta ggg ttt gaa get cgc tat gtt tgg gat tac aca gac cat 1008 
Arg Ala Val Gly Phe Glu Ala Arg Tyr Val Trp Asp Tyr Thr Asp His 
. 325 330 335 

gtc tgg aca gaa gtc tat tct cct tct cag cag egg tgg ctg cac tgt 1056 
Val Trp Thr Glu Val Tyr Ser Pro Ser Gin Gin Arg Trp Leu His Cys 
340 345 350 

gat gca tgt gaa gat gtc tgt gac aag cca etc ctt tat gaa ata gga 1104 
Asp Ala Cys Glu Asp Val Cys Asp Lys Pro Leu Leu Tyr Glu He Gly 
355 360 365 

tgg ggc aag aag ctt tec tat gtc ata gca ttt tea aaa gat gag gta 1152 
Trp Gly Lys Lys Leu Ser Tyr Val He Ala Phe Ser Lys Asp Glu Val 
370 375 380 

gtt gat gtc act tgg cga tat tec tgc aaa cat gaa gag gtg att gee 1200 
Val Asp Val Thr Trp Arg Tyr Ser Cys Lys His Glu Glu Val He Ala 
385 390 395 400 

aga aga act aag gtt aaa gaa gca tta ctt cga gac act att aat ggg 1248 
Arg Arg Thr Lys Val Lys Glu Ala Leu Leu Arg Asp Thr He Asn Gly 

405 410 415 
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ctt aat aag cag agg caa ctg ttt ttg tea gaa aac aga agg aaa gaa 1296 
Leu Asn Lys Gin Arg Gin Leu Phe Leu Ser Glu Asn Arg Arg Lys Glu 
420 425 430 

ctt etc cag agg ata att gtg gag ctt gtt gaa ttt ata tct ccc aaa 1344 
Leu Leu Gin Arg He He Val Glu Leu Val Glu Phe He Ser Pro Lys 
435 440 445 

acc cct aaa cct gga gaa ctt ggg gga aga ata tct ggg tea gtg get 1392 
Thr Pro Lys Pro Gly Glu Leu Gly Gly Arg He Ser Gly Ser Val Ala 
450 455 460 

tgg aga gta gee cga ggt gaa atg ggt eta cag aga aaa gaa acc ttg 1440 
Trp Arg Val Ala Arg Gly Glu Met Gly Leu Gin Arg Lys Glu Thr Leu 
465 470 475 480 

ttt att ccc tgt gaa aat gag aag att tct aaa cag etc cac ctt tgt 1488 
Phe He Pro Cys Glu Asn Glu Lys He Ser Lys Gin Leu His Leu Cys 
485 490 495 

tac aat att gtg aaa gat cgt tat gtt cga gtt tea aat aac aat caa 1536 
Tyr Asn He Val Lys Asp Arg Tyr Val Arg Val Ser Asn Asn Asn Gin 
500 505 510 

acc att tct gga tgg gag aat ggc gtg tgg aaa atg gaa tct ata ttc 1584 
Thr He Ser Gly Trp Glu Asn Gly Val Trp Lys Met Glu Ser He Phe 
515 520 525 

aga aaa gtt gaa aca gac tgg cac atg gta tat ttg gee cga aag gaa 1632 
Arg Lys Val Glu Thr Asp Trp His Met Val Tyr Leu Ala Arg Lys Glu 
530 535 540 

gga tea tct ttt get tat att tec tgg aag ttt gag tgt ggg tea gtt 1680 
Gly Ser Ser Phe Ala Tyr He Ser Trp Lys Phe Glu Cys Gly Ser Val 
545 550 555 560 

ggc eta aaa gta gat age att tct att aga aca agt agt caa act ttt 1728 
Gly Leu Lys Val Asp Ser He Ser He Arg Thr Ser Ser Gin Thr Phe 

565 570 575 

cag act gga aca gta gaa tgg aaa ttg cga tct gat aca gca caa gta 1776 
Gin Thr Gly Thr Val Glu Trp Lys Leu Arg Ser Asp Thr Ala Gin Val 
580 585 590 
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gaa ctg aca ggc gat aac agt ctt cac tec tat get gat ttt tct ggt 1824 
Glu Leu Thr Gly Asp Asn Ser Leu His Ser Tyr Ala Asp Phe Ser Gly 
595 600 605 

gee act gaa gtt att ttg gaa gca gaa tta age aga gga gat ggt gat 1872 
Ala Thr Glu Val He Leu Glu Ala Glu Leu Ser Arg Gly Asp Gly Asp 
610 615 620 

gtc get tgg caa cac acc cag ctg ttt aga caa age tta aat gac cat 1920 
Val Ala Trp Gin His Thr Gin Leu Phe Arg Gin Ser Leu Asn Asp His 
625 630 635 640 

gaa gaa aat tgt ttg gag ata att ata aaa ttc agt gac ctt tga 1965 
Glu Glu Asn Cys Leu Glu He He He Lys Phe Ser Asp Leu * 
645 650 



<210> 112 
<211> 654 
<212> PRT 

<213> Homo sapiens 



<400> 112 



Met Ala 


Ala 


Ala 


Ala 


Leu 


Gly 


Ser Ser Ser Gly Ser Ala Ser 


Pro Ala 


1 






5 






10 




15 


Val Ala 


Glu 


Leu 


Cys 


Gin 


Asn 


Thr Pro Glu Thr Phe Leu -Glu 


Ala Ser 






20 








25 


30 




Lys Leu 


Leu 


Leu 


Thr 


Tyr 


Ala 


Asp Asn He Leu Arg Asn 


Pro 


Asn Asp 




35 










40 45 






Glu Lys 


Tyr 


Arg 


Ser 


He 


Arg 


He Gly Asn Thr Ala Phe 


Ser 


Thr Arg 


50 










55 


60 






Leu Leu 


Pro 


Val 


Arg 


Gly 


Ala 


Val Glu Cys Leu Phe Glu 


Met 


Gly Phe 


65 








70 




75 




80 


Glu Glu 


Gly 


Glu 


Thr 


His 


Leu 


He Phe Pro Lys Lys Ala 


Ser 


Val Glu 








85 






90 




95 


Gin Leu 


Gin 


Lys 


He 


Arg 


Asp 


Leu lie Ala He Glu Arg 


Ser 


Ser Arg 






100 








105 


110 




Leu Asp 


Gly 


Ser 


Asn 


Lys 


Ser 


His Lys Val Lys Ser Ser 


Gin 


Gin Pro 




115 










120 125 






Ala Ala 


Ser 


Thr 


Gin 


Leu 


Pro 


Thr Thr Pro Ser Ser Asn 


Pro 


Ser Gly 


130 










135 


140 






Leu Asn 


Gin 


His 


Thr 


Arg 


Asn 


Arg Gin Gly Gin Ser Ser 


Asp 


Pro Pro 


145 








150 




155 




160 
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Ser Ala Ser Thr Val Ala Ala Asp Ser Ala 

165 170 
Ser Asn He Gin His Val Leu Val Tyr Glu 

180 185 
Lys Ala Leu Ala Cys He Pro Val Gin Glu 

195 200 
Glu Lys Leu Ser Arg Ala Arg Lys Leu Asp 

210 215 
Asp Glu Asp Phe Leu Leu Leu Glu Leu Leu 
225 230 
Phe Phe His Trp Val Asn Asn Val Leu Cys 
245 250 
Thr Arg Ser Arg Asp Arg Ser Leu Leu Pro 

250 265 
Trp Gly Ala Lys Glu Val Glu Asp His Tyr 

275 280 
Ser Asn Arg Phe Pro Arg Tyr Asn Asn Pro 

290 295 
Arg Cys Gly Arg Cys Gly Glu Trp Ala Asn 
305 310 
Arg Ala Val Gly Phe Glu Ala Arg Tyr Val 
325 330 
Val Trp Thr Glu Val Tyr Ser Pro Ser Gin 

340 345 
Asp Ala Cys Glu Asp Val Cys Asp Lys Pro 

355 360 
Trp Gly Lys Lys Leu Ser Tyr Val He Ala 

370 375 
Val Asp Val Thr Trp Arg Tyr Ser Cys Lys 
385 390 
Arg Arg Thr Lys Val Lys Glu Ala Leu Leu 
405 ■ 410 

Leu Asn Lys Gin Arg Gin Leu Phe Leu Ser 

420 425 
Leu Leu Gin Arg He He Val Glu Leu Val 

435 440 
Thr Pro Lys Pro Gly Glu Leu Gly Gly Arg 

450 455 
Trp Arg Val Ala Arg Gly Glu Met Gly Leu 
465 470 
Phe He Pro Cys Glu Asn Glu Lys He Ser 
485 490 
Tyr Asn lie Val Lys Asp Arg Tyr Val Arg 
500 505 



He Leu Glu Val 

Asn Pro Ala Leu 
190 

Leu Lys Arg Lys 
205 

Lys Gly He Asn 
220 

His Trp Phe Lys 
235 

Ser Lys Cys Gly 

Ser Asp Asp Glu 
270 

Cys Asp Ala Cys 
285 

Glu Lys Leu Leu 
300 

Cys Phe Thr Leu 
315 

Trp Asp Tyr Thr 

Gin Arg Trp Leu 
350 

Leu Leu Tyr Glu 
365 

Phe Ser Lys Asp 
380 

His Glu Glu Val 
395 

Arg Asp Thr He 

Glu Asn Arg Arg 
430 

Glu Phe He Ser 
445 

He Ser Gly Ser 
460 

Gin Arg Lys Glu 
475 

Lys Gin Leu His 

Val Ser Asn Asn 
510 



Leu Gin 
175 

Gin Glu 

Ser Gin 

He Ser 

Glu Glu 
• 240 
Gly Gin 
255 

Leu Lys 

Gin Phe 

Glu Thr 

Cys Cys 
320 
Asp His 
335 

His Cys 

He Gly 

Glu Val 

He Ala 
400 
Asn Gly 
415 

Lys Glu 

Pro Lys 

Val Ala 

Thr Leu 
480 
Leu Cys 
495 

Asn Gin 
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Thr 


lie 


Ser 


Gly 


TrD 


Glu 


Asn Gly Val 


Trp 

r 


Lys 


Met 


Glu 


Ser 


He 


Phe 






515 








520 








525 








Arn 


Lvs 


Val 


Glu 


Thr 


Asd 


TrD His Met 


Val 


Tyr 


Leu 


Ala 


Ara 


Lys 


Glu 
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540 










Gl V 


Spr 
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Ala 


Tvr 


Tip Ser Tpd 
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Phe 


Glu 


Cvs 


Gly 


Spr 


Val 

V u ■ 
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Gl V 


I pi i 




Val 
v a i 


A^n 


*\pr 


Tip Spr Tip 


Ara 
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1 1 ii 
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Spr 
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1 1 it 


Gl v 


Thr 


Val 




Trn 1 1 pu 


Ara 


Spr 


A^n 


Thr 


Ala 


Gin 


Val 

V Q 1 








580 






585 










590 






Glu 


Leu 


Thr 


Gly 


Asp 


Asn 


Ser Leu His 


Ser 


Tyr 


Ala 


Asp 


Phe 


Ser 


Gly 






595 








600 








605 








Ala 


Thr 


Glu 


Val 


He 


Leu 


Glu Ala Glu 


Leu 


Ser 


Arg 


Gly 


Asp 


Gly 


Asp 




610 










615 






620 










Val 


Ala 


Trp 


Gin 


His 


Thr 


Gin Leu Phe 


Arg 


Gin 


Ser 


Leu 


Asn 


Asp 


His 


625 










630 






635 










640 


Glu 


Glu 


Asn 


Cys 


Leu 


Glu 


He He He 


Lys 


Phe 


Ser 


Asp 


Leu 







645 650 



<210> 113 
<211> 585 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(585) 





<400> 


113 
























atg 


tct 


gca 


ttg 


tgg 


ctg 


ctg ctg ggc 


etc 


ctt 


gec 


ctg 


atg 


gac 


ttg 


48 


Met 


Ser 


Ala 


Leu 


Trp 


Leu 


Leu Leu Gly 


Leu 


Leu 


Ala 


Leu 


Met 


Asp 


Leu 




1 








5 






10 










15 






tct 


gaa 


age 


age 


aac 


tgg 


gga tgc tat 


gga 


aac 


ate 


caa 


age 


ctg 


gac 


96 


Ser 


Glu 


Ser 


Ser 


Asn 


Trp 


Gly Cys Tyr 


Gly 


Asn 


He 


Gin 


Ser 


Leu 


Asp 










20 






25 










30 








acc 


cct 


gga 


gca 


tct 


tgt 


ggg att gga 


aga 


cgt 


cac 


ggc 


ctg 


aac 


tac 


144 


Thr 


Pro 


Gly 


Ala 


Ser 


Cys 


Gly He Gly 


Arg 


Arg 


His 


Gly 


Leu 


Asn 


Tyr 








35 








40 








45 











tgt gga gtt cgt get tct gaa agg ctg get gaa ata gac atg cca tac 
Cys Gly Val Arg Ala Ser Glu Arg Leu Ala Glu He Asp Met Pro Tyr 
50 55 60 



192 
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etc ctg aaa tat caa ccc atg atg caa acc att ggc caa aag tac tgc 
Leu Leu Lys Tyr Gin Pro Met Met Gin Thr He Gly Gin Lys Tyr Cys 
65 70 75 80 



240 



atg gat cct gec gtg ate get ggt gtc ttg tec agg aag tct ccc ggt 
Met Asp Pro Ala Val lie Ala Gly Val Leu Ser Arg Lys Ser Pro Gly 

85 90 95 



288 



gac aaa att ctg gtc aac atg ggc gat agg act age atg gtg cag gac 
Asp Lys He Leu Val Asn Met Gly Asp Arg Thr Ser Met Val Gin Asp 
100 105 110 



336 



cct ggc tct caa get ccc aca tec tgg att agt gag tct cag gtt tec 
Pro Gly Ser Gin Ala Pro Thr Ser Trp He Ser Glu Ser Gin Val Ser 
115 120 125 



384 



cag aca act gaa gtt ctg act act aga ate aaa gaa ate cag agg agg 
Gin Thr Thr Glu Val Leu Thr Thr Arg He Lys Glu He Gin Arg Arg 
130 135 140 



432 



ttt cca acc tgg acc cct gac cag tac ctg aga ggt gga etc tgt gee 
Phe Pro Thr Trp Thr Pro Asp Gin Tyr Leu Arg Gly Gly Leu Cys Ala 
145 150 155 160 



480 



tac agt ggg ggt get ggc tat gtc cga age age cag gac ctg age tgt 
Tyr Ser Gly Gly Ala Gly Tyr Val Arg Ser Ser Gin Asp Leu Ser Cys 

165 170 175 



528 



gac ttc tgc aat gat gtc ctt gca cga gee aag tac etc aag aga cat 
Asp Phe Cys Asn Asp Val Leu Ala Arg Ala Lys Tyr Leu Lys Arg His 
180 185 190 



576 



ggc ttc taa 
Gly Phe * 



585 



<210> 114 
<211> 194 
<212> PRT 

<213> Homo sapiens 



<400> 114 
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i r p 


l pi j 


i pi j I pi i 


1 
1 
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u 1 Li 
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Gl V Pvc 
U 1 j LY 5 
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Gl V 
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OO 
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biy 
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AT a 
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r*1 , , A rri 

b 1 U Arg 




oU 










OO 


Leu 
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Lys 
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n n 

bin 


rro 


net riet 


00 










in 
/u 




net 


ASP 


pro 


Ala 

Aid 


Va 1 


T "I rv 

1 1 e 


Ala n w 

a i a biy 










QC 
OO 






A r ri 

ASp 


Lys 


Tin 

l le 


Leu 


Va 1 


ASM 


net u ly 








i nn 
1UU 








n 

rPO 


biy 


C /*v 

oer 


b 1 n 


Al a 

A 1 a 


rTO 


inr oer 






115 








120 


Gin 


Thr 


Thr 


Glu 


Val 


Leu 


Thr Thr 




130 










135 


Phe 


Pro 


Thr 


Trp 


Thr 


Pro 


Asp Gin 


145 










150 




Tyr 


Ser 


Gly 


Gly 


Ala 


Gly 


Tyr Val 










165 






Asp 


Phe 


Cys 


Asn 


Asp 


Val 


Leu Ala 



180 

Gly Phe 



Gly 


Leu 


Leu 

i_ v» M 


Ala Leu Mpt 


Acn 1 pij 




10 








Tvr 
i y \ 


Glv 


Mn 

*VO 1 1 


Hp Gin ^pr 

lit Ulll JCI 


f pii Acn 

LCU nop 








^n 




Glv 
u ly 


Ara 


Aro 


Hi c Gl v 1 pn 
in j u i y lcu 


Acn Tvr 
Moi i i y \ 








*HO 




1 pi i 

LcU 


Ala 
M i a 


Gin 


Tip Acn Mpt" 
1 1 c Mop Pic L 


ri u iyr 








OU 




Gin 

Ulll 


Thr 


Tip 

1 1 c 


Gl v Gin 1 vc 

U 1 y VJ 1 II Ljr o 


Tvr P vc 

iji y»y~> 






/ 0 




on 
oU 


va i 


1 pi i 


Cop 
Oci 


Arn 1 \/c Cor 
Ml y Ljo Oci 


Prn £lv 
ri u o iy 




on 






yo 


Acn 
M;>P 


Am 

Mi y 


Thr 
1 ill 


Cor Mpt \/al 
Oci Pie I Vd 1 


PI ri Acn 
u 1 1 1 M5p 








1 1 n 




irp 


T1p 


Cof» 
OCI 


(11 ii Cor HI n 

u i u Oct u i n 


\/al Cpr 

Vd i oer 








1 OP* 

125 




Arg 


He 


Lys 


Glu He Gin 


Arg Arg 








140 




Tyr 


Leu 


Arg 


Gly Gly Leu 


Cys Ala 






155 




160 


Arg 


Ser 


Ser 


Gin Asp Leu 


Ser Cys 




170 






175 


Arg 


Ala 


Lys 


Tyr Leu Lys 


Arg His 


185 






190 





<210> 115 
<211> 933 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(933) 



<221> mi sc_f eature 
<222> (D...C933) 
<223> n = A.T.C or G 



<400> 115 

atg ctg gtg gtg gag gtg gcg aac ggc cgc tec ctg gtg tgg gga gec 48 
Met Leu Val Val Glu Val Ala Asn Gly Arg Ser Leu Val Trp Gly Ala 
15 10 15 
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gag gcg gtg cag gcc etc egg gag cgc ctg ggt gtg ggg ggc cgc acg 96 
Glu Ala Val Gin Ala Leu Arg Glu Arg Leu Gly Val Gly Gly Arg Thr 
20 25 30 

gta ggc gcc ctg ccc cgc ggg ccc cgc cag aac teg cgc ctg ggc etc 144 
Val Gly Ala Leu Pro Arg Gly Pro Arg Gin Asn Ser Arg Leu Gly Leu 
35 .40 45 

ccg ctg ctg ctg atg ccc gaa gag gcg egg etc ttg gcc gag ate ggc 192 
Pro Leu Leu Leu Met Pro Glu Glu Ala Arg Leu Leu Ala Glu He Gly 
50 55 60 

gcc gtg act ctg gtc age gcc ccg cgt cca gac tct egg cac cac age 240 
Ala Val Thr Leu Val Ser Ala Pro Arg Pro Asp Ser Arg His His Ser 
65 70 75 80 

ctg gcc ctg aca tec ttc aag cgc can caa gag gag age ttc cag gag 288 
Leu Ala Leu Thr Ser Phe Lys Arg Xaa Gin Glu Glu Ser Phe Gin Glu 

85 90 95 

cag age gcc ttg gca get gag gcc egg gag ace cgt cgt cag gag etc 336 
Gin Ser Ala Leu Ala Ala Glu Ala Arg Glu Thr Arg Arg Gin Glu Leu 
100 105 110 

ctg gag aag att acg gag ggc cag get get aag aag cag aaa eta gaa 384 
Leu Glu Lys He Thr Glu Gly Gin Ala Ala Lys Lys Gin Lys Leu Glu 
115 120 125 

cag get tea ggg gcc age tea age cag gag gcc ggc teg age cag get 432 
Gin Ala Ser Gly Ala Ser Ser Ser Gin Glu Ala Gly Ser Ser Gin Ala 
130 135 140 

gcc aaa gag gat gag ace agt gat ggc cag get teg gga gag cag gag 480 
Ala Lys Glu Asp Glu Thr Ser Asp Gly Gin Ala Ser Gly Glu Gin Glu 
145 150 155 160 

gaa get ggc ccc teg tct tec caa gca gga ccc tea aat ggg gta gcc 528 
Glu Ala Gly Pro Ser Ser Ser Gin Ala Gly Pro Ser Asn Gly Val Ala 

165 170 175 

ccc ttg ccc aga tct get etc ctt gtc cag ctg gcc act gcc agg cct 576 
Pro Leu Pro Arg Ser Ala Leu Leu Val Gin Leu Ala Thr Ala Arg Pro 
• 180 185 190 
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cga ccg gtc aag gcc agg ccc ctg gac tgg cgt gtc cag tct aaa gac 624 

Arg Pro Val Lys Ala Arg Pro Leu Asp Trp Arg Val Gin Ser Lys Asp 
195 200 205 

tgg ccc cac gcc ggc cgc cct gcc cac gag ctg cgc tac agt ate tac 572 

Trp Pro His Ala Gly Arg Pro Ala His Glu Leu Arg Tyr Ser lie Tyr 
210 215 220 

aga gac ctg tgg gag cga ggc ttc ttc etc agt gcg get ggc aag ttc 720 

Arg Asp Leu Trp Glu Arg Gly Phe Phe Leu Ser Ala Ala Gly Lys Phe 
225 230 235 240 

gga ggt gac ttc ctg gtc tat cct ggt gac ccc etc cgc ttc cac gcc 768 

Gly Gly Asp Phe Leu Val Tyr Pro Gly Asp Pro Leu Arg Phe His Ala 

245 250 255 

cat tat ate get cag tgc tgg gcc cct gag gac ace ate cca etc caa 816 

His Tyr He Ala Gin Cys Trp Ala Pro Glu Asp Thr He Pro Leu Gin 

260 265 270 

gac ctg gtt get get ggg cgc ctt gga acc age gtc aga aag acc ctg 864 

Asp Leu Val Ala Ala Gly Arg Leu Gly Thr Ser Val Arg Lys Thr Leu 
275 280 285 

etc etc tgt tct ccg cag cct gat ggt aag gtg gtc tac acc tec ctg 912 

Leu Leu Cys Ser Pro Gin Pro Asp Gly Lys Val Val Tyr Thr Ser Leu 
290 295 300 



caa tgg gcc age ctg cag tga 933 
Gin Trp Ala Ser Leu Gin * 
305 310 



<210> 116 
<211> 310 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> CD... (310) 

<223> Xaa = Any Amino Acid 
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He 
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Asp 
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Val 


Ala 
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Gly 


Arg 


Leu 
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Pro 


Gin 


Pro 


Asp 
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Gin 


Trp 


Ala 


Ser 


Leu 


Gin 
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Leu Val Trn Glv Ala 

LCU IQI 1 1 U VJ 1 Jr nlQ 
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mi y 
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220 

ecu 


Phe 


Leu Ser 


Ala Ala Gly Lys Phe 




235 


240 


Gly 


Asp Pro 


Leu Arg Phe His Ala 




250 


255 


Pro 


Glu Asp 


Thr He Pro Leu Gin 


265 




270 


Gly 


Thr Ser 


Val Arg Lys Thr Leu 






285 


Gly 


Lys Val 


Val Tyr Thr Ser Leu 



300 
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<212> DNA 

<213> Homo sapiens 
<220> 



<221> 


CDS 
















<222> 


(1). 


..(828) 












<400> 


117 
















atg gca aat 


ttc 


aag 


ggc 


cac 


gcg ctt 


cca ggg agt 


ttc ttc ctg ate 


48 


Met Ala Asn 


Phe 


Lys 


Gly 


His 


Ala Leu 


Pro Gly Ser 


Phe Phe Leu He 




1 




5 








10 


15 




att ggg ctg 


tgt 


tgg 


tea 


gtg 


aag tac 


ccg ctg aag 


tac ttt age cac 


96 


He Gly Leu 


Cys 


Trp 


Ser 


Val 


Lys Tyr 


Pro Leu Lys 


Tyr Phe Ser His 






20 








25 




30 





acg egg aag aac age cca eta cat tac tat cag cgt etc gag ate gtc 
Thr Arg Lys Asn Ser Pro Leu His Tyr Tyr Gin Arg Leu Glu He Val 
35 40 45 



144 



gaa gec gca att agg act ttg ttt tec gtc act ggg ate ctg gca gag 
Glu Ala Ala He Arg Thr Leu Phe Ser Val Thr Gly He Leu Ala Glu 
50 55 60 



192 



cag ttt gtt ccg gat ggg ccc cac ctg cac etc tac cat gag aac cac 
Gin Phe Val Pro Asp Gly Pro His Leu His Leu Tyr His Glu Asn His 
65 70 75 80 



240 



tgg ata aag tta atg aat tgg cag cac age acc atg tac eta ttc ttt 288 

Trp He Lys Leu Met Asn Trp Gin His Ser Thr Met Tyr Leu Phe Phe 

85 90 95 

gca gtc tea gga att gtt gac atg etc acc tat ctg gtc age cac gtt 336 

Ala Val Ser Gly He Val Asp Met Leu Thr Tyr Leu Val Ser His Val 

100 105 110 

ccc ttg ggg gtg gac aga ctg gtt atg get gtg gca gta ttc atg gaa 384 

Pro Leu Gly Val Asp Arg Leu Val Met Ala Val Ala Val Phe Met Glu 
115 120 125 



ggt ttc etc ttc tac tac cac gtc cac aac egg cct ccg ctg gac cag 
Gly Phe Leu Phe Tyr Tyr His Val His Asn Arg Pro Pro Leu Asp Gin 
130 135 140 



432 
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cac ate cac tea etc ctg ctg tat get ctg ttc gga ggg tgt gtt agt 480 

His He His Ser Leu Leu Leu Tyr Ala Leu Phe Gly Gly Cys Val Ser 

145 150 155 160 

ate tec eta gag gtg ate ttc egg gac cac att gtg ctg gaa ctt ttc 528 
lie Ser Leu Glu Val He Phe Arg Asp His He Val Leu Glu Leu Phe 
165 170 175 

cga ace agt etc ate att ctt cag gga acc tgg ttc tgg cag att ggg 576 
Arg Thr Ser Leu He He Leu Gin Gly Thr Trp Phe Trp Gin He Gly 
180 185 190 

ttt gtg ctg ttc cca cct ttt gga aca ccc gaa tgg gac cag aag gat 624 
Phe Val Leu Phe Pro Pro Phe Gly Thr Pro Glu Trp Asp Gin Lys Asp 
195 200 205 

gat gee aac etc atg ttc ate acc atg tgc ttc tgc tgg cac tac ctg 672 
Asp Ala Asn Leu Met Phe He Thr Met Cys Phe Cys Trp His Tyr Leu 
210 • 215 220 

get gee etc age att gtg gec gtc aac tat tct ctt gtt tac tgc ctt 720 
Ala Ala Leu Ser He Val Ala Val Asn Tyr Ser Leu Val Tyr Cys Leu 
225 230 235 240 

ttg act egg atg aag aga cac gga agg gga gaa ate att gga att cag 768 
Leu Thr Arg Met Lys Arg His Gly Arg Gly Glu He He Gly lie. Gin 
245 250 255 

aag ctg aat tea gat gac act tac cag acc gee etc ttg agt ggc tea 816 
Lys Leu Asn Ser Asp Asp Thr Tyr Gin Thr Ala Leu Leu Ser Gly Ser 
260 265 270 

gat gag gaa tga 828 
Asp Glu Glu * 
275 



<210> 118 
<211> 275 
<212> PRT 

<213> Homo sapiens 



<400> 118 

Met Ala Asn Phe Lys Gly His Ala Leu Pro Gly Ser Phe Phe Leu He 
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He Gly 
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Ala He 


Arg Thr Leu 
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Asp Gly Pro 
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Met Asn Trp 
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Ala Val 


Ser Gly 


He Val Asp 
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Pro Leu 


Gly Val 


Asp Arq Leu 


Val 
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Gly Phe 


Leu Phe 


Tyr Tyr His 


Val 
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135 




His He 


His Ser 


Leu Leu Leu 


Tyr 
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150 




He Ser 


Leu Glu 


Val He Phe 


Ara 
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Arg Thr 


Ser Leu 


He lie Leu 


Gin 
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Phe Val 


Leu Phe 


Pro Pro Phe 


Gly 




195 




200 


Asp Ala 


Asn Leu 


Met Phe He 


Thr 


210 




215 




Ala Ala 


Leu Ser 


He Val Ala 


Val 


225 




230 




Leu Thr 


Arg Met 


Lys Arg His 


Gly 






245 




Lys Leu 


Asn Ser 


Asp Asp Thr 


Tyr 



260 

Asp Glu Glu 
275 





10 


15 




Tyr 


Pro Leu Lys 


Tyr Phe Ser 


His 


25 




30 




Tyr 


Tyr Gin Arg 


Leu Glu He 


Val 






45 




Ser 


Val Thr Gly 


He Leu Ala 


Glu 




60 






Leu 


His Leu Tyr 


His Glu Asn 


His 




75 




80 


His 


Ser Thr Met 


Tyr Leu Phe 


Phe 




90 


95 




Leu 


Thr Tvr Leu 


Val Ser His 

■ \Jt 1 1 VII *J 


Val 


105 




110 

X J. \J 




Met 


Ala Val Ala 


Val Phe Met 


•Glu 






125 




His 


Asn Arq Pro 


Pro Leu Asd 


Gin 




140 






Ala 


Leu Phe Gly 


Gly Cys Val 


Ser 




155 




160 


Asd 


His He Val 


1 pu Gl u I eu 


Phe 




170 


175 




Gly 


Thr TrD- Phe 

fill II l_S » If v_* 


TrD Gin He 

• i \-4 iii xi ^* 


Gly 


185 




190 




Thr 

• i 1 1 


Pro Glu TrD 


Asd Gin L vs 


Asd 

no [_/ 










Met 


Cys Phe Cys 


Trp His Tyr 


Leu 




220 






Asn 


Tyr Ser Leu 


Val Tyr Cys 


Leu 




235 




240 


Arg 


Gly Glu He 


He Gly He 


Gin 




250 


255 




Gin 


Thr Ala Leu 


Leu Ser Gly 


Ser 


265 




270 





<210> 119 
<211> 867 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(867) 
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<400> 119 

atg ggg cgc ctg acg gaa gcg gcg gca gcg ggc age ggc tct egg get 48 

Met Gly Arg Leu Thr Glu Ala Ala Ala Ala Gly Ser Gly Ser Arg Ala 
15 10 15 

gca ggc tgg gca ggg tec cct ccc acg etc ctg ccg ctg tct ccc acg 96 
Ala Gly Trp Ala Gly Ser Pro Pro Thr Leu Leu Pro Leu Ser Pro Thr 
20 25 30 

tec ccc agg tgc gcg gee ace atg gcg tec age gac gag gac ggc ace 144 
Ser Pro Arg Cys Ala Ala Thr Met Ala Ser Ser Asp Glu Asp Gly Thr 
35 40 45 

aac ggc ggc gee teg gag gee ggc gag gac egg gag get ccc ggc aag 192 
Asn Gly Gly Ala Ser Glu Ala Gly Glu Asp Arg Glu Ala Pro Gly Lys 
50 55 60 

egg agg cgc ctg ggg ttc ttg gee acc gee tgg etc acc ttc tac gac 240 
Arg Arg Arg Leu Gly Phe Leu Ala Thr Ala Trp Leu Thr Phe Tyr Asp 
65 70 '75 J 80 

ate gee atg acc gcg ggg tgg ttg gtt eta get att gee atg gta cgt 288 
He Ala Met Thr Ala Gly Trp Leu Val Leu Ala He Ala Met Val Arg 

85 90 95 

ttt tat atg gaa aaa gga aca cac aga ggt tta tat aaa agt att cag 336 
Phe Tyr Met Glu Lys Gly Thr His Arg Gly Leu Tyr Lys Ser He Gin 
100 105 110 

aag aca ctt aaa ttt ttc cag aca ttt gee ttg ctt gag ata gtt cac 384 
Lys Thr Leu Lys Phe Phe Gin Thr Phe Ala Leu Leu Glu He Val His 
115 120 125 

tgt tta att gga att gta cct act tct gtg att gtg act ggg gtc caa 432 
Cys Leu He Gly He Val Pro Thr Ser Val He Val Thr Gly Val Gin 
130 135 140 

gtg agt tea aga ate ttt atg gtg tgg etc att act cac agt ata aaa 480 
Val Ser Ser Arg He Phe Met Val Trp Leu He Thr His Ser He Lys 
145 150 155 160 

cca ate cag aat gaa gag agt gtg gtg ctt ttt ctg gtc gcg tgg act 528 
Pro He Gin Asn Glu Glu Ser Val Val Leu Phe Leu Val Ala Trp Thr 
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165 170 175 

gtg aca gag ate act cgc tat tec ttc tac aca ttc age ctt ctt gac 576 
Val Thr Glu He Thr Arg Tyr Ser Phe Tyr Thr Phe Ser Leu Leu Asp 
180 185 190 

cac ttg cca tac ttc att aaa tgg gee aga tat aat ttt ttt ate ate 624 
His Leu Pro Tyr Phe lie Lys Trp Ala Arg Tyr Asn Phe Phe He He 
195 200 205 

tta tat cct gtt gga gtt get ggt gaa ctt ctt aca ata tac get gee 672 
Leu Tyr Pro Val Gly Val Ala Gly Glu Leu Leu Thr He Tyr Ala Ala 
210 . 215 220 

ttg ccg cat gtg aag aaa aca gga atg ttt tea ata aga ctt cct aac 720 
Leu Pro His Val Lys Lys Thr Gly Met Phe Ser He Arg Leu Pro Asn 
225 230 235 240 

aaa tac aat gtc tct ttt gac tac tat tat ttt ctt ctt ata ace atg 768 
Lys Tyr Asn Val Ser Phe Asp Tyr Tyr Tyr Phe Leu Leu He Thr Met 
245 250 255 

gca tea tat ata cct ttg ttt cca caa etc tat ttt cat atg tta cgt 816 
Ala Ser Tyr He Pro Leu Phe Pro Gin Leu Tyr Phe His Met Leu Arg 
260 265 270 

caa aga aga aag gtg ctt cat gga gag gtg att gta gaa aag gat gat 864 
Gin Arg Arg Lys Val Leu His Gly Glu Val He Val Glu Lys Asp Asp 
275 280 285 

taa 867 
★ 



<210> 120 
<211> 288 
<212> PRT 
<213> Homo sapiens 

<400> 120 

Met Gly Arg Leu Thr Glu Ala Ala Ala Ala Gly Ser Gly Ser Arg Ala 

15 10 15 

Ala Gly Trp Ala Gly Ser Pro Pro Thr Leu Leu Pro Leu Ser Pro Thr 
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20 25 30 

Ser Pro Arg Cys Ala Ala Thr Met Ala Ser Ser Asp Glu Asp Gly Thr 

35 40 45 

Asn Gly Gly Ala Ser Glu Ala Gly Glu Asp Arg Glu Ala Pro Gly Lys 

50 55 60 

Arg Arg Arg Leu Gly Phe Leu Ala Thr Ala Trp Leu Thr Phe Tyr Asp 
65 70 75 " 80 

He Ala Met Thr Ala Gly Trp Leu Val Leu Ala He Ala Met Val Arg 

85 90 95 

Phe Tyr Met Glu Lys Gly Thr His Arg. Gly Leu Tyr Lys Ser He Gin 

100 105 110 

Lys Thr Leu Lys Phe Phe Gin Thr Phe Ala Leu Leu Glu He Val His 

115 120 125 

Cys Leu He Gly He Val Pro Thr Ser Val He Val Thr Gly Val Gin 

130 135 140 

Val Ser Ser Arg He Phe Met Val Trp Leu He Thr His Ser He Lys 
145 150 155 160 

Pro He Gin Asn Glu Glu Ser Val Val Leu Phe Leu Val Ala Trp Thr 

165 170 175 

Val Thr Glu He Thr Arg Tyr Ser Phe Tyr Thr Phe Ser Leu Leu Asp 

180 185 190 

His Leu Pro Tyr Phe lie Lys Trp Ala Arg Tyr Asn Phe Phe He He 

195 200 205 

Leu Tyr Pro Val Gly Val Ala Gly Glu Leu Leu Thr He Tyr Ala Ala 

210 215 220 

Leu Pro His Val Lys Lys Thr Gly Met Phe Ser He Arg Leu Pro Asn 
225 230 235 240 

Lys Tyr Asn Val Ser Phe Asp Tyr Tyr Tyr Phe Leu Leu lie Thr Met 

245 250 255 

Ala Ser Tyr He Pro Leu Phe Pro Gin Leu Tyr Phe His Met Leu Arg 

260 265 270 

Gin Arg Arg Lys Val Leu His Gly Glu Val He Val Glu Lys Asp Asp 
275 280 285 



<210> 121 
<211> 177 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(177) 



<400> 121 
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atg gcc gcc acc ttc gac gac tgc ctg tat gcc ttg tgc gtg gtg gac 48 
Met Ala Ala Thr Phe Asp Asp Cys Leu Tyr Ala Leu Cys Val Val Asp 
1 5 10 15 

acc ate aag agg tec age cag acg ggc gag tgg cag aac att gcc ate 96 
Thr He Lys Arg Ser Ser Gin Thr Gly Glu Trp Gin Asn He Ala He 
20 25 30 

atg acc gag gag ccg gag ctg age ccc gcc tac ctg ate age gag gcc 144 
Met Thr Glu Glu Pro Glu Leu Ser Pro Ala Tyr Leu He Ser Glu Ala 
35 40 45 

atg cgc cgc age agg atg tec etc tac tgt tag 177 
Met Arg Arg Ser Arg Met Ser Leu Tyr Cys * 
50 55 



<210> 122 
<211> 58 
<212> PRT 

<213> Homo sapiens 
<400> 122 

Met Ala Ala Thr Phe Asp Asp Cys Leu Tyr Ala Leu Cys Val Val Asp 

15 10 15 

Thr He Lys Arg Ser Ser Gin Thr Gly Glu Trp Gin Asn He Ala He 

20 25 30 

Met Thr Glu Glu Pro Glu Leu Ser Pro Ala Tyr Leu He Ser Glu Ala 

35 40 45 

Met Arg Arg Ser Arg Met Ser Leu Tyr Cys 
50 55 

<210> 123 
<211> 1158 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(1158) 

<400> 123 

atg cag tac cac gcg ctg teg ttg gcc atg cac ggc ttc teg gtg acc 48 
Met Gin Tyr His Ala Leu Ser Leu Ala Met His Gly Phe Ser Val Thr 
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15 10 15 

etc ctg ggg ttc tgc aac tec aaa ccc cat gat gag etc ttg cag aac 96 

Leu Leu Gly Phe Cys Asn Ser Lys Pro His Asp Glu Leu Leu Gin Asn 

20 25 30 

aac aga att cag att gtg ggg ttg aca gaa ctt cag agt ctt gca gtt 144 

Asn Arg He Gin He Val Gly Leu Thr Glu Leu Gin Ser Leu Ala Val 

35 40 45 

ggg ccc cga gtt ttc cag tac gga gtc aaa gtt gta ctt cag get atg 192 

Gly Pro Arg Val Phe Gin Tyr Gly Val Lys Val Val Leu Gin Ala Met 

50 . 55 60 

tac ttg ctg tgg aag ttg atg tgg agg gag cca ggt gee tat ate ttt 240 

Tyr Leu Leu Trp Lys Leu Met Trp Arg Glu Pro Gly Ala Tyr He Phe 

65 70 75 80 

etc cag aac ccc cca ggt ctg cct age att get gtc tgc tgg ttc gtg 288 

Leu Gin Asn Pro Pro Gly Leu Pro Ser He Ala Val Cys Trp Phe Val 

85 90 95 

ggc tgc ctt tgt gga age aag etc gtc att gac tgg cac aac tat ggc 336 

Gly Cys Leu Cys Gly Ser Lys Leu Val He Asp Trp His Asn Tyr Gly 

100 105 110 

tac tec ate atg ggt ctg gtg cat ggc ccc aac cat ccc etc gtt ctg 384 

Tyr Ser He Met Gly Leu Val His Gly Pro Asn His Pro Leu Val Leu 

115 120 125 

ctg gee aag tgg tac gag aag ttc ttt ggg cgc ctg tec cac ctg aac 432 

Leu Ala Lys Trp Tyr Glu Lys Phe Phe Gly Arg Leu Ser His Leu Asn 

. 130 135 140 

ctg tgt gtt ace aat get atg cga gaa gac ctg gcg gat aac tgg cac 480 

Leu Cys Val Thr Asn Ala Met Arg Glu Asp Leu Ala Asp Asn Trp His 

145 150 155 160 

ate agg get gtg ace gtc tac gac aag ccc gca tct ttc ttt aaa gag 528 

He Arg Ala Val Thr Val Tyr Asp Lys Pro Ala Ser Phe Phe Lys Glu 

165 170 175 

aca cct ctg gac ctg cag cac egg etc ttc atg aag ctg ggc age atg 576 

Thr Pro Leu Asp Leu Gin His Arg Leu Phe Met Lys Leu Gly Ser Met 
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180 185 190 

cac tct ccg ttc agg gcc cgc tea gaa cct gag gac cca gtc acg gag .624 

His Ser Pro Phe Arg Ala Arg Ser Glu Pro Glu Asp Pro Val Thr Glu 

195 200 205 

egg teg gcc ttc acg gag egg gat get ggg age ggg ctg gtg acg cgt 672 

Arg Ser Ala Phe Thr Glu Arg Asp Ala Gly Ser Gly Leu Val Thr Arg 

210 215 220 

etc cgt gag egg cca gcc ctg ctg gtc age age acg age tgg aca gag 720 

Leu Arg Glu Arg Pro Ala Leu Leu Val Ser Ser Thr Ser Trp Thr Glu 

225 230 235 240 

gac gaa gac ttc tec ate ctg ctg gca get tta gaa aag ttt gaa caa 768 

Asp Glu Asp Phe Ser He Leu Leu Ala Ala Leu Glu Lys Phe Glu Gin 

245 250 255 

ctg act ctt gat gga cac aac ctt cct tct etc gtc tgt gtg ata aca 816 

Leu Thr Leu Asp Gly His Asn Leu Pro Ser Leu Val Cys Val He Thr 

260 265 270 

ggc aaa ggg cct ctg agg gag tat tat age cgc etc ate cac cag aag 864 

Gly Lys Gly Pro Leu Arg Glu Tyr Tyr Ser Arg Leu He His Gin Lys 

275 280 285 

cac ttc cag cac ate cag gtc tgc acc ccc tgg ctg gag gcc gag gac 912 

His Phe Gin His He Gin Val Cys Thr Pro Trp Leu Glu Ala Glu Asp 

290 295 300 

tac ccc ctg ctt eta ggg teg gcg gac ctg ggt gtc tgt ctg cac acg 960 

Tyr Pro Leu Leu Leu Gly Ser Ala Asp Leu Gly Val Cys Leu His Thr 

305 310 315 320 

tec tec agt ggc ctg gac ctg ccc atg aag gtg gtg gac atg ttc ggg 1008 

Ser Ser Ser Gly Leu Asp Leu Pro Met Lys Val Val Asp Met Phe Gly 

325 330 335 

tgc tgt ttg cct gtg tgt get gtg aac ttc aag tgt tta cat gag ctg 1056 

Cys Cys Leu Pro Val Cys Ala Val Asn Phe Lys Cys Leu His Glu Leu 

340 345 350 

gtg aaa cat gaa gaa aat ggc ctg gtc ttt gag gac tea gag gaa ctg 1104 

Val Lys His Glu Glu Asn Gly Leu Val Phe Glu Asp Ser Glu Glu Leu 
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355 360 365 

gca get cag ctg cag atg ctt ttc tea aac ttt cct gat ctg egg gca 1152 
Ala Ala Gin Leu Gin Met Leu Phe Ser Asn Phe Pro Asp Leu Arg Ala 
370 375 380 

age taa 1158 

Ser * 

385 



<cl\)> 


124 










385 








<CLC> 


PRT 








^91 


Homo sapiens 


<4UU ;> 


124 








net bin lyr 


His 


Ala 


Leu 


Ser Leu Ala Met His Gly Phe Ser Val Thr 


i 




5 




10 15 


Leu Leu biy 


Phe 


Cys 


Asn 


Ser Lys Pro His Asp Glu Leu Leu Gin Asn 




20 






25 30 


Ac n Arri T 1 o 
Mbf 1 Mf y lie 


Gin 


He 


Val 


Gly Leu Thr Glu Leu Gin Ser Leu Ala Val 










40 45 


Gl v Prn Am 

u l Jr n u ru y 


Val 


Phe 


Gin 


Tyr Gly Val Lys Val Val Leu Gin Ala Met 


50 








55 60 


Tyr Leu Leu 


Trp 


Lys 


Leu 


Met Trp Arg Glu Pro Gly Ala Tyr He Phe 


65 






70 


75 80 


Leu Gin Asn 


Pro 


Pro 


Gly 


Leu Pro Ser He Ala Val Cys Trp Phe Val 






85 




90 95 


Gly Cys Leu 


Cys 


Gly 


Ser 


Lys Leu Val He Asp Trp His Asn Tyr Gly 




100 






105 110 


Tyr Ser He 


Met 


Gly 


Leu 


Val His Gly Pro Asn His Pro Leu Val Leu 


115 








120 125 


Leu Ala Lys 


Trp 


Tyr 


Glu 


Lys Phe Phe Gly Arg Leu Ser His Leu Asn 


130 








135 140 


Leu Cys Val 


Thr 


Asn 


Ala 


Met Arg Glu Asp Leu Ala Asp Asn Trp His 


145 






150 


155 160 


lie Arg Ala 


Val 


Thr 


Val 


Tyr Asp Lys Pro Ala Ser Phe Phe Lys Glu 






165 




170 175 


Thr Pro Leu 


Asp 


Leu 


Gin 


His Arg Leu Phe Met Lys Leu Gly Ser Met 




180 






185 190 


His Ser Pro 


Phe 


Arg 


Ala 


Arg Ser Glu Pro Glu Asp Pro Val Thr Glu 


195 








200 205 


Arg Ser Ala 


Phe 


Thr 


Glu 


Arg. Asp Ala Gly Ser Gly Leu Val Thr Arg 
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215 




Leu Arg 


Glu Arg Pro 


Ala Leu 


Leu 


225 




230 




Asp Glu 


Asp Phe Ser 


He Leu 


Leu 




245 






Leu Thr 


Leu Asp Gly 


His Asn 


Leu 




260 






Gly Lys 


Gly Pro Leu 


Arg Glu 


Tyr 




275 




280 


His Phe 


Gin His He 


Gin Val 


Cys 


290 




295 




Tyr Pro 


Leu Leu Leu 


Gly Ser 


Ala 


305 




310 




Ser Ser 


Ser Gly Leu 


Asp Leu 


Pro 




325 






Cys Cys 


Leu Pro Val 


Cys Ala 


Val 




340 






Val Lys 


His Glu Glu 


Asn Gly 


Leu 




355 




360 


Ala Ala 


Gin Leu Gin 


Met Leu 


Phe 


370 




375 





Ser 
385 



<210> 125 
<211> 1002 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . . (1002) 

<221> misc_feature 
<222> (1) . . . (1002) 
<223> n = A.T.C or G 

<400> 125 
atg gcg gcc gcc gca ggn nga ncg 
Met Ala Ala Ala Ala Xaa Xaa Xaa 
1 5 

ggc ggc ggc ggc ggg ggc gcc ggc 
Gly Gly Gly Gly Gly Gly Ala Gly 



175 



220 






Val Ser Ser Thr 


Ser 


Trp Thr Glu 


235 




240 


Ala Ala Leu Glu 


Lys 


Phe Glu Gin 


250 




255 


Pro Ser Leu Val 


Cys 


Val He Thr 


265 




270 


Tyr Ser Arg Leu 


He 


His Gin Lys 




285 




Thr Pro Trp Leu 


Glu 


Ala Glu Asp 


300 






Asp Leu Gly Val 


Cys 


Leu His Thr 


315 




320 


Met Lys Val Val 


Asp 


Met Phe Gly 


330 




335 


Asn Phe Lys Cys 


Leu 


His Glu Leu 


345 




350 


Val Phe Glu Asp 


Ser 


Glu Glu Leu 




365 




Ser Asn Phe Pro 


Asp 


Leu Arg Ala 


380 






etc ctg ctg etc 


etc 


tec tct egg 


Leu Leu Leu Leu 


Leu 


Ser Ser Arg 


10 




15 


ggc tgc ggg gcg 


ctg 


act gcc ggc 


Gly Cys Gly Ala 


Leu 


Thr Ala Gly 
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20 25 30 

tgc ttc cct ggg ctg ggc gtc age cgc cac egg cag cag cag cac cac 144 
Cys Phe Pro Gly Leu Gly Val Ser Arg His Arg Gin Gin Gin His His 
35 40 45 

egg acg gta cac cag agg ate get tec tgg cag aat ttg gga get gtt 192 
Arg Thr Val His Gin Arg He Ala Ser Trp Gin Asn Leu Gly Ala Val 
50 55 60 

tat tgc age act gtt gtg ccc tct gat gat gtt aca gtg gtt tat caa 240 
Tyr Cys Ser Thr Val Val Pro Ser Asp Asp Val Thr Val Val Tyr Gin 
65 70 75 80 

aat ggg tta cct gtg ata tct gtg agg eta cca tec egg cgt gaa cgc 288 
Asn Gly Leu Pro Val He Ser Val Arg Leu Pro Ser Arg Arg Glu Arg 

85 90 95 

tgt cag ttc aca etc aag cct ate tct gac tct gtt ggt gta ttt tta 336 
Cys Gin Phe Thr Leu Lys Pro He Ser Asp Ser Val Gly Val Phe Leu 
100 105 110 

cga caa ctg caa gaa gag gat egg gga att gac aga gtt get ate tat 384 
Arg Gin Leu Gin Glu Glu Asp Arg Gly He Asp Arg Val Ala He Tyr 
115 120 125 

tea cca gat ggt gtt cgc gtt get get tea aca gga ata gac etc etc 432 
Ser Pro Asp Gly Val Arg Val Ala Ala Ser Thr Gly He Asp Leu Leu 
130 135 140 

etc ctt gat gac ttt aag ctg gtc att aat gac tta aca tac cac gta 480 
Leu Leu Asp Asp Phe Lys Leu Val He Asn Asp Leu Thr Tyr His Val 
145 150 155 ' 160 

cga cca cca aaa aga gac etc tta agt cat gaa aat gca gca acg ctg 528 
Arg Pro Pro Lys Arg Asp Leu Leu Ser His Glu Asn Ala Ala Thr Leu 

165 170 175 

aat gat gta aag aca ttg gtc cag caa eta tac acc aca ctg tgc att 576 
Asn Asp Val Lys Thr Leu Val Gin Gin Leu Tyr Thr Thr Leu Cys He 
180 185 190 

gag cag cac cag tta aac aag gaa agg gag ctt att gaa aga eta gag 624 
Glu Gin His Gin Leu Asn Lys Glu Arg Glu Leu He Glu Arg Leu Glu 
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195 200 205 

gat etc aaa gag cag ctg get ccc ctg gaa aag gta cga att gag att 672 

Asp Leu Lys Glu Gin Leu Ala Pro Leu Glu Lys Val Arg He Glu He 

210 215 220 

age aga aaa get gag aag agg acc act ttg gtg eta tgg ggt ggc ctt 720 

Ser Arg Lys Ala Glu Lys Arg Thr Thr Leu Val Leu Trp Gly Gly Leu 
225 230 235 240 

gec tac atg gee aca cag ttt ggc att ttg gee egg ctt acc tgg tgg 768 

Ala Tyr Met Ala Thr Gin Phe Gly He Leu Ala Arg Leu Thr Trp Trp 
245 250 255 

gaa tat tec tgg gac ate atg gag cca gta aca tac ttc ate act tat 816 

Glu Tyr Ser Trp Asp He Met Glu Pro Val Thr Tyr Phe He Thr Tyr 
260 265 270 

gga agt gee atg gca atg tat gca tat ttt gta atg aca cgc cag gaa 864 

Gly Ser Ala Met Ala Met Tyr Ala Tyr Phe Val Met Thr Arg Gin Glu 
275 280 285 

tat gtt tat cca gaa gee aga gac aga caa tac tta eta ttt ttc cat 912 

Tyr Val Tyr Pro Glu Ala Arg Asp Arg Gin Tyr Leu Leu Phe Phe His 

290 295 300 

aaa gga gec aaa aag tea cgt ttt gac eta gag aaa tac aat caa etc 960 

Lys Gly Ala Lys Lys Ser Arg Phe Asp Leu Glu Lys Tyr Asn Gin Leu 
305 310 315 320 

aag gat gca att get cag cag aaa tgg acc tta aga gac tga 1002 

Lys Asp Ala He Ala Gin Gin Lys Trp Thr Leu Arg Asp * 
325 330 



<210> 126 
<211> 333 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (1)...(333) 

<223> Xaa = Any Amino Acid 
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<400> 126 



Met Ala 


Ala 


Ala 


Ala 


Xaa 


Xaa 


Xaa 


Leu 


Leu Leu Leu Leu 


Ser Ser Arg 


1 






5 










10 


15 


Gly Gly 


Gly 


Gly 


Gly 


Gly 


Ala 


Gly 


Gly 


Cys Gly Ala Leu 


Thr Ala Gly 






20 










25 




30 


Cys Phe 


Pro 


Gly 


Leu 


Gly 


Val 


Ser 


Arg 


His Arg Gin Gin 


Gin His His 




35 










40 




45 




Arg Thr 


Val 


His 


Gin 


Arg 


He 


Ala 


Ser 


Trp Gin Asn Leu 


Gly Ala Val 


50 










55 






60 




Tyr Cys 


Ser 


Thr 


Val 


Val 


Pro 


Ser 


Asp 


Asp Val Thr Val 


Val Tyr Gin 


65 








70 








75 


80 


Asn Gly 


Leu 


Pro 


Val 


He 


Ser 


Val 


Arg 


Leu Pro Ser Arg 


Arg Glu Arg 








85 










90 


95 


Cys Gin 


Phe 


Thr 


Leu 


Lys 


Pro 


He 


Ser 


Asp Ser Val Gly 


Val Phe Leu 






100 










105 




110 


Arg Gin 


Leu 


Gin 


Glu 


Glu 


Asp 

r 


Arg 


Gly 


He Asp Arg Val 


Ala He Tyr 




115 










120 




125 




Ser Pro 


Asp 


Gly 


Val 


Arg 


Val 


Ala 


Ala 


Ser Thr Gly He 


Asp Leu Leu 


130 










135 






140 




Leu Leu 


Asp 


Asp 

r 


Phe 


Lys 


Leu 


Val 


He 


Asn Asp Leu Thr 


Tyr His Val 


145 








150 








155 


160 


Arg Pro 


Pro 


Lys 


Arg 


Asp 


Leu 


Leu 


Ser 


His Glu Asn Ala 


Ala Thr Leu 








165 










170 


175 


Asn Asp 


Val 


Lys 


Thr 


Leu 


Val 


Gin 


Gin 


Leu Tyr Thr Thr 


Leu Cys He 






180 










185 




190 


Glu Gin 


His 


Gin 


Leu 


Asn 


Lys 


Glu 


Arg 


Glu Leu He Glu 


Arg Leu Glu 




195 










200 




205 




Asp Leu 


Lys 


Glu 


Gin 


Leu 


Ala 


Pro 


Leu 


Glu Lys Val Arg 


He Glu He 


210 










215 






220 




Ser Arg 


Lys 


Ala 


Glu 


Lys 


Arg 


Thr 


Thr 


Leu Val Leu Trp 


Gly Gly Leu 


225 








230 








235 


240 


Ala Tyr 


Met 


Ala 


Thr 


Gin 


Phe 


Gly 


He 


Leu Ala Arg Leu 


Thr Trp Trp 








245 










250 


255 


Glu Tyr 


Ser 


Trp 


Asp 


He 


Met 


Glu 


Pro 


Val Thr Tyr Phe 


He Thr Tyr 






260 










265 




270 


Gly Ser 


Ala 


Met 


Ala 


Met 


Tyr 


Ala 


Tyr 


Phe Val Met Thr 


Arg Gin Glu 




275 










280 




285 




Tyr Val 


Tyr 


Pro 


Glu 


Ala 


Arg 


Asp 


Arg 


Gin Tyr Leu Leu 


Phe Phe His 


290 










295 






300 




Lys Gly 


Ala 


Lys 


Lys 


Ser 


Arg 


Phe 


Asp 


Leu Glu Lys Tyr 


Asn Gin Leu 


305 








310 








315 


320 


Lys Asp 


Ala 


He 


Ala 


Gin 


Gin 


Lys 


Trp 


Thr Leu Arg Asp 





325 330 
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<210> 127 
<211> 1164 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (1). . .(1164) 

<221> mi sc_f eature 
<222> (1). . .(1164) 
• <223> n = A.T.C or 6 

<400> 127 

atg gtc ata ccc act ttg gcc tec ctg get tct cca act aca eta cag 48 

Met Val He Pro Thr Leu Ala Ser Leu Ala Ser Pro Thr Thr Leu Gin 

15 10 15 

tec cag atg ctt ggg ggc eta gga cag gat gtt ttg tta aat aat tea 96 
Ser Gin Met Leu Gly Gly Leu Gly Gin Asp Val Leu Leu Asn Asn Ser 
20 25 30 

etc act cct aaa tat ctt ggc tgt aag caa gac aac age tct tec cct 144 
Leu Thr Pro Lys Tyr Leu Gly Cys Lys Gin Asp Asn Ser Ser Ser Pro 
35 40 45 

aag ccc age tec gtg ttc aga aat gga ttc tct ggc att aag aag cct 192 
Lys Pro Ser Ser Val Phe Arg Asn Gly Phe Ser Gly He Lys Lys Pro 
50 55 60 

tgg cac aga tgt cac gtc tgc aac cac cac ttc cag ttc aaa cag cac 240 
Trp His Arg Cys His Val Cys Asn His His Phe Gin Phe Lys Gin His 
65 70 75 80 

ctt cga gac cac atg aat aca cac acc aac aga cgc cct tac agt tgt 288 
Leu Arg Asp His Met Asn Thr His Thr Asn Arg Arg Pro Tyr Ser Cys 

85 90 95 

egg att tgt cgc aag tec tat gta cgt cct ggc age ctg age aca cac 336 
Arg He Cys Arg Lys Ser Tyr Val Arg Pro Gly Ser Leu Ser Thr His 
100 105 110 



atg aaa ctt cat cat ggt gag aac cgt ctg aag aaa etc atg tgt tgt 



384 
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Met Lys Leu His His Gly Glu Asn Arg Leu Lys Lys Leu Met Cys Cys 
115 120 125 

gag ttt tgt gca aaa gtg ttt ggc cac ate cga gtc tat ttt ggc cat 432 
Glu Phe Cys Ala Lys Val Phe Gly His He Arg Val Tyr Phe Gly His 
130 135 140 

ctg aaa gaa gtg cat agg gtt gtg ate age act gag cct gcg ccc agt 480 
Leu Lys Glu Val His Arg Val Val He Ser Thr Glu Pro Ala Pro Ser 
145 150 " 155 160 

gaa ctg cag cca gga gac ata cca aag aac aga gac atg agt gtg cga 528 
Glu Leu Gin Pro Gly Asp He Pro Lys Asn Arg Asp Met Ser Val Arg 

165 170 175 

ggc atg gag gga tea ttg gag agg gaa aac aag tec aac ctg gaa gaa 576 
Gly Met Glu Gly Ser Leu Glu Arg Glu Asn Lys Ser Asn Leu Glu Glu 
180 185 190 

gac ttc ctt eta aac cag gca gac gaa gtc aaa tta caa ate aaa tgt 624 
Asp Phe Leu Leu Asn Gin Ala Asp Glu Val Lys Leu Gin lie Lys Cys 
195 200 205 

ggt cnt tgt cag att act get cag tct ttt gcg gaa ata aaa ttt cat 672 
Gly Xaa Cys Gin He Thr Ala Gin Ser Phe Ala Glu lie Lys Phe His 
210 215 220 

tta ctt gat gtt cat gga gag gaa att gag ggc agg eta caa gaa ggg 720 
Leu Leu Asp Val His Gly Glu Glu lie Glu Gly Arg Leu Gin Glu Gly 
225 230 235 240 

acc ttc cca gga age aag ggg act cag gaa gag ttg gtg cag cac get 768 
Thr Phe Pro Gly Ser Lys Gly Thr Gin Glu Glu Leu Val Gin His Ala 

245 250 255 

age ccc gac tgg aaa agg cat cct gag aga ggg aag ccg gag aag gtt 816 
Ser Pro Asp Trp Lys Arg His Pro Glu Arg Gly Lys Pro Glu Lys Val 
260 265 270 

cat tec tec tec gag gaa tea cat gca tgt cca aga ctg aaa agg cag 864 
His Ser Ser Ser Glu Glu Ser His Ala Cys Pro Arg Leu Lys Arg Gin 
275 280 285 



etc cac ctt cat cag aat ggc gtg gaa atg etc atg gaa aat gaa gga 



912 



WO 01/29221 



PCT/US00/29052 



181 

Leu His Leu His Gin Asn Gly Val Glu Met Leu Met Glu Asn Glu Gly 
290 295 300 

ccc cag tea gga acc aac aag cca agg gaa acc tgc cag ggc cct gag 960 
Pro Gin Ser Gly Thr Asn Lys Pro Arg Glu Thr Cys Gin Gly Pro Glu 
305 310 315 320 

tgt cct ggc etc cac acg ttt etc ttg tgg tec cat tea ggc ttt aac 1008 
Cys Pro Gly Leu His Thr Phe Leu Leu Trp Ser His Ser Gly Phe Asn 
325 330 335 

tgc ctg ctt tgt gca gag atg ctg gga egg aaa gag gac etc etc cac 1055 

Cys Leu Leu Cys Ala Glu Met Leu Gly Arg Lys Glu Asp Leu Leu His 

340 345 350 

* 

cac tgg aag cac cag cat aac tgt gag gac cct tec aaa ctg tgg get 1104 

His Trp Lys His Gin His Asn Cys Glu Asp Pro Ser Lys Leu Trp Ala 

355 360 365 

att tta aat acg gtc tec aac cag gga gtg ate gaa ctt tec agt gaa 1152 
He Leu Asn Thr Val Ser Asn Gin Gly Val He Glu Leu Ser Ser Glu 
370 375 380 

get gag aaa tga 1164 

Ala Glu Lys * 

385 



<210> 128 
<211> 387 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (1).. .(387) 

<223> Xaa = Any Amino Acid 

<400> 128 

Met Val He Pro Thr Leu Ala Ser Leu Ala Ser Pro Thr Thr Leu Gin 

15 10 15 

Ser Gin Met Leu Gly Gly Leu Gly Gin Asp Val Leu Leu Asn Asn Ser 

20 25 30 

Leu Thr Pro Lys Tyr Leu Gly Cys Lys Gin Asp Asn Ser Ser Ser Pro 



I 
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35 


40 


Lys 


Pro 


Ser Ser 


Val Phe Arg Asn 




50 




55 


Trp 


His 


Arg Cys 


His Val Cys Asn 


65 






70 


Leu 


Arg 


Asp His 


Met Asn Thr His 








85 


Arg 


He 


Cys Arg 


Lys Ser Tyr Val 






100 




Met 


Lys 


Leu His 


His Gly Glu Asn 






115 


120 


Glu 


Phe 


Cys Ala 


Lys Val Phe Gly 




130 




135 


Leu 


Lys 


Glu Val 


His Arg Val Val 


145 






150 


Glu 


Leu 


Gin Pro 


Gly Asp He Pro 








165 


Gly 


Met 


Glu Gly 


Ser Leu Glu Arg 






180 




Asp 


Phe 


Leu Leu 


Asn Gin Ala Asp 






195 


200 


Gly 


Xaa 


Cys Gin 


He Thr Ala Gin 




210 




215 


Leu 


Leu 


Asp Val 


His Gly Glu Glu 


225 






230 


Thr 


Phe 


Pro Gly 


Ser Lys Gly Thr 








245 


Ser 


Pro 


Asp Trp 


Lys Arg His Pro 






260 




His 


Ser 


Ser Ser 


Glu Glu Ser His 






275 


280 


Leu 


His 


Leu His 


Gin Asn Gly Val 




290 




295 


Pro 


Gin 


Ser Gly 


Thr Asn Lys Pro 


305 






310 


Cys 


Pro 


Gly Leu 


His Thr Phe Leu 








325 


Cys 


Leu 


Leu Cys 


Ala Glu Met Leu 






340 




His 


Trp 


Lys His 


Gin His Asn Cys 






355 


360 


He 


Leu 


Asn Thr 


Val Ser Asn Gin 




370 




375 


Ala 


Glu 


Lys 





Gly 


Phe Ser Gly 


He 


Lys Lys Pro 




60 






His 


His Phe Gin 


Phe 


Lys Gin His 




75 




80 


Thr 


Asn Arg Arg 


Pro 


Tyr Ser Cys 




90 




95 


Arg 


Pro Gly Ser 


Leu 


Ser Thr His 


105 






110 


Arg 


Leu Lys- Lys 


Leu 


Met Cys Cys 






125 




His 


He Arg Val 


Tyr 


Phe Gly His 




140 






He 


Ser Thr Glu 


Pro 


Ala Pro Ser 




155 




160 


Lys 


Asn Arg Asp 


Met 


Ser Val Arg 




170 




175 


Glu 


Asn Lys Ser 


Asn 


Leu Glu Glu 


185 






190 


Glu 


Val Lys Leu 


Gin 


He Lys Cys 






205 




Ser 


Phe Ala Glu 


He 


Lys Phe His 




220 






He 


Glu Gly Arg 


Leu 


Gin Glu Gly 




235 




240 


Gin 


Glu Glu Leu 


Val 


Gin His Ala 




250 




255 


Glu 


Arg Gly Lys 


Pro 


Glu Lys Val 


265 






270 


Ala 


Cys Pro Arg 


Leu 


Lys Arg Gin 






285 




Glu 


Met Leu Met 


Glu 


Asn Glu Gly 




300 






Arg 


Glu Thr Cys 


Gin 


Gly Pro Glu 




315 




320 


Leu 


Trp Ser His 


Ser 


Gly Phe Asn 




330 




335 


Gly 


Arg Lys Glu 


Asp 


Leu Leu His 


345 






350 


Glu 


Asp Pro Ser 


Lys 


Leu Trp Ala 






365 




Gly 


Val He Glu 


Leu 


Ser Ser Glu 




380 
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<210> 129 
<211> 2022 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(2022) 

<221> misc_feature 
<222> (1). . .(2022) 
<223> n = AJ.C or G 

<400> 129 

atg aag aag gac tgc agt ctt cct ctt act gtc ctt acc tgt get aaa 48 
Met Lys Lys Asp Cys Ser Leu Pro Leu Thr Val Leu Thr Cys Ala Lys 
15 10 15 

gca tgt cca cac atg get act tgt gga aat gtt ctg ttt gag gga aga 96 
Ala Cys Pro His Met Ala Thr Cys Gly Asn Val Leu Phe Glu Gly Arg 
20 25 30 

aca gtt cag eta ggg aag ctt tgc tgc act gga gtt gaa act gaa gat 144 
Thr Val Gin Leu Gly Lys Leu Cys Cys Thr Gly Val Glu Thr Glu Asp 
35 40 45 

gat gaa gat act gag tea aat tea teg gta gaa caa gca teg gtt gaa 192 
Asp Glu Asp Thr Glu Ser Asn Ser Ser Val Glu Gin Ala Ser Val Glu 
50 55 60 

gta cct gat gga cca aca etc cat gac cca gac etc tat att gag att 240 
Val Pro Asp Gly Pro Thr Leu His Asp Pro Asp Leu Tyr He Glu He 
65 70 75 80 



gtg aaa aat acg aag tct gtc cca gaa tat tea gag gtg get tat ccc 
Val Lys Asn Thr Lys Ser Val Pro Glu Tyr Ser Glu Val Ala Tyr Pro 

85 90 95 



288 



gat tat ttt ggt cac att ccg cct cca ttc aaa gag cct att tta gaa 
Asp Tyr Phe Gly His lie Pro Pro Pro Phe Lys Glu Pro He Leu Glu. 
100 105 110 



336 
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agg cct tat ggt gta caa agg aca aaa att get caa gat att gaa agg 384 

Arg Pro Tyr Gly Val Gin Arg Thr Lys He Ala Gin Asp He Glu Arg 
115 120 125 

eta ata cat cag agt gat ate ata gat cgt gtg gta tat gac ttg gat 432 

Leu lie His Gin Ser Asp lie He Asp Arg Val Val Tyr Asp Leu Asp 
130 135 140 

aac cca aat tac ace att cca gaa gag gga gat att ttg aaa ttt aac 480 

Asn Pro Asn Tyr Thr He Pro Glu Glu Gly Asp He Leu Lys Phe Asn 

145 150 155 160 

tec aaa ttt gag tct ggg aat ctg cgc ana gta att caa att aga aaa 528 

Ser Lys Phe Glu Ser Gly Asn Leu Arg Xaa Val lie Gin He Arg Lys 
165 170 175 

aat gaa tat gat ctt att ctg aac tea gac ata aac age aat cat tat 576 

Asn Glu Tyr Asp Leu He Leu Asn Ser Asp He Asn Ser Asn His Tyr 
180 185 190 

cat cag tgg ttt tac ttt gaa gtc agt gga atg cga cca ggt gtt get 624 

His Gin Trp Phe Tyr Phe Glu Val Ser Gly Met Arg Pro Gly Val Ala 
195 200 205 

tac agg ttt aac ate att aac tgt gaa aag tec aac agt cag ttt aat 672 

Tyr Arg Phe Asn He He Asn Cys Glu Lys Ser Asn Ser Gin Phe Asn 
210 215 220 

tat ggt atg caa cca etc atg tat teg gtt cag gaa gca tta aat gee 720 

Tyr Gly Met Gin Pro Leu Met Tyr Ser Val Gin Glu Ala Leu Asn Ala 

225 230 235 240 

aga cca tgg tgg att cgt atg ggg act gac att tgt tac tat aaa aat 768 

Arg Pro Trp Trp He Arg Met Gly Thr Asp lie Cys Tyr Tyr Lys Asn 
245 250 255 

cat ttc tea aga agt tea gtt get gca ggt ggg caa aag gga aaa tec 816 

His Phe Ser Arg Ser Ser Val Ala Ala Gly Gly Gin Lys Gly Lys Ser 
260 265 270 

tac tat aca att aca ttt act gtc aat ttt cca cat aaa gat gat gtt 864 

Tyr Tyr Thr He Thr Phe Thr Val Asn Phe Pro His Lys Asp Asp Val 
275 280 285 
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tgc tac ttt get tat cac tat cca tat acg tat tea act tta cag atg 912 

Cys Tyr Phe Ala Tyr His Tyr Pro Tyr Thr Tyr Ser Thr Leu Gin Met 
290 295 300 

cat ctt caa aaa ttg gaa tea gca cac aat cct cag caa ate tat ttt 960 

His Leu Gin Lys Leu Glu Ser Ala His Asn Pro Gin Gin He Tyr Phe 
305 310 315 320 

egg aaa gat gtg tta tgt gaa ace ctg tct gga aac age tgc ccc ttg 1008 

Arg Lys Asp Val Leu Cys Glu Thr Leu Ser Gly Asn Ser Cys Pro Leu 

325 330 335 

gtg act ata aca gca atg cca gag tct aat tat tat gaa cat ate tgc 1056 

Val Thr He Thr Ala Met Pro Glu Ser Asn Tyr Tyr Glu His He Cys 
340 345 350 

cat ttc aga aat cgc cct tac gtt ttc ttg tct get egg gta cat cct 1104 

His Phe Arg Asn Arg Pro Tyr Val Phe Leu Ser Ala Arg Val His Pro 

355 360 365 

gga gaa act aat gca agt tgg gtt atg aaa gga acg ttg gaa tat etc 1152 

Gly Glu Thr Asn Ala Ser Trp Val Met Lys Gly Thr Leu Glu Tyr Leu 
370 375 380 

atg age aat aac ccc act get cag age tta cga gaa tct tat att ttt 1200 

Met Ser Asn Asn Pro Thr Ala Gin Ser Leu Arg Glu Ser Tyr He Phe 
385 390 395 400 

aaa att gtc cct atg tta aat cca gat ggt gtc ate aat gga aat cat 1248 

Lys He Val Pro Met Leu Asn Pro Asp Gly Val lie Asn Gly Asn His 
405 410 415 

cgc tgt tct tta agt gga gag gat ttg aat agg cag tgg caa agt cca 1296 

Arg Cys Ser Leu Ser Gly Glu Asp Leu Asn Arg Gin Trp Gin Ser Pro 
420 425 430 

agt ccg gat tta cat cct aca att tac cat get aag ggg ctg ttg caa 1344 

Ser Pro Asp Leu His Pro Thr He Tyr His Ala Lys Gly Leu Leu Gin 

435 440 445 

tac ttg get gca gtg aag cgt tta ccc ttg gtt tat tgt gat tat cat 1392 

Tyr Leu Ala Ala Val Lys Arg Leu Pro Leu Val Tyr Cys Asp Tyr His 
450 455 460 
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ggc cat tec cga aag aag aat gta ttt atg tat ggt tgc age ate aaa 1440 
Gly His Ser Arg Lys Lys Asn Val Phe Met Tyr Gly Cys Ser He Lys 
465 470 475 480 

gag aca gtg tgg cat ace aat gat aat gca act tea tgt gat gtt gtg 1488 
61 u Thr Val Trp His Thr Asn Asp Asn Ala Thr Ser Cys Asp Val Val 
485 490 495 

gag gat acg gga tac agg aca ttg cct aag ata ctg age cat ate gee 1536 
Glu Asp Thr Gly Tyr Arg Thr Leu Pro Lys He Leu Ser His He Ala 
500 505 510 

cca gca ttt tgc atg age age tgt age ttc gta gtg gaa aaa tct aaa 1584 
Pro Ala Phe Cys Met Ser Ser Cys Ser Phe Val Val Glu Lys Ser Lys 
515 520 525 

gaa tec aca gca cgt gtt gta gtt tgg agg gaa ata gga gta caa aga 1632 
Glu Ser Thr Ala Arg Val Val Val Trp Arg Glu He Gly Val Gin Arg 
530 535 540 

agt tat ace atg gag agt act tta tgt ggc tgt gat cag gga aaa tac 1680 
Ser Tyr Thr Met Glu Ser Thr Leu Cys Gly Cys Asp Gin Gly Lys Tyr 
545 550 555 560 

aag ggt tta cag att ggt acc cga gaa ctg gaa gag atg gga gca aaa 1728 
Lys Gly Leu Gin He Gly Thr Arg Glu Leu Glu Glu Met Gly Ala Lys 
565 570 575 

ttt tgt gtt ggt ctt tta cgt ttg aaa aga ctg acc tct cca ttg gag 1776 
Phe Cys Val Gly Leu Leu Arg Leu Lys Arg Leu Thr Ser Pro Leu Glu . 
580 585 590 

tat aat ctg cct tec age ctg ctt gac ttt gaa aat gat tta att gaa 1824 
Tyr Asn Leu Pro Ser Ser Leu Leu Asp Phe Glu Asn Asp Leu He Glu 
595 600 605 

tea age tgc aaa gta act age cct acc act tat gtc ttg gat gaa gat 1872 
Ser Ser Cys Lys Val Thr Ser Pro Thr Thr Tyr Val Leu Asp Glu Asp 
610 615 620 

gaa cct cga ttc ctt gaa gaa gtt gat tac agt gca gaa agt aat gat 1920 
Glu Pro Arg Phe Leu Glu Glu Val Asp Tyr Ser Ala Glu Ser Asn Asp 
625 630 635 640 
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gag tta gat att gag ttg get gaa aat gta gga gat tat gaa cct tct 1968 
Glu Leu Asp He Glu Leu Ala Glu Asn Val Gly Asp Tyr Glu Pro Ser 
645 650 655 

get caa gaa gaa gta ctt tct gac tct gaa tta tea aga aca tac eta 2016 
Ala Gin Glu Glu Val Leu Ser Asp Ser Glu Leu Ser Arg Thr Tyr Leu 
660 665 670 

cct tga 2022 
Pro * 



<210> 130 
<211> 673 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (1). . . (673) 

<223> Xaa = Any Amino Acid 



<400> 130 



Met 


Lys 


Lys Asp 


Cys 


Ser 


Leu 


Pro 


Leu Thr Val Leu Thr Cys Ala Lys 


1 






5 








10 15 


Ala 


Cys 


Pro His 


Met 


Ala 


Thr 


Cys 


Gly Asn Val Leu Phe Glu Gly Arg 






20 










25 30 


Thr 


Val 


Gin Leu 


Gly 


Lys 


Leu 


Cys 


Cys Thr Gly Val Glu Thr Glu Asp 






35 








40 


45 


Asp 


Glu 


Asp Thr 


Glu 


Ser 


Asn 


Ser 


Ser Val Glu Gin Ala Ser Val Glu 




50 








55 




60 


Val 


Pro 


Asp Gly 


Pro 


Thr 


Leu 


His 


Asp Pro Asp Leu Tyr lie Glu He 


65 








70 






75 80 


Val 


Lys 


Asn Thr 


Lys 


Ser 


Val 


Pro 


Glu Tyr Ser Glu Val Ala Tyr Pro 








85 








90 95 


Asp 


Tyr 


Phe Gly 


His 


He 


Pro 


Pro 


Pro Phe Lys Glu Pro He Leu Glu 






100 










105 110 . 


Arg 


Pro 


Tyr Gly 


Val 


Gin 


Arg 


Thr 


Lys He Ala Gin Asp lie Glu Arg 






115 








120 


125 


Leu 


He 


His Gin 


Ser 


Asp 


He 


He 


Asp Arg Val Val Tyr Asp Leu Asp 




130 








135 




140 


Asn 


Pro 


Asn Tyr 


Thr 


lie 


Pro 


Glu 


Glu Gly Asp lie Leu Lys Phe Asn 


145 








150 






155 160 
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Ser Lys 


Phe 


Glu 


Asn Glu 


Tyr 


Asp 






1 OA 

180 


His Gin 


Trp 


Phe 




195 




Tyr Arg 


Phe 


Asn 


210 






Tyr Gly 


Met 


Gin 


225 






Arg Pro 


Trp 


Trp 


His Phe 


Ser 


Arg 






260 


Tyr Tyr 


Thr 


He 




275 




Cys Tyr 


Phe 


Ala 


290 






His" Leu 


Gin 


Lys 


305 






Arq Lys 


Asp 


Val 


Val Thr 


He 


Thr 






340 


His Phe 


Arg 


Asn 




355 




Gly Glu 


Thr 


Asn 


370 






Met Ser 


Asn 


Asn 


385 






Lys He 


Val 


Pro 


Arg Cys 


Ser 


Leu 






A OA 

420 


Ser Pro 


Asp 


Leu 




435 




Tyr Leu 


Ala 


Ala 


450 






Gly His 


Ser 


Arg 


465 






Glu Thr 


Val 


Trp 


Glu Asp 


Thr 


Gly 






500 



Ser 


Gly 


Asn 


Leu 


165 








Leu 


He 


Leu 


Asn 


Tyr 


Phe 


Glu 


Val 








200 


He 


lie 


Asn 


Cys 






215 




Pro 


Leu 


Met 


Tyr 




230 






He 


Arg 


Met 


Gly 


245 








Ser 


Ser 


Val 


Ala 


Thr 


Phe 


Thr 


Val 








280 


Tyr 


His 


Tyr 


Pro 






295 




Leu 


Glu 


Ser 


Ala 




310 






Leu 


Cys 


Glu 


Thr 


325 








Ala 


Met 


Pro 


Glu 


Arg 


Pro 


Tyr 


Val 








360 


Ala 


Ser 


Trp 


Val 






375 




Pro 


Thr 


Ala 


Gin 




390 






Met 


Leu 


Asn 


Pro 


405 








Ser 


Gly 


Glu 


Asp 


His 


Pro 


Thr 


He 








440 


Val 


Lys 


Arg 


Leu 






455 




Lys 


Lys 


Asn 


Val 




470 






His 


Thr 


Asn 


Asp 


485 








Tyr 


Arg 


Thr 


Leu 



188 



Arg 


Xaa 


Val 


He 




170 






Ser 


Asp 


He 


Asn 


185 








Ser 


Gly 


Met 


Arg 


Glu 


Lys 


Ser 


Asn 








220 


Ser 


Val 


Gin 


Glu 






235 




Thr 


Asp 


He 


Cys 




250 






Ala 


Gly 


Gly 


Gin 


265 








Asn 


Phe 


Pro 


His 


Tyr 


Thr 


Tyr 


Ser 








AAA 

300 


His 


Asn 


Pro 


Gin 






315 




Leu 


Ser 


Gly 


Asn 




330 






Ser 


Asn 


Tyr 


Tyr 


345 








Phe 


Leu 


Ser 


Ala 


Met 


Lys 


Gly 


Thr 








ooo 

380 


Ser 


Leu 


Arg 


Glu 




• 


395 




Asp 


Gly 


Val 


He 




410 






Leu 


Asn 


Arg 


Gin 


425 








Tyr 


His 


Ala 


Lys 


Pro 


Leu 


Val 


Tyr 








460 


Phe 


Met 


Tyr 


Gly 






475 




Asn 


Ala 


Thr 


Ser 




490 






Pro 


Lys 


He 


Leu 



Gin 


He 


Arg 


Lys 






175 




Ser 


Asn 


His 


Tyr 




190 






Pro 


Gly 


Val 


Ala 


205 








Ser 


Gin 


Phe 


Asn 


Ala 


Leu 


Asn 


Ala 








240 


Tyr 


Tyr 


Lys 


Asn 






255 




Lys 


Gly 


Lys 


Ser 




270 






Lys 


Asp 


Asp 


Val 


285 








Thr 


Leu 


Gin 


Met 


Gin 


He 


Tyr 


Phe 








r\ f\ f\ 

320 


Ser 


Cys 


Pro 


Leu 






335 




Glu 


His 


He 


Cys 




350 






Arg 


Val 


His 


Pro 


365 








Leu 


Glu 


Tyr 


Leu 


Ser 


Tyr 


He 


Phe 








4UU 


Asn 


Gly 


Asn 


His 






415 




Trp 


Gin 


Ser 


Pro 




430 






Gly 


Leu 


Leu 


Gin 


445 








Cys 


Asp 


Tyr 


His 


Cys 


Ser 


He 


Lys 








480 


Cys 


Asp 


Val 


Val 






495 




Ser 


His 


He 


Ala 




510 
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Pro Ala 


Phe 


Cys 


Met 


Ser 




515 








Glu Ser 


Thr 


Ala 


Arg 


Val 


530 










Ser Tyr 


Thr 


Met 


Glu 


Ser 


545 








550 


Lys Gly 


Leu 


Gin 


He 


Gly 








565 




Phe Cvs 

III \+ w 1 w 


Val 


Gly 


Leu 


Leu 






580 






Tvr A^n 

1 Jr I r\ol 1 


1 Pll 


Pro 




OCT 1 




595 








Ser Ser 


Cys 


Lys 


Val 


Thr 


610 










Glu Pro 


Arg 


Phe 


Leu 


Glu 


625 








630 


Glu Leu 


Asp 


lie 


Glu 


Leu 








645 




Ala Gin 


Glu 


Glu 


Val 


Leu 



660 



Pro 



189 



Ser Cys 


Ser 


Phe 


Val 


Val 


520 










Val Val 


Trp 


Arg 


Glu 


He 


535 








540 


Thr Leu 


Cys 


Gly 


Cys 


Asp 








555 




Thr Arg 


Glu 


Leu 


Glu 


Glu 






570 






Arg Leu 


Lys 


Arg 


Leu 


Thr 




585 








Leu Leu 


Asp 


Phe 


Glu 


Asn 


600 










Ser Pro 


Thr 


Thr 


Tyr 


Val 


615 








620 


Glu Val 


Asp 


Tyr 


Ser 


Ala 








635 




Ala Glu 


Asn 


Val 


Gly 


Asp 






650 






Ser Asp 


Ser 


Glu 


Leu 


Ser 



665 
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Glu 


Lys 


Ser 


Lys 


525 








Gly 


Val 


Gin 


Arg 


Gin 


Gly 


Lys 


Tyr 








560 


Met 


Gly 


Ala 


Lys 






575 




Ser 


Pro 


Leu 


Glu 




590 






Asp 


Leu 


He 


Glu 


605 








Leu 


Asp 


Glu 


Asp 


Glu 


Ser 


Asn 


Asp 








640 


Tyr 


Glu 


Pro 


Ser 






655 




Arg 


Thr 


Tyr 


Leu 




670 







<210> 


131 


<211> 


375 


<212> 


DNA 


<213> 


Homo sapiens 


<220> 




<221> 


CDS 


<222> 


(D...C375) 


<400> 


131 


atg att gga 


cct gca gta 


Met He Gly 


Pro Al a Val 


1 


5 



48 



10 



15 



gat tat tct ttg gcc gtt get ttc eta act ata tea aca aca ctg gga 
Asp Tyr Ser Leu Ala Val Ala Phe Leu Thr He Ser Thr Thr Leu Gly 
20 25 30 



96 



ggc ttt tgc tct tct gga ttt age ate aac cat ctg gat att get cct 
Gly Phe Cys Ser Ser Gly Phe Ser He Asn His Leu Asp He Ala Pro 
35 40 45 



144 
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190 



teg tat get ggt ate etc ctg ggc ate aca aat aca ttt gec act att 192 
Ser Tyr Ala Gly He Leu Leu Gly He Thr Asn Thr Phe Ala Thr He 
50 55 60 

cca gga atg gtt ggg ccc gtc att get aaa agt ctg acc cct gat aac 240 
Pro Gly Met Val Gly Pro Val He Ala Lys Ser Leu Thr Pro Asp Asn 
65 70 75 80 

act gtt gga gaa tgg caa acc gtg ttc tat att get get get att aat 288 
Thr Val Gly Glu Trp Gin Thr Val Phe Tyr He Ala Ala Ala He Asn 

85 90 95 

gtt ttt ggt gee att ttc ttt aca eta ttc gee aaa ggt gaa gta caa 336 
Val Phe Gly Ala He Phe Phe Thr Leu Phe Ala Lys Gly Glu Val Gin 
100 105 110 

aac tgg get etc aat gat cac cat gga cac aga cac tga 375 
Asn Trp Ala Leu Asn Asp His His Gly His Arg His * 
115 120 



<210> 132 
<211> 124 
<212> PRT 

<213> Homo sapiens 



<400> 


132 










Met He 


Gly 


Pro 


Ala 


Val 


Phe 


Leu 


1 






5 








Asp Tyr 


Ser 


Leu 

20 


Ala 


Val 


Ala 


Phe 


Gly Phe 


Cys 
35 


Ser 


Ser 


Gly 


Phe 


Ser 
40 


Ser Tyr 


Ala 


Gly 


He 


Leu 


Leu 


Gly 


50 










55 




Pro Gly 


Met 


Val 


Gly 


Pro 


Val 


He 


65 








70 






Thr Val 


Gly 


Glu 


Trp 
85 


Gin 


Thr 


Val 


Val Phe 


Gly 


Ala 
100 


He 


Phe 


Phe 


Thr 


Asn Trp 


Ala 
115 


Leu 


Asn 


Asp 


His 


His 
120 



Val 


Ala Ala Gly 


Phe He Gly Cys 




10 


15 


Leu 


Thr He Ser 


Thr Thr Leu Gly 


25 




30 


He 


Asn His Leu 


Asp lie Ala Pro 






45 


He 


Thr Asn Thr 


Phe Ala Thr He 




60 




Ala 


Lys Ser Leu 


Thr Pro Asp Asn 




75 


80 


Phe 


Tyr He Ala 


Ala Ala He Asn 




90 


95 


Leu 


Phe Ala Lys 


Gly Glu Val Gin 


105 




110 


Gly 


His Arg His 
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<210> 


133 








<211> 


1485 








<212> 


DNA 








<ClS> 


nomo sapiens 








<220> 










<221> 


CDS 








<222> 


(1). . . (1485) 








<221> 


misc feature 








<222> 


(1).. .(1485) 








<223> 


n = A.T.C or G 








<400> 


133 








atg ccc gca 


gag tct gga aag aga 


ttc 


aaa ccc age aag 


tat gtc ccg 


Met Pro Ala 


Glu Ser Gly Lys Arg 


Phe 


Lys Pro Ser Lys 


Tyr Val Pro 


1 


5 




10 


15 



gtc tct gca gec gec ate ttc eta gtg gga get acg aca etc ttc ttt 96 
Val Ser Ala Ala Ala He Phe Leu Val Gly Ala Thr Thr Leu Phe Phe 
20 25 30 

gec ttt acg tgt cca gga eta age ctg tat gtg tea cct gca gtg ccc 144 
Ala Phe Thr Cys Pro Gly Leu Ser Leu Tyr Val Ser Pro Ala Val Pro 
35 40 45 

ate tac. aat gca att atg ttt etc ttt gtg ttg gec aac ttc age atg 192 
He Tyr Asn Ala He Met Phe Leu Phe Val Leu Ala Asn Phe Ser Met 
50 55 60 

gec ace ttc atg gac cca ggg att ttc cct cga get gag gag gat gag 240 
Ala Thr Phe Met Asp Pro Gly He Phe Pro Arg Ala Glu Glu Asp Glu 
65 70 75 80 

gac aag gaa gat gat ttc cga get ccc ctt tac aaa aca gtg gag ata 288 
Asp Lys Glu Asp Asp Phe Arg Ala Pro Leu Tyr Lys Thr Val Glu He 

85 90 95 

aag ggc ate cag gtg cgc atg aaa tgg tgt gec acc tgc cgc ttt tac 336 
Lys Gly He Gin Val Arg Met Lys Trp Cys Ala Thr Cys Arg Phe Tyr 
100 105 110 



cgt ccc cct cga tgt tec cac tgc agt gtc tgt gac aac tgt gtg gag 



384 
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192 



Arg Pro Pro Arg Cys Ser His Cys Ser Val Cys Asp Asn Cys Val Glu 
115 120 125 

gaa ttt gat cat cac tgc ccc tgg gtg aat aac tgt att ggt cgc egg 

Glu Phe Asp His His Cys Pro Trp Val Asn Asn Cys He Gly Arg Arg 

130 135 140 

aac tac cgt tat ttt ttc ctt ttc etc ctt tec ctg aca gee cac att 

Asn Tyr Arg Tyr Phe Phe Leu Phe Leu Leu Ser Leu Thr Ala His He 
145 150 155 160 



432 



480 



atg ggt gtg ttt ggc ttt ggc etc ctt tat gtc etc tac cac ata gag 
Met Gly Val Phe Gly Phe Gly Leu Leu Tyr Val Leu Tyr His He Glu 
165 170 175 



528 



gaa etc tea ggg gtc cgc acg get gtc aca atg gca gta atg tgt gtg 
Glu Leu Ser Gly Val Arg Thr Ala Val Thr Met Ala Val Met Cys Val 
180 185 190 



576 



get ggc tta ttc ttc ate cct gta get ggc etc acg gga ttt cac gtg 
Ala Gly Leu Phe Phe He Pro Val Ala Gly Leu Thr Gly Phe His Val 
195 200 205 



624 



gtt ctg gtg gec agg gga cgc aca acc aat gaa cag gtt acg ggt aaa 
Val Leu Val Ala Arg Gly Arg Thr Thr Asn Glu Gin Val Thr Gly Lys 
210 215 220 



672 



ttc egg gga ggt gtg aac ccc ttc acc aat ggc tgc tgt aac aat gtc 
Phe Arg Gly Gly Val Asn Pro Phe Thr Asn Gly Cys Cys Asn Asn Val 
225 230 235 240 



720 



age cgt gtt etc tgc agt tct cca gca ccc agg tat ttg ggg aga cca 
Ser Arg Val Leu Cys Ser Ser Pro Ala Pro Arg Tyr Leu Gly Arg Pro 
245 250 255 



768 



aag aaa gag aag aca att gta ate aga cct ccc ttc ctt cga cca gaa 
Lys Lys Glu Lys Thr He Val He Arg Pro Pro Phe Leu Arg Pro Glu 
260 265 270 



816 



gtt tea gat ggg cag ata act gtg aag ate atg gat aat ggc ate cag 864 
Val Ser Asp Gly Gin He Thr Val Lys He Met Asp Asn Gly He Gin 
275 280 285 

gga gag ctg agg aga aca aag tct aag gga age ctg gag ata aca gag 912 
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Gly 61 u Leu Arg Arg Thr Lys Ser Lys Gly Ser Leu Glu He Thr Glu 
290 295 300 

age cag tct gca gat get gaa cct cca cct cct cct aag cca gac ctg 960 
Ser Gin Ser Ala Asp Ala Glu Pro Pro Pro Pro Pro Lys Pro Asp Leu 
305 310 315 320 

age cgt tac aca ggg ttg cga aca cac etc ggc ttg get act aat gag 1008 
Ser Arg Tyr Thr Gly Leu Arg Thr His Leu Gly Leu Ala Thr Asn Glu 

325 330 335 

gat agt age tta ttg gee aag gac age ccc ccg aca cct ace atg tac 1056 
Asp Ser Ser Leu Leu Ala Lys Asp Ser Pro Pro Thr Pro Thr Met Tyr 
340 345 350 

aag tat egg ccg ggt tac agt age age agt acg tea get gee atg ccg 1104 
Lys Tyr Arg Pro Gly Tyr Ser Ser Ser Ser Thr Ser Ala Ala Met Pro 
355 360 365 

cat tec tec age gee aag ttg agt cgt ggg gac age ttg aag gag cca 1152 
His Ser Ser Ser Ala Lys Leu Ser Arg Gly Asp Ser Leu Lys Glu Pro 
370 375 380 

ace tea att gca gag age age cgt cac ccc age tac cgc tea gag ccc 1200 
Thr Ser He Ala Glu Ser Ser Arg His Pro Ser Tyr Arg Ser Glu Pro 
385 390 395 400 

age ttg gaa cca gag age ttc cgt tct cct ace ttt ggc aaa agt ttt 1248 
Ser Leu Glu Pro Glu Ser Phe Arg Ser Pro Thr Phe Gly Lys Ser Phe 

405 410 415 

cac ttc gat cca eta tec agt ggc tea cgc tec tec age etc aag tea 1296 
His Phe Asp Pro Leu Ser Ser Gly Ser Arg Ser Ser Ser Leu Lys Ser 
420 425 430 

nee cag ggc aca ggc ttt gag ctg ggc cag ttg caa tec att cgt tea 1344 
Xaa Gin Gly Thr Gly Phe Glu Leu Gly Gin Leu Gin Ser He Arg Ser 
435 440 445 

gag ggc ace ace tec ace tec tat aag age ctg gee aac cag aca cgc 1392 
Glu Gly Thr Thr Ser Thr Ser Tyr Lys Ser Leu Ala Asn Gin Thr Arg 
450 455 460 

aat gga age eta tct tat gac age ttg etc aca cct tea gac age cct 1440 



WO 01/29221 



PCT/US00/29052 



194 



Asn Gly Ser 


Leu 


Ser 


Tyr Asp Ser Leu 


Leu 


Thr 


Pro 


Ser 


Asp 


Ser Pro 


465 






470 








475 








480 


gat ttt gag 


tea 


gtg 


cag gca ggg ctg 


age 


cag 


acc 


cac 


ctt 


tag 


Asp Phe Glu 


Ser 


Val 


Gin Ala Gly Leu 


Ser 


bin 


inr 


U-i r- 

ril S 


Leu 








485 








490 












<210> 


134 






















<211> 


494 






















<212> 


PRT 






















<213> 


Homo sapiens 
















<220> 
























<221> 


VARIANT 




















<222> 


(1) 


..(494) 


















<223> 


Xaa 


= Any Amino Acid 














<400> 


134 






















Met Pro Ala 


Glu 


Ser 


Gly 


Lys Arg 


Phe 


Lys 


Pro 


Ser 


Lys 


Tyr 


Val Pro 


1 




5 








10 










15 


Val Ser Ala 


Ala 


Ala 


He 


Phe Leu 


Val 


Gly 


Ala 


Thr 


Thr 


Leu 


Phe Phe 




20 








25 










30 




Ala Phe Thr 


Cys 


Pro 


Gly 


Leu Ser 


Leu 


Tyr 


Val 


Ser 


Pro 


Ala 


Val Pro 


35 








40 










45 






He Tyr Asn 


Ala 


He 


Met 


Phe Leu 


Phe 


Val 


Leu 


Ala 


Asn 


Phe 


Ser Met 


50 








55 








60 








Ala Thr Phe 


Met 


Asp 


Pro 


Gly He 


Phe 


Pro 


Arg 


Ala 


Glu 


Glu 


Asp Glu 


65 






70 








75 








80 


Asp Lys Glu 


Asp 


Asp 


Phe 


Arg Ala 


Pro 


Leu 


Tyr 


Lys 


Thr 


Val 


Glu He 






85 








90 










95 


Lys Gly He 


Gin 


Val 


Arg 


Met Lys 


Trp 


Cys 


Ala 


Thr 


Cys 


Arg 


Phe Tyr 




100 








105 










110 




Arg Pro Pro 


Arg 


Cys 


Ser 


His Cys 


Ser 


Val 


Cys 


Asp 


Asn 


Cys 


Val Glu 


115 








120 










125 






Glu Phe Asp 


His 


His 


Cys 


Pro Trp 


Val 


Asn 


Asn 


Cys 


He 


Gly 


Arg Arg 


130 








135 








140 








Asn Tyr Arg 


Tyr 


Phe 


Phe 


Leu Phe 


Leu 


Leu 


Ser 


Leu 


Thr 


Ala 


His He 


145 






150 








155 








160 


Met Gly Val 


Phe 


Gly 


Phe 


Gly Leu 


Leu 


Tyr 


Val 


Leu 


Tyr 


His 


He Glu 






165 








170 










175 


Glu Leu Ser 


Gly 


Val 


Arg 


Thr Ala 


Val 


Thr 


Met 


Ala 


Val 


Met 


Cys Val 




180 








185 










190 




Ala Gly Leu 


Phe 


Phe 


He 


Pro Val 


Ala 


Gly 


Leu 


Thr 


Gly 


Phe 


His Val 



WO 01/29221 



PCTAJS00/29052 



195 







195 










200 


205 








Val 


Leu 


Val 


Ala 


Arg 


Gly 


Arg 


Thr Thr Asn Glu Gin 


Val 


Thr 


Gly 


Lys 




210 










215 


220 










Phe 


Arg 


Gly 


Gly 


Val 


Asn 


Pro 


Phe Thr Asn Gly Cys 


Cys 


Asn 


Asn 


Val 


225 










230 




235 








240 


Ser 


Arg 


Val 


Leu 


Cys 


Ser 


Ser 


Pro Ala Pro Arg Tyr 


Leu 


Gly 


Arg 


Pro 










245 






250 






255 




Lys 


Lys 


Glu 


Lys 


Thr 


He 


Val 


He Arg Pro Pro Phe 


Leu 


Arg 


Pro 


Glu 








260 








265 




270 






Val 


Ser 


Asp 


Gly 


Gin 


He 


Thr 


Val Lys He Met Asp 


Asn 


Gly 


He 


Gin 






275 










280 


285 








Gly 


Glu 


Leu 


Arg 


Arg 


Thr 


Lys 


Ser Lys Gly Ser Leu 


Glu 


He 


Thr 


Glu 




290 










295 


.300 










Ser 


Gin 


Ser 


Ala 


Asp 


Ala 


Glu 


Pro Pro Pro Pro Pro 


Lys 


Pro 


Asp 


Leu 


305 










310 




315 








320 


Ser 


Arq 


Tyr 


Thr 


Gly 


Leu 


Arq 


Thr His Leu Gly Leu 


Ala 


Thr 


Asn 


Glu 










325 






330 






335 




Asd 


Ser 


Ser 


Leu 


Leu 


Ala 


Lys 


Asp Ser Pro Pro Thr 


Pro 


Thr 


Met 


Tyr 








340 








345 




350 






Lys 


Tyr 


Arq 


Pro 


Gly 


Tyr 


Ser 


Ser Ser Ser Thr Ser 


Ala 


Ala 


Met 


Pro 






355 










360 


365 








His 


Ser 


Ser 


Ser 


Ala 


Lys 


Leu 


Ser Arg Gly Asp Ser 


Leu 


Lys 


Glu 


Pro 




370 










375 


380 










Thr 


Ser 


lie 


Ala 


Glu 


Ser 


Ser 


Arg His Pro Ser Tyr 


Arg 


Ser 


Glu 


Pro 


385 










390 




395 








400 


Ser 


Leu 


Glu 


Pro 


Glu 


Ser 


Phe 


Arg Ser Pro Thr Phe 


Gly 


Lys 


Ser 


Phe 










405 






410 






415 




His 


Phe 


Asp 


Pro 


Leu 


Ser 


Ser 


Gly Ser Arg Ser Ser 


Ser 


Leu 


Lys 


Ser 








420 








425 




430 






Xaa 


Gin 


Gly 


Thr 


Gly 


Phe 


Glu 


Leu Gly Gin Leu Gin 


Ser 


He 


Arg 


Ser 






435 










440 


445 








Glu 


Gly 


Thr 


Thr 


Ser 


Thr 


Ser 


Tyr Lys Ser Leu Ala 


Asn 


Gin 


Thr 


Arg 




450 










455 


460 










Asn 


Gly 


Ser 


Leu 


Ser 


Tyr 


Asp 


Ser Leu Leu Thr Pro 


Ser 


Asp 


Ser 


Pro 


465 










470 




475 








480 


Asp 


Phe 


Glu 


Ser 


Val 


Gin 


Ala 


Gly Leu Ser Gin Thr 


His 


Leu 







485 490 



<210> 135 
<211> 246 
<212> DNA 
<213> Homo sapiens 

<220> 
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<221> CDS 

<222> (1)...(246) 

<400> 135 

atg gtt ggg ggg gac gca gat gcc agg tec aag gec ttg ctg gga gtc 48 

Met Val Gly Gly Asp Ala Asp Ala Arg Ser Lys Ala Leu Leu Gly Val 
15 10 15 

tgc gtc ggg tea ggc acg gaa gcc tat gtc ctg gta ttg gac cct cac 96 
Cys Val Gly Ser Gly Thr Glu Ala Tyr Val Leu Val Leu Asp Pro His 
20 25 30 

tac tgg ggc act cca aaa age ccc agt gaa eta cag get get ggg tgg 144 
Tyr Trp Gly Thr Pro Lys Ser Pro Ser Glu Leu Gin Ala Ala Gly Trp 
35 40 45 

gtg ggc tgg caa gag gtg agt gca gcc ttt gac ccc aac tec ttc tac 192 
Val Gly Trp Gin Glu Val Ser Ala Ala Phe Asp Pro Asn Ser Phe Tyr 
50 55 60 

aac ctg tgc ttg ace age ctt age tec caa cag cag cag cgc acc ttg 240 
Asn Leu Cys Leu Thr Ser Leu Ser Ser Gin Gin Gin Gin Arg Thr Leu 
65 70 75 80 

gac tga 246 
Asp * 



<210> 136 
<211> 81 
<212> PRT 
<213> Homo sapiens 

<400> 136 

Met Val Gly Gly Asp Ala Asp Ala Arg Ser Lys Ala Leu Leu Gly Val 
15 10 15 

Cys Val Gly Ser Gly Thr Glu Ala Tyr Val Leu Val Leu Asp Pro His 

20 25 30 

Tyr Trp Gly Thr Pro Lys Ser Pro Ser Glu Leu Gin Ala Ala Gly Trp 

35 40 45 

Val Gly Trp Gin Glu Val Ser Ala Ala Phe Asp Pro Asn Ser Phe Tyr 

50 55 60 

Asn Leu Cys Leu Thr Ser Leu Ser Ser Gin Gin Gin Gin Arg Thr Leu 
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65 70 75 80 

Asp 



<210> 137 

<211> 552 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...'(552) 

<400> 137 

atg gaa cag egg tta get gag ttt egg gcg gcg egg aaa egg gcg ggt 48 
Met Glu Gin Arg Leu Ala Glu Phe Arg Ala Ala Arg Lys Arg Ala Gly 
1 5 10 15 

ctg gcg gee caa ccc cct get gee agt cag ggc gca caa ace cca gga 96 
Leu Ala Ala Gin Pro Pro Ala Ala Ser Gin Gly Ala Gin Thr Pro Gly 
20 25 30 

gag aag gcg gaa gca gca gcg act eta aag gca gee cca ggc tgg eta 144 
Glu Lys Ala Glu Ala Ala Ala Thr Leu Lys Ala Ala Pro Gly Trp Leu 
35 40 45 

« 

aag egg ttc ctg gta tgg aaa cct agg ccc gcg agt gec egg gec cag 192 
Lys Arg Phe Leu Val Trp Lys Pro Arg Pro Ala Ser Ala Arg Ala Gin 
50 55 60 

ccc ggc eta gtt cag gaa gcg get cag ccc cag ggc age aca tea gag 240 
Pro Gly Leu Val Gin Glu Ala Ala Gin Pro Gin Gly Ser Thr Ser Glu 
65 70 75 80 

aca cca tgg aac aca gec att cct ctg ccg teg tgc tgg gac cag tct 288 
Thr Pro Trp Asn Thr Ala He Pro Leu Pro Ser Cys Trp Asp Gin Ser 

85 90 95 

ttc ctg ace aat ate acc ttc ttg aag gtt ctt etc tgg ttg gtc ctg 336 
Phe Leu Thr Asn He Thr Phe Leu Lys Val Leu Leu Trp Leu Val Leu 
100 105 110 

ctg gga ctg ttt gtg gaa ctg gaa ttt ggc ctg gca tat ttt gtc ctg 384 
Leu Gly Leu Phe Val Glu Leu Glu Phe Gly Leu Ala Tyr Phe Val Leu 
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115 120 125 



tec ttg 


ttc 


tat 


tgg 


atg 


tac gtc ggg aca cga ggc cct gaa 


gag aag 


432 


Ser Leu 




Tyr 


Trp 


Met 


lyr vai biy inr Arg biy rro blu 


blu Lys 




130 










135 ~ 140 






aaa gag 


gga 


gag 


aag 


age 


gec tac tct gtg ttc aat cca ggc 


tgt gaa 


480 


Lys Glu 


Gly 


Glu 


Lys 


Ser 


Ala Tyr Ser Val Phe Asn Pro Gly 


Cys Glu 




145 








150 


155 


160 




gec ate 


cag 


ggc 


acc 


ctg 


act gca gag cag ttg gag cgc gag 


tta cag 


528 


Ala He 


Gin 


Gly 


Thr 


Leu 


Thr Ala Glu Gin Leu Glu Arg Glu 


Leu Gin 










165 




170 


175 




ttg aga 


ccc 


ctg 


gca 


ggg 


aga tag 




552 


Leu Arg 


Pro 


Leu 


Ala 


Gly 


Arg * 







180 



<210> 


138 










<211> 


183 










<212> 


PRT 










<213> 


Homo sapiens 




<400> 


138 










Met Glu Gin 


Arg 


Leu 


Ala 


Glu Phe Arg Ala Ala Arg Lys Arg 


Ala Gly 


1 




5 




10 


15 


Leu Ala Ala 


Gin 


Pro 


Pro 


Ala Ala Ser Gin Gly Ala Gin Thr 


Pro Gly 




20 






25 30 




Glu Lys Ala 


Glu 


Ala 


Ala 


Ala Thr Leu Lys Ala Ala Pro Gly 


Trp Leu 


35 








40 45 




Lys Arg Phe 


Leu 


Val 


Trp 


Lys Pro Arg Pro Ala Ser Ala Arg 


Ala Gin 


50 








55 60 




Pro Gly Leu 


Val 


Gin 


Glu 


Ala Ala Gin Pro Gin Gly Ser Thr 


Ser Glu 


65 






70 


75 


80 


Thr Pro Trp 


Asn 


Thr 


Ala 


He Pro Leu Pro Ser Cys Trp Asp 


Gin Ser 






85 




90 


95 


Phe Leu Thr 


Asn 


He 


Thr 


Phe Leu Lys Val Leu Leu Trp Leu 


Val Leu 




100 






105 110 




Leu Gly Leu 


Phe 


Val 


Glu 


Leu Glu Phe Gly Leu Ala Tyr Phe 


Val Leu 


115 








120 125 




Ser Leu Phe 


Tyr 


Trp 


Met 


Tyr Val Gly Thr Arg Gly Pro Glu 


Glu Lys 


130 








135 140 




Lys Glu Gly 


Glu 


Lys 


Ser 


Ala Tyr Ser Val Phe Asn Pro Gly 


Cys Glu 
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145 150 155 160 

Ala He Gin Gly Thr Leu Thr Ala Glu Gin Leu Glu Arg Glu Leu Gin 

165 170 175 

Leu Arg Pro Leu Ala Gly Arg 
180 

<210> 139 
<211> 912 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). ..(912) 



<400> 139 

atg gcg gcg gcg gca ttg ggc age tec tea ggc teg gcg tec ccg gec 

Met Ala Ala Ala Ala Leu Gly Ser Ser Ser Gly Ser Ala Ser Pro Ala 
15 10 15 



48 



gtg get gag etc tgc cag aac acc ccg gag acc ttt ttg gag gec tec 
Val Ala Glu Leu Cys Gin Asn Thr Pro Glu Thr Phe Leu Glu Ala Ser 
20 25 30 



96 



aag ctg ctg etc acc tat get gac aac ate etc aga aac cct aat gat 
Lys Leu Leu Leu Thr Tyr Ala Asp Asn He Leu Arg Asn Pro Asn Asp 
35 40 45 



144 



gaa aaa tat aga tec ate egg att gga aac aca gec ttt tct act aga 
Glu Lys Tyr Arg Ser He Arg He Gly Asn Thr Ala Phe Ser Thr Arg 
50 55 60 



192 



etc ttg cct gtc aga gga get gtt gaa tgt tta ttt gaa atg ggc ttt 
Leu Leu Pro Val Arg Gly Ala Val Glu Cys Leu Phe Glu Met Gly Phe 
65 70 75 80 



240 



gaa gag gga gaa aca cat etc ate ttt cct aaa aaa get tea gtg gag 
Glu Glu Gly Glu Thr His Leu He Phe Pro Lys Lys Ala Ser Val Glu 

85 90 95 



288 



cag ctg caa aaa att cgt gac ctg att gee ata gag aga agt age aga 
Gin Leu Gin Lys He Arg Asp Leu He Ala He Glu Arg Ser Ser Arg 
100 105 110 



336 
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200 

ctg gat ggc tea aat aag age cac aaa gta aag tea tct cag caa cct 384 
Leu Asp Gly Ser Asn Lys Ser His Lys Val Lys Ser Ser Gin Gin Pro 
115 120 125 

gca gec agt acc cag ctt cct aca aca cca tct tea aat ccc agt ggg 432 
Ala Ala Ser Thr Gin Leu Pro Thr Thr Pro Ser Ser Asn Pro Ser Gly 
130 135 140 

tta aac cag cac aca agg aac cgt caa ggg cag tea tea gat cca cca 480 
Leu Asn Gin His Thr Arg Asn Arg Gin Gly Gin Ser Ser Asp Pro Pro 
145 150 155 160 

tct get tea acg gtt get get gac tea gee att eta gaa gtt ctt cag 528 
Ser Ala Ser Thr Val Ala Ala Asp Ser Ala He Leu Glu Val Leu Gin 
165 170 175 

tec aac att cag cat gtg ctg gtc tat gaa aat cct get ctt cag gag 576 
Ser Asn He Gin His Val Leu Val Tyr Glu Asn Pro Ala Leu Gin Glu 
180 185 190 

aaa gcg ttg get tgt att ccg gtc caa gaa eta aaa agg aaa tea caa 624 
Lys Ala Leu Ala Cys He Pro Val Gin Glu Leu Lys Arg Lys Ser Gin 
195 200 205 

gaa aag tta teg aga get aga aaa ttg gat aaa ggt ate aat ata agt 672 
Glu Lys Leu Ser Arg Ala Arg Lys Leu Asp Lys Gly He Asn He Ser 
210 215 220 

gat gag gat ttt ctt ttg ctg gag ctt ttg cac tgg ttt aag gaa gaa 720 
Asp Glu Asp Phe Leu Leu Leu Glu Leu Leu His Trp Phe Lys Glu Glu 
225 230 235 240 

ttt ttt cac tgg gtg aat aac gtt ttg tgc age aaa tgt ggt gga cag 768 
Phe Phe His Trp Val Asn Asn Val Leu Cys Ser Lys Cys Gly Gly Gin 
245 250 255 

act agg tct aga gat aga tea tta ctg ccc agt gat gat gag ctg aag 816 
Thr Arg Ser Arg Asp Arg Ser Leu Leu Pro Ser Asp Asp Glu Leu Lys 
260 265 270 



tgg ggt gca aag gaa gtg gaa gat cat tac tgt gat gee tgc cag ttc 
Trp Gly Ala Lys Glu Val Glu Asp His Tyr Cys Asp Ala Cys Gin Phe 
275 280 285 



864 
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age aat cga ttc cca aga tgg gtg 
Ser Asn Arg Phe Pro Arg Trp Val 
290 295 



<210> 140 
<211> 303 
<212> PRT 

<213> Homo sapiens 
<400> 140 



Mpt Ala 


Ala 


Ala 


Ala 


1 PU 

l_ 1— U 


Glv 


Ser 


J. 






5 








Val Ala 

V □ 1 nig 


Glu 


1 PU 


Cvs 


Gin 

VJ 1 1 1 


A^n 

no 1 1 


Thr 






20 










1 VQ 1 PI 1 
L.JT j LCU 


1 PU 
LCU 


1 PU 


Thr 
1 1 ii 


Tvr 


Ala 


A^n 




35 










40 


Glu 1 v<; 

VJ I U l_ J O 


Tvr 


Ara 


Ser 

«J\a» 1 


lie 


Ara 


He 


50 










55 




Leu Leu 


Pro 


Val 


Ara 


Gly 


Ala 


Val 


65 








70 






Glu Glu 


Gly 


Glu 


Thr 


His 


Leu 


He 








85 








Gin Leu 


Gin 


Lys 


He 


Arg 


Asp 


Leu 






100 










Leu Asp 


Gly 


Ser 


Asn 


Lys 


Ser 


His 




115 










120 


Ala Ala 


Ser 


Thr 


Gin 


Leu 


Pro 


Thr 


130 










135 




Leu Asn 


Gin 


His 


Thr 


Arg 


Asn 


Arg 


145 








150 






Ser Ala 


Ser 


Thr 


Val 


Ala 


Ala 


Asp 








165 








Ser Asn 


He 


Gin 


His 


Val 


Leu 


Val 






180 










Lys Ala 


Leu 


Ala 


Cys 


He 


Pro 


Val 




195 










200 


Glu Lys 


Leu 


Ser 


Arg 


Ala 


Arg 


Lys 


210 










215 




Asp Glu 


Asp 


Phe 


Leu 


Leu 


Leu 


Glu 


225 








230 






Phe Phe 


His 


Trp 


Val 


Asn 


Asn 


Val 








245 








Thr Arg 


Ser 


Arg 


Asp 


Arg 


Ser 


Leu 



201 



CCC 


tgg 


atg 


gta 


aaa 


tea 


gaa 


taa 


Pro 


Trp 


Met 


Val 


Lys 


Ser 


Glu 


* 








300 










Ser 


Ser 


Gly 


Ser 


Ala 


Ser 


Pro 


Ala 




10 










15 




Pro 


Glu 


Thr 


Phe 


Leu 


Glu 


Ala 


Ser 


25 










30 






Asn 


He 


Leu 


Arg 


Asn 


Pro 


Asn 


Asp 










45 








Gly 


Asn 


Thr 


Ala 


Phe 


Ser 


Thr 


Arg 








60 










Glu 


Cys 

J 


Leu 


Phe 


Glu 


Met 


Gly 


Phe 






75 










80 


Phe 


Pro 


Lys 


Lys 


Ala 


Ser 


Val 


Glu 




90 










95 




He 


Ala 


He 


Glu 


Arg 


Ser 


Ser 


Arg 


105 










110 






Lys 


Val 


Lys 


Ser 


Ser 


Gin 


Gin 


Pro 










125 








Thr 


Pro 


Ser 


Ser 


Asn 


Pro 


Ser 


Gly 




• 




140 










Gin 


Gly 


Gin 


Ser 


Ser 


Asp 


Pro 


Pro 






155 










160 


Ser 


Ala 


He 


Leu 


Glu 


Val 


Leu 


Gin 




170 










175 




Tyr 


Glu 


Asn 


Pro 


Ala 


Leu 


Gin 


Glu 


185 










190 






Gin 


Glu 


Leu 


Lys 


Arg 


Lys 


Ser 


Gin 










205 








Leu 


Asp 


Lys 


Gly 


He 


Asn 


lie 


Ser 








220 










Leu 


Leu 


His 


Trp 


Phe 


Lys 


Glu 


Glu 






235 










240 


Leu 


Cys 


Ser 


Lys 


Cys 


Gly 


Gly 


Gin 




250 










255 




Leu 


Pro 


Ser 


Asp 


Asp 


Glu 


Leu 


Lys 
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260 265 270 

Trp Gly Ala Lys Glu Val Glu Asp His Tyr Cys Asp Ala Cys Gin Phe 

275 280 285 

Ser Asn Arg Phe Pro Arg Trp Val Pro Trp Met Val Lys Ser Glu 
290 295 300 



<210> 141 
<211> 750 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> COS 

<222> (1)...(750) 



<400> 
atg ggt ggc 
Met Gly Gly 
1 


141 
ccc 
Pro 


egg 
Arg 
5 


ggc 
Gly 


* 

gcg ggc tgg gtg gcg gcg ggc ctg ctg etc 
Ala Gly Trp Val Ala Ala Gly Leu Leu Leu 
10 15 


48 


ggc gcg 
Gly Ala 


ggc 
Gly 


gec 
Ala 
20 


tgc 
Cys 


tac 
Tyr 


tgc att tac agg ctg ace egg ggt egg egg 
Cys He Tyr Arg Leu Thr Arg Gly Arg Arg 
25 30 


96 


egg ggc 
Arg Gly 


gac 
Asp 
35 


cgc 
Arg 


gag 
Glu 


etc 
Leu 


ggg ata cgc tct teg aag tec gca gaa gac 
Gly He Arg Ser Ser Lys Ser Ala Glu Asp 
40 45 


144 


tta act 
Leu Thr 
50 


gat 
Asp 


ggt 
Gly 


tea 
Ser 


tat 
Tyr 


gat gat gtt eta aat get gaa caa ctt cag 
Asp Asp Val Leu Asn Ala Glu Gin Leu Gin 
55 60 


192 


aaa etc 
Lys Leu 
65 


ctt 
Leu 


tac 
Tyr 


ctg 
Leu 


ctg 
Leu 
70 


gag tea acg gag gat cct gta att att gaa 
Glu Ser Thr Glu Asp- Pro Val He He Glu 

75 80 


240 


aga get 
Arg Ala 


ttg 
Leu 


att 
He 


act 
Thr 
85 


ttg 
Leu 


ggt aac aat gca gee ttt tea gtt aac caa 
Gly Asn Asn Ala Ala Phe Ser Val Asn Gin 
90 95 


288 


get att 
Ala He 


att 
lie 


cgt 
Arg 
100 


gaa 
Glu 


ttg 
Leu 


ggt ggt att cca att gtt gca aac aaa ate 
Gly Gly He Pro He Val Ala Asn Lys lie 
105 110 
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aac cat tec aac cag agt att aaa gag aaa get tta aat gca eta aat 
Asn His Ser Asn Gin Ser He Lys Glu Lys Ala Leu Asn Ala Leu Asn 
115 120 125 



384 



aac ctg agt gtg aat gtt gaa aat caa ate aag ata aag gtg caa gtt 
Asn Leu Ser Val Asn Val Glu Asn Gin lie Lys He Lys Val Gin Val 
130 135 140 



432 



ttg aaa ctg ctt ttg aat ttg tct gaa aat cca gee atg aca gaa gga 480 

Leu Lys Leu Leu Leu Asn Leu Ser Glu Asn Pro Ala Met Thr Glu Gly 
145 150 155 160 

ctt etc cgt gee caa gtg gat tea tea ttc ctt tec ctt tat gac age 528 

Leu Leu Arg Ala Gin Val Asp Ser Ser Phe Leu Ser Leu Tyr Asp Ser 
165 170 175 



cac gta gca aag gag att ctt ctt cga gta ctt acg eta ttt cag aat 576 
His Val Ala Lys Glu He Leu Leu Arg Val Leu Thr Leu Phe Gin Asn 
180 185 190 

ata aag aac tgc etc aaa ata gaa ggc cat tta get gtg cag cct act 624 
He Lys Asn Cys Leu Lys He Glu Gly His Leu Ala Val Gin Pro Thr 
195 200 205 

ttc act gaa ggt tea ttg ttt ttc ctg tta cat gga gaa gaa tgt gee 672 
Phe Thr Glu Gly Ser Leu Phe Phe Leu Leu His Gly Glu Glu Cys Ala 
210 215 220 

cag aaa ata aga get tta gtt gat cac cat gat gca gag gtg aag gaa 720 
Gin Lys He Arg Ala Leu Val Asp His His Asp Ala Glu Val Lys Glu 
225 230 235 240 

aag gtt gta aca ata ata ccc aaa ate tga 750 
Lys Val Val Thr He He Pro Lys He * 
245 



<210> 142 
<211> 249 
<212> PRT 

<213> Homo sapiens 
<400> 142 

Met Gly Gly Pro Arg Gly Ala Gly Trp Val Ala Ala Gly Leu Leu Leu 
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1 


5 




Gly 


Ala Gly Ala Cys 


Tyr Cys He 




20 




Arg 


Gly Asp Arg Glu 


Leu Gly He 




35 


40 


Leu 


Thr Asp Gly Ser 


Tyr Asp Asp 




50 


55 


Lys 


Leu Leu Tyr Leu 


Leu Glu Ser 


65 




70 


Arg 


Ala Leu He Thr 


Leu Gly Asn 




85 




Ala 


He He Arg Glu 


Leu Gly Gly 




100 




Asn 


His Ser Asn Gin 


Ser He Lys 




115 


120 


Asn 


Leu Ser Val Asn 


Val Glu Asn 




130 

< 


135 


Leu 


Lys Leu Leu Leu 


Asn Leu Ser 


145 




150 


Leu 


Leu Arg Ala Gin 


Val Asp Ser 




165 




His 


Val Ala Lys Glu 


He Leu Leu 




180 




He 


Lys Asn Cys Leu 


Lys He Glu 




195 


200 


Phe 


Thr Glu Gly Ser 


Leu Phe Phe 




210 


215 


Gin 


Lys He Arg Ala 


Leu Val Asp 


225 




230 


Lys 


Val Val Thr He 


He Pro Lys 




245 





<210> 143 
<211> 846 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . . (846) 

<221> misc_feature 
<222> (1). . .(846) 
<223> n = A.T.C or G 



204 





10 


15 


Tyr 


Arg Leu Thr Arg 


Gly Arg Arg 


25 




30 


Arg 


Ser Ser Lys Ser 


Ala Glu Asp 




45 




Val 


Leu Asn Ala Glu 


Gin Leu Gin 




60 




Thr 


Glu Asp Pro Val 


He He Glu 




75 


80 


Asn 


Ala Ala Phe Ser 


Val Asn Gin 




90 


95 


He 


Pro He Val Ala 


Asn Lys He 


105 




110 


Glu 


Lys Ala Leu Asn 


Ala Leu Asn 




125 




Gin 


He Lys He Lys 


Val Gin Val 




140 




Glu 


Asn Pro Ala Met 


Thr Glu Gly 




155 


160 


Ser 


Phe Leu Ser Leu 


Tyr Asp Ser 




170 


175 


Arq 


Val Leu Thr Leu 


Phe Gin Asn 


185 




190 


Gly 


His Leu Ala Val 


Gin Pro Thr 




205 




Leu 


Leu His Gly Glu 


Glu Cys Ala 




220 




His 


His Asp Ala Glu 


Val Lys. Glu 




235 


240 


He 







WO 01/29221 



PCT/US00/29052 



205 



<400> 143 

atg ctg ccc aag tec egg cga gec eta act ate cag gng ate get gcg 

Met Leu Pro Lys Ser Arg Arg Ala Leu Thr He Gin Xaa lie Ala Ala 
1 5 10 15 



48 



ctg gee agg tec tec ctg cat ggt att tec cag gtg gtg aag gac cac 
Leu Ala Arg Ser Ser Leu His Gly He Ser Gin Val Val Lys Asp His 
20 25 30 



96 



gtg acc aag cct ace gee atg gee cag ggc cga gtg get cac etc att 
Val Thr Lys Pro Thr Ala Met Ala Gin Gly Arg Val Ala His Leu He 
35 40 45 



144 



gag tgg aag ggc tgg age aag ccg agt gac tea cct get gee ctg gaa 
Glu Trp Lys Gly Trp Ser Lys Pro Ser Asp Ser Pro Ala Ala Leu Glu 
50 55 60 



192 



tea gee ttt tec tec tat tea gac etc age gag ggc gaa caa gag get 
Ser Ala Phe Ser Ser Tyr Ser Asp Leu Ser Glu Gly Glu Gin Glu Ala 
65 70 75 80 



240 



cgc ttt gca gca gga gtg get gag cag ttt gee ate gcg gaa gee aag 
Arg Phe Ala Ala Gly Val Ala Glu Gin Phe Ala He Ala Glu Ala Lys 

85 90 95 



288 



etc cga gca tgg tct teg gtg gat ggc gag gac tec act gat gac tec 
Leu Arg Ala Trp Ser Ser Val Asp Gly Glu Asp Ser Thr Asp Asp Ser 
100 105 110 



336 



tat gat gag gac ttt get ggg gga atg gac aca gac atg get ggg cag 
Tyr Asp Glu Asp Phe Ala Gly Gly Met Asp Thr Asp Met Ala Gly Gin 
115 120 125 



384 



ctg ccc ctg ggg ccg cac etc cag gac ctg ttc acc ggc cac egg ttc 
Leu Pro Leu Gly Pro His Leu Gin Asp Leu Phe Thr Gly His Arg Phe 
130 135 140 



432 



tec egg cct gtg cgc cag ggc tec gtg gag cct gag age gac tgc tea 480 
Ser Arg Pro Val Arg Gin Gly Ser Val Glu Pro Glu Ser Asp Cys Ser 
145 150 155 160 

cag acc gtg tec cca gac acc ctg tgc tct agt ctg tgc age ctg gag 528 
Gin Thr Val Ser Pro Asp Thr Leu Cys Ser Ser Leu Cys Ser Leu Glu 
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165 



170 



175 



gat ggg ttg ttg ggc tec ccg gec egg ctg gec tec cag ctg ctg ggc 
Asp Gly Leu Leu Gly Ser Pro Ala Arg Leu Ala Ser Gin Leu Leu Gly 
180 185 190 



576 



gat gag ctg ctt etc gee aaa ctg ccc ccc age egg gaa agt gee ttc 
Asp Glu Leu Leu Leu Ala Lys Leu Pro Pro Ser Arg Glu Ser Ala Phe 
195 200 205 



624 



cgc age ctg ggc cca ctg gag gec cag gac tea etc tac aac teg ccc 
Arg Ser Leu Gly Pro Leu Glu Ala Gin Asp Ser Leu Tyr Asn Ser Pro 
210 215 220 



672 



etc aca gag tec tgc ctt tec ccc gcg gag gag gag cca gee ccc tgc 
Leu Thr Glu Ser Cys Leu Ser Pro Ala Glu Glu Glu Pro Ala Pro Cys 
225 230 235 240 



720 



aag gac tgc cag cca etc tgc cca cca eta acg ggc age tgg gaa egg 
Lys Asp Cys Gin Pro Leu Cys Pro Pro Leu Thr Gly Ser Trp Glu Arg 
245 250 255 



768 



cag egg caa gee tct gac ctg gec tct tct ggg gtg gtg tec tta gat 
Gin Arg Gin Ala Ser Asp Leu Ala Ser Ser Gly Val Val Ser Leu Asp 
260 265 270 



816 



gag gat gag gca gag cca gag gaa cag tga 
Glu Asp Glu Ala Glu Pro Glu Glu Gin * 
275 280 



846 



<210> 144 
<211> 281 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (1)...(281) 

<223> Xaa = Any Amino Acid 



<400> 144 

Met Leu Pro Lys Ser Arg Arg Ala Leu Thr He Gin Xaa He Ala Ala 
15 10 15 
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Leu Ala 


Arg 


Ser 


Ser Leu His 


Gly 


He 


Ser 


Gin 


Val 


Val 


Lys 


Asp 


His 






20 






25 










30 






Val Thr 


Lys 


Pro 


Thr Ala Met 


Ala 


Gin 


Gly 


Arg 


Val 


Ala 


His 


Leu 


He 




35 






40 










45 








Glu Trp 


Lys 


Gly 


Trp Ser Lys 


Pro 


Ser 


Asp 


Ser 


Pro 


Ala 


Ala 


Leu 


Glu 


50 






55 










60 










Ser Ala 


Phe 


Ser 


Ser Tyr Ser 


Asp 


Leu 


Ser 


Glu 


Gly 


Glu 


Gin 


Glu 


Ala 


65 






70 








75 










80 


Arg Phe 


Ala 


Ala 


Gly Val Ala 


Glu 


Gin 


Phe 


Ala 


He 


Ala 


Glu 


Ala 


Lys 








85 






90 










95 




Leu Arg 


Ala 


Trp 


Ser Ser Val 


Asp 


Gly 


Glu 


Asp 


Ser 


Thr 


Asp 


Asp 


Ser 






100 






105 










110 






Tyr Asp 


Glu 


Asp 

• 


Phe Ala Gly 


Gly 


Met 


Asp 


Thr 


Asp 


Met 


Ala 


Gly 


Gin 




115 






120 










125 








Leu Pro 


Leu 


Gly 


Pro His Leu 


Gin 


Asp 


Leu 


Phe 


Thr 


Gly 


His 


Arg 


Phe 


130 






135 










140 










Ser Arg 


Pro 


Val 


Arg Gin Gly 


Ser 


Val 


Glu 


Pro 


Glu 


Ser 


Asp 


Cys 


Ser 


145 






150 








155 










160 


Gin Thr 


Val 


Ser 


Pro Asp Thr 


Leu 


Cys 

J 


Ser 


Ser 


Leu 


Cys 


Ser 


Leu 


Glu 








165 






170 










175 




Asp Gly 


Leu 


Leu 


Gly Ser Pro 


Ala 


Arg 


Leu 


Ala 


Ser 


Gin 


Leu 


Leu 


Gly 






180 






185 










190 






Asp Glu 


Leu 


Leu 


Leu Ala Lys 


Leu 


Pro 


Pro 


Ser 


Arg 


Glu 


Ser 


Ala 


Phe 




195 






200 










205 








Arg Ser 


Leu 


Gly 


Pro Leu Glu 


Ala 


Gin 


Asp 


Ser 


Leu 


Tyr 


Asn 


Ser 


Pro 


210 






215 










220 










Leu Thr 


Glu 


Ser 


Cys Leu Ser 


Pro 


Ala 


Glu 


Glu 


Glu 


Pro 


Ala 


Pro 


Cys 


225 






230 








235 










240 


Lys Asp 


Cys 


Gin 


Pro Leu Cys 


Pro 


Pro 


Leu 


Thr 


Gly 


Ser 


Trp 


Glu 


Arg 








245 






250 










255 




Gin Arg 


Gin 


Ala 


Ser Asp Leu 


Ala 


Ser 


Ser 


Gly 


Val 


Val 


Ser 


Leu 


Asp 






260 






265 










270 






Glu Asp 


Glu 


Ala 


Glu Pro Glu 


Glu 


Gin 


















275 






280 



















<210> 145 
<211> 1353 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (1). . .(1353) 
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<400> 145 

atg ctg gtg act gcc tac ctt get ttt gta ggc etc ctg gec tec tgc 48 
Met Leu Val Thr Ala Tyr Leu Ala Phe Val Gly Leu Leu Ala Ser Cys 
1 5 10 15 

ctg ggg ctg gaa ctg tea aga tgc egg get aaa ccc cct gga agg gcc 96 
Leu Gly Leu Glu Leu Ser Arg Cys Arg Ala Lys Pro Pro Gly Arg Ala 
20 25 30 

tgc age aat ccc tec ttc ctt egg ttt caa ctg gac ttc tat cag gtc 144 
Cys Ser Asn Pro Ser Phe Leu Arg Phe Gin Leu Asp Phe Tyr Gin Val 
35 40 45 

tac ttc ctg gcc ctg gca get gat tgg ctt cag gcc ccc tac etc tat 192 
Tyr Phe Leu Ala Leu Ala Ala Asp Trp Leu Gin Ala Pro Tyr Leu Tyr 
50 55 60 

aaa etc tac cag cat tac tac ttc ctg gaa ggt caa att gcc ate etc 240 
Lys Leu Tyr Gin His Tyr Tyr Phe Leu Glu Gly Gin He Ala He Leu 
65 70 75 80 

tat gtc tgt ggc ctt gcc tct aca gtc etc ttt ggc eta gtg gcc tec 288 
Tyr Val Cys Gly Leu Ala Ser Thr Val Leu Phe Gly Leu Val Ala Ser 

85 90 95 

tec ctt gtg gat tgg ctg ggt cgc aag aat tct tgt gtc etc ttc tec 336 
Ser Leu Val Asp Trp Leu Gly Arg Lys Asn Ser Cys Val Leu Phe Ser 
100 105 110 

ctg act tac tea eta tgc tgc tta acc aaa etc tct caa gac tac ttt 384 
Leu Thr Tyr Ser Leu Cys Cys Leu Thr Lys Leu Ser Gin Asp Tyr Phe 
115 120 125 

gtg ctg eta gtg ggg cga gca ctt ggt ggg ctg tec aca gcc ctg etc 432 
Val Leu Leu Val Gly Arg Ala Leu Gly Gly Leu Ser Thr Ala Leu Leu 
130 135 140 

ttc tea gcc ttc gag gcc tgg tat ate cat gag cac gtg gaa egg cat 480 
Phe Ser Ala Phe Glu Ala Trp Tyr He His Glu His Val Glu Arg His 
145 150 155 160 

gac ttc cct get gag tgg ate cca get acc ttt get cga get gcc ttc 528 ' 
Asp Phe Pro Ala Glu Trp He Pro Ala Thr Phe Ala Arg Ala Ala Phe 
. 165 170 175 
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tgg aac cat gtg ctg get gta gtg gca ggt gtg gca get gag get gta 576 
Trp Asn His Val Leu Ala Val Val Ala Gly Val Ala Ala Glu Ala Val 
180 185 190 

gee age tgg ata ggg ctg ggg cct gta gcg ccc ttt gtg get gee ate 624 
Ala Ser Trp He Gly Leu Gly Pro Val Ala Pro Phe Val Ala Ala He 
195 200 205 

cct etc ctg get ctg gca ggg gee ttg gee ctt cga aac tgg ggg gag 672 
Pro Leu Leu Ala Leu Ala Gly Ala Leu Ala Leu Arg Asn Trp Gly Glu 
210 215 220 

aac tat gac egg cag cgt gee ttc tea agg acc tgt get gga ggc ctg 720 
Asn Tyr Asp Arg Gin Arg Ala Phe Ser Arg Thr Cys Ala Gly Gly Leu 
225 230 235 ' 240 

cgc tgc etc ctg teg gac cgc cgc gtg ctg ctg ttg ggc acc ata caa 768 
Arg Cys Leu Leu Ser Asp Arg Arg Val Leu Leu Leu Gly Thr He Gin 
245 250 , 255 

get eta ttt gag agt gtc ate ttc ate ttt gtc ttc etc tgg aca cct 816 
Ala Leu Phe Glu Ser Val He Phe He Phe Val Phe Leu Trp Thr Pro 
260 265 270 

gtg ctg gac cca cac ggg gee cct ctg ggc att ate ttc tec age ttc 864 
Val Leu Asp Pro His Gly Ala Pro Leu Gly He He Phe Ser Ser Phe 
275 280 285 

atg gca gec age ctg ctt ggc tct tec ctg tac cgt ate gee acc tec 912 
Met Ala Ala Ser Leu Leu Gly Ser Ser Leu Tyr Arg He Ala Thr Ser 
290 295 300 

aag agg tac cac ctt cag ccc atg cac ctg ctg tec ctt get gtg etc 960 
Lys Arg Tyr His Leu Gin Pro Met His Leu Leu Ser Leu Ala Val Leu 
305 310 315 320 

ate gtc gtc ttc tct etc ttc atg ttg act ttc tct acc age cca ggc 1008 
He Val Val Phe Ser Leu Phe Met Leu Thr Phe Ser Thr Ser Pro Gly 
325 330 335 

cag gag agt ccg gtg gag tec ttc ata gec ttt eta ctt att gag ttg 1056 
Gin Glu Ser Pro Val Glu Ser Phe He Ala Phe Leu Leu He Glu Leu 
340 345 350 
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get tgt gga tta tac ttt ccc age atg age ttc eta egg aga aag gtg 1104 
Ala Cys Gly Leu Tyr Phe Pro Ser Met Ser Phe Leu Arg Arg Lys Val 
355 360 365 

ate cct gag aca gag cag get ggt gta etc aac tgg ttc egg gta cct 1152 
He Pro Glu Thr Glu Gin Ala Gly Val Leu Asn Trp Phe Arg Val Pro 
370 375 380 

ctg cac tea ctg get tgc eta ggg etc ctt gtc etc cat gac agt gat 1200 
Leu His Ser Leu Ala Cys Leu Gly Leu Leu Val Leu His Asp Ser Asp 
385 390 395 400 

cga aaa aca ggc act egg aat atg ttc age att tgc tct get gtc atg 1248 
Arg Lys Thr Gly Thr Arg Asn Met Phe Ser He Cys Ser Ala Val Met 
405 410 415 

gtg atg get ctg ctg gca gtg gtg gga etc ttc ace gtg gta agg cat 1296 
Val Met Ala Leu Leu Ala Val Val Gly Leu Phe Thr Val Val Arg His 
420 425 430 

gat get gag ctg egg gta cct tea cct act gag gag ccc tat gee cct 1344 
Asp Ala Glu Leu Arg Val Pro Ser Pro Thr Glu Glu Pro Tyr Ala Pro 
435 440 445 

gag ctg taa 1353 
Glu Leu * 
450 



<210> 146 
<211> 450 
<212> PRT 
<213> Homo sapiens 

<400> 146 

Met Leu Val Thr Ala Tyr Leu Ala Phe Val Gly Leu Leu Ala Ser Cys 
1 5 10 15 

Leu Gly Leu Glu Leu Ser Arg Cys Arg Ala Lys Pro Pro Gly Arg Ala 

20 25 30 

Cys Ser Asn Pro Ser Phe Leu Arg Phe Gin Leu Asp Phe Tyr Gin Val 

35 40 45 

Tyr Phe Leu Ala Leu Ala Ala Asp Trp Leu Gin Ala Pro Tyr Leu Tyr 
50 55 60 
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Lys Leu 


Tyr Gin His Tyr 


Tyr 


Phe 


Leu 


Glu 


Gly 


Gin 


He 


Ala 


He Leu 


65 


70 










75 








80 


Tyr Val 


Cys Gly Leu Ala 


Ser 


Thr 


Val 


Leu 


Phe 


Gly 


Leu 


Val 


Ala Ser 




85 








90 










95 


Ser Leu 


Val Asp Trp Leu 


Gly 


Arg 


Lys 


Asn 


Ser 


Cys 


Val 


Leu 


Phe Ser 




100 






105 










110 




Leu Thr 


Tyr Ser Leu Cys 


Cys 


Leu 


Thr 


Lys 


Leu 


Ser 


Gin 


Asp 


Tyr Phe 




115 




120 










125 






Val Leu 


Leu Val Gly Arg 


Ala 


Leu 


Gly 


Gly 


Leu 


Ser 


Thr 


Ala 


Leu Leu 


130 




135 










140 








Phe Ser 


Ala Phe Glu Ala 


Trp 

• 


Tyr 


He 


His 


Glu 


His 


Val 


Glu 


Arg His 


145 


150 










155 








160 


Asp Phe 


Pro Ala Glu Trp 


He 


Pro 


Ala 


Thr 


Phe 


Ala 


Arg 


Ala 


Ala Phe 




165 








170 










175 


Trp Asn 


His Val Leu Ala 


Val 


Val 


Ala 


Gly 


Val 


Ala 


Ala 


Glu 


Ala Val 




180 






185 






■ 




190 




Ala Ser 


Trp He Gly Leu 


Gly 


Pro 


Val 


Ala 


Pro 


Phe 


Val 


Ala 


Ala He 




195 




200 










205 






Pro Leu 


Leu Ala Leu Ala 


Gly 


Ala 


Leu 


Ala 


Leu 


Arg 


Asn 


Trp 


Gly Glu 


210 




215 










220 








Asn Tyr 


Asp Arg Gin Arg 


Ala 


Phe 


Ser 


Arg 


Thr 


Cys 


Ala 


Gly 


Gly Leu 


225 


230 










235 








240 


Arg Cys 


Leu Leu Ser Asp 


Arg 


Arg 


Val 


Leu 


Leu 


Leu 


Gly 


Thr 


He Gin 




245 








250 










255 


Ala Leu 


Phe Glu Ser Val 


He 


Phe 


He 


Phe 


Val 


Phe 


Leu 


Trp 


Thr Pro 




260 






265 










270 




Val Leu 


Asp Pro His Gly 


Ala 


Pro 


Leu 


Gly 


He 


He 


Phe 


Ser 


Ser. Phe 




275 




280 










285 






Met Ala 


Ala Ser Leu Leu 


Gly 


Ser 


Ser 


Leu 


Tyr 


Arg 


He 


Ala 


Thr Ser 


290 




295 










300 








Lys Arg 


Tyr His Leu Gin 


Pro 


Met 


His 


Leu 


Leu 


Ser 


Leu 


Ala 


Val Leu 


305 


310 










315 








320 


He Val 


Val Phe Ser Leu 


Phe 


Met 


Leu 


Thr 


Phe 


Ser 


Thr 


Ser 


Pro Gly 




325 








330 










335 


Gin Glu 


Ser Pro Val Glu 


Ser 


Phe 


lie 


Ala 


Phe 


Leu 


Leu 


He 


Glu Leu 




340 






345 










350 




Ala Cys 


Gly Leu Tyr Phe 


Pro 


Ser 


Met 


Ser 


Phe 


Leu 


Arg 


Arg 


Lys Val 




355 




360 










365 






He. Pro 


Glu Thr Glu Gin 


Ala 


Gly 


Val 


Leu 


Asn 


Trp 


Phe 


Arg 


Val Pro 


370 




375 










380 








Leu His 


Ser Leu Ala Cys 


Leu 


Gly 


Leu 


Leu 


Val 


Leu 


His 


Asp 


Ser Asp 


385 


390 










395 








400 


Arg Lys 


Thr Gly Thr Arg 


Asn 


Met 


Phe 


Ser 


He 


Cys 


Ser 


Ala 


Val Met 




405 








410 










415 
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Val Met Ala Leu Leu Ala Val Val Gly Leu Phe Thr Val Val Arg His 

420 425 430 

Asp Ala Glu Leu Arg Val Pro Ser Pro Thr Glu Glu Pro Tyr Ala Pro 
435 440 445 

Glu Leu 
450 

<210> 147 
<211> 465 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(465) 

<221> mi sc_feature 
<222> (1)...(465) 
<223> n = A.T.C or G 

<400> 147 

atg gcg ggg ccg gtg aag 

Met Ala Gly Pro Val Lys 
1 5 

ctg tac cag gcc gcc cat 
Leu Tyr Gin Ala Ala His 
20 

gcg ctg gcg agg ttt tac 
Ala Leu Ala Arg Phe Tyr 
35 

etc gtc ttg egg egg gat 
Leu Val Leu Arg Arg Asp 
50 

tgc tct tec etc etc gtc 
Cys Ser Ser Leu Leu Val 
65 70 

cgc tgc agg gga cag cgc 
Arg Cys Arg Gly Gin Arg 

85 



gac cgc gag gcc ttc cag agg etc aac ttc 
Asp Arg Glu Ala Phe Gin Arg Leu Asn Phe 
10 15 



48 



tgt gtc ctt gcc cag gac ccc gag aac cag 
Cys Val Leu Ala Gin Asp Pro Glu Asn Gin 
25 30 



96 



tgc tac act gag agg acc att gcg aag ngg 
Cys Tyr Thr Glu Arg Thr He Ala Lys Xaa 
40 45 



144 



ccc teg gtg aag agg act etc tgt cga ggc 
Pro Ser Val Lys Arg Thr Leu Cys Arg Gly 
55 60 



192 



ccg ggc etc acc tgc acc cag cgc cag aga 
Pro Gly Leu Thr Cys Thr Gin Arg Gin Arg 

75 80 



240 



tgg acc gta cag acc tgc eta aca tgc cag 
Trp Thr Val Gin Thr Cys Leu Thr Cys Gin 
90 95 



288 
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cgc age caa cgc ttc etc aat gat ccc ggg cat tta etc tgg gga gac 336 
Arg Ser Gin Arg Phe Leu Asn Asp Pro Gly His Leu Leu Trp Gly Asp 
100 105 110 

agg cct gag gec cag etc ggg age caa gca gat tec aaa cca eta caa 384 
Arg Pro Glu Ala Gin Leu Gly Ser Gin Ala Asp Ser Lys Pro Leu Gin 
115 120 125 

ccc ttg cca aac aca gee cac tec att tea gac cgc ctt cct gag gag 432 
Pro Leu Pro Asn Thr Ala His Ser He Ser Asp Arg Leu Pro Glu Glu 
130 135 140 

aaa atg cag act cag ggt tec agt aac cag tga 465 
Lys Met Gin Thr Gin Gly Ser Ser Asn Gin * 
145 150 



<210> 148 
<211> 154 
<212> PRT 

<213> Homo sapiens 
<400> 148 



Met Ala 


Gly 


Pro 


Val 


Lys 


Asp 


Arg 


Glu 


Ala Phe Gin Arg Leu Asn Phe 


1 






5 










10 15 


Leu Tyr 


Gin 


Ala 


Ala 


His 


Cys 


Val 


Leu 


Ala Gin Asp Pro Glu Asn Gin 






20 










25 


30 


Ala Leu 


Ala 


Arg 


Phe 


Tyr 


Cys 


Tyr 


Thr 


Glu Arg Thr He Ala Lys Xaa 




35 










40 




45 


Leu Val 


Leu 


Arg 


Arg 


Asp 


Pro 


Ser 


Val 


Lys Arg Thr Leu Cys Arg Gly 


50 










55 






60 


Cys Ser 


Ser 


Leu 


Leu 


Val 


Pro 


Gly 


Leu 


Thr Cys Thr Gin Arg Gin Arg 


65 








70 








75 80 


Arg Cys 


Arg 


Gly 


Gin 


Arg 


Trp 


Thr 


Val 


Gin Thr Cys Leu Thr Cys Gin 








85 










90 95 


Arg Ser 


Gin 


Arg 


Phe 


Leu 


Asn 


Asp 


Pro 


Gly His Leu Leu Trp Gly Asp 






100 










105 


110 


Arg Pro 


Glu 


Ala 


Gin 


Leu 


Gly 


Ser 


Gin 


Ala Asp Ser Lys Pro Leu Gin 




115 










120 




125 


Pro Leu 


Pro 


Asn 


Thr 


Ala 


His 


Ser 


He 


Ser Asp Arg Leu Pro Glu Glu 


130 










135 






140 


Lys Met 


Gin 


Thr 


Gin 


Gly 


Ser 


Ser 


Asn 


Gin 



145 150 
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<210> 149 
<211> 390 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . . (390) 





<400> 


149 




atg 


ate 


ccc 


etc 


etc 


Met 


He 


Pro 


Leu 


Leu 


1 








5 


ate 


ate 


act 


gtt 


gca 


He 


He 


Thr 


Val 


Ala 








20 






get 


gee 


y 




Ala 


Ala 


Ala 


Val 


Ala 






35 






caa 


get 


gta 


gag 


egg 


Gin 


Ala 


Val 


Glu 


Arg 




50 








acc 


gee 


acc 


agg 


aat 


Thr 


Ala 


Thr 


Arg 


Asn 


65 










ggg 


gtg 


gtg 


tgc 


egg 


Gly 


Val 


Val 


Cys 


Arg 










85 


ccg 


cct 


get 


gga 


ctt 


Pro 


Pro 


Ala 


Gly 


Leu 








100 





10 



15 



25 



30 



40 



45 



. 55 



60 



70 



75 



80 



90 



95 



105 



110 



48 



96 



144 



192 



240 



288 



336 



get cca gga act ctt aga etc aga gtc ctt ggg agg cag ccg caa ggc 
Ala Pro Gly Thr Leu Arg Leu Arg Val Leu Gly Arg Gin Pro Gin Gly 
115 120 125 



384 



cac tga 



390 
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His * 



<210> 150 
<211> 129 
<212> PRT 

<213> Homo sapiens 
<400> 150 

Met He Pro Leu Leu Arg Glu Ser Leu His Pro Met Leu Leu Ser He 
15 10 15 

He He Thr Val Ala Asp Asn Leu Asn Ser Lys Asn Ser Gly lie Tyr 

20 25 30 

Ala Ala Ala Val Ala Val Leu Val Ala Ser Val Tyr Pro Arg Lys Pro 

35 40 45 

Gin Ala Val Glu Arg His Val Leu Pro lie Leu Trp His Phe Leu Asn 

50 55 60 

Thr Ala Thr Arg Asn Gly Thr Leu Pro Gly Pro Ser Gly Asn He Arg 
65 70 75 80 

Gly Val Val Cys Arg Leu Ser Arg Ser Leu Gin Glu His His Gly Leu 

85 90 95 

Pro Pro Ala Gly Leu Cys Arg Gin Pro Ala Lys Ala Arg Pro Gin Asp 

100 105 110 

Ala Pro Gly Thr Leu Arg Leu Arg Val Leu Gly Arg Gin Pro Gin Gly 
115 120 125 

His 



<210> 151 
<211> 567 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(567) 

<400> 151 

atg gtc cct gcc cct cag cat gtc act gag eta gag ctg ggc atg tac 48 

Met Val Pro Ala Pro Gin His Val Thr Glu Leu Glu Leu Gly Met Tyr 

15 10 15 

gcc ctg ctg gga gtc ttc tgc gtg gcc ate ttc ate ttc ttg gtc aat 96 
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Ala Leu Leu Gly Val Phe Cys Val Ala He Phe He Phe Leu Val Asn 
20 25 30 

ggt gtg gtc ttc gtc ctg cgc tat cag cgc aaa gaa cct ccc gac agt 144 
Gly Val Val Phe Val Leu Arg Tyr Gin Arg Lys Glu Pro Pro Asp Ser 
35 .40 45 

gcc act gac ccc acc tec ccc cag ccc cac aac tgg gtc tgg ctg ggc 192 
Ala Thr Asp Pro Thr Ser Pro Gin Pro His Asn Trp Val Trp Leu Gly 
50 55 60 

act gac cag gag gaa ctg age cgc cag ctg gac egg cag tec cct ggc 240 
Thr Asp Gin Glu Glu Leu Ser Arg Gin Leu Asp Arg Gin Ser Pro Gly 
65 70 75 80 

ccg ccc aag ggg gag ggg age tgc ccc tgt gag agt ggg gga gga ggg 288 
Pro Pro Lys Gly Glu Gly Ser Cys Pro Cys Glu Ser Gly Gly Gly Gly 

85 90 95 

gag gcc cct acc ctg gcc cct ggc cct cct ggg ggc acc acc age tec 336 
Glu Ala Pro Thr Leu Ala Pro Gly Pro Pro Gly Gly Thr Thr Ser Ser 
100 105 110 

tea age acc ctg gcc cga aag gag get ggg ggg egg egg aag cga gta 384 
Ser Ser Thr Leu Ala Arg Lys Glu Ala Gly Gly Arg Arg Lys Arg Val 
115 120 125 

gag ttt gtg aca ttt gcg cca gcc cct cca gcc cag tea cct gag gag 432 
Glu Phe Val Thr Phe Ala Pro Ala Pro Pro Ala Gin Ser Pro Glu Glu 
130 135 140 

cct gta ggg gcc cct get gtg cag tec ate ctt gtg gca ggc gag gag 480 
Pro Val Gly Ala Pro Ala Val Gin Ser He Leu Val Ala Gly Glu Glu 
145 150 155 160 

gac ate cgc tgg gtg tgt gag gac atg ggg ctg aag gac cct gag gag 528 
Asp He Arg Trp Val Cys Glu Asp Met Gly Leu Lys Asp Pro Glu Glu 

165 170 175 



ctt cgc aac tac atg gag agg ate egg ggc age tec tga 
Leu Arg Asn Tyr Met Glu Arg He Arg Gly Ser Ser * 
180 185 



567 
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<210> 152 
<211> 188 
<212> PRT 
<213> Homo sapiens 



<400> 152 



Met Val 

1 It. V* V U 1 


Pro 


Ala 


Pro 


Gin 


His Val 


Thr 

1 1 1 1 


Glu Leu 


Glu Leu Glv Met Tvr 


1 

X 






c; 








10 


15 


Ala I pi i 
m 1 d Leu 


i pt i 


G1 v 


Val 

V u 1 


Php 


fv<; Val 

\s J O VQI 


Ala 

M 1 □ 


Tip Php 


Tip Php 1 pu Val A<;n 

lie r i ic lcu v u i not i 














CsJ 






Glv Val 
u iy v a i 


Val 
v d I 


Php 

rl It: 


Val 
v d 1 


1 Pi I 


Am Tvr 

Ml y l Jr 1 


Gin 

Vj 1 1 1 


Am 1 vc 
mi y Lyo 


Gin Prn Prn Acn 9pp 

Vj 1 U rl U r 1 U Mop JCI 




00 








AO 








Ala Thr 
Mia 1 1 ii 


Acn 


Prn 
ri u 


Thr 




Pro Gin 


Pro 

r i vj 


Hi <; A<;n 

n i j no 1 1 


Trn Val Trn 1 pu Glv 

• ip vol ii yj L.CLI VJ 1 jr 


ou 


















1 1 If MoU 


Gin 

Vj 1 I 1 


Glu 

VJ 1 u 


Glu 

Vj 1 U 


1 Ptj 


^pr Ara 

jti fVi y 


Gin 

VJ 1 i 1 


1 pii A^n 

i_cu f\o \J 


Ara Rl n Spr Prn Glv 


65 








/U 






/o 


oil 


Pro Pro 


Lys 


Gly 


Glu 


Gly 


Ser Cys 


Pro 


Cys Glu 


Ser Gly Gly Gly Gly 








85 








90 


95 


Glu Ala 


Pro 


Thr 


Leu 


Ala 


Pro Gly 


Pro 


Pro Gly 


Gly Thr Thr Ser Ser 






100 








105 




110 


Ser Ser 


Thr 


Leu 


Ala 


Arg 


Lys Glu 


Ala 


Gly Gly 


Arg Arg Lys Arg Val 




115 








120 






125 


Glu Phe 


Val 


Thr 


Phe 


Ala 


Pro Ala 


Pro 


Pro Ala 


Gin Ser Pro Glu Glu 


130 










135 






140 


Pro Val 


Gly 


Ala 


Pro 


Ala 


Val Gin 


Ser 


He Leu 


Val Ala Gly Glu Glu 


145 








150 






155 


160 


Asp He 


Arg 


Trp 


Val 


Cys 


Glu Asp 


Met 


Gly Leu 


Lys Asp Pro Glu Glu 








165 








170 


175 


Leu Arg 


Asn 


Tyr 


Met 


Glu 


Arg He 


Arg 


Gly Ser 


Ser 






180 








185 







<210> 153 
<211> 735 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (D...C735) 

<400> 153 

atg get acg gga acg cgc tat gec ggg aag gtg gtg gtc gtg acc ggg 48 

Met Ala Thr Gly Thr Arg Tyr Ala Gly Lys Val Val Val Val Thr Gly 

1 5 10 15 
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ggc ggg cgc ggc ate gga get ggg ate gtg cgc gee ttc gtg aac age 96 
Gly Gly Arg Gly He Gly Ala Gly lie Val Arg Ala Phe Val Asn Ser 
20 25 30 

ggg gee cga gtg gtt ate tgc gac aag gat gag tct ggg ggc egg gee 144 
Gly Ala Arg Val Val lie Cys Asp Lys Asp Glu Ser Gly Gly Arg Ala 
35 40 45 

ctg gag cag gag etc cct gga get gtc ttt ate etc tgt gat gtg act 192 
Leu Glu Gin Glu Leu Pro Gly Ala Val Phe He Leu Cys Asp Val Thr 
50 55 60 

cag gaa gat gat gtg aag ace ctg gtt tct gag acc ate cgc cga ttt 240 
Gin Glu Asp Asp Val Lys Thr Leu Val Ser Glu Thr He Arg Arg Phe 
65 70 75 ~ 80 

ggc cgc ctg gat tgt gtt gtc aac aac get ggc cac cac cca ccc cca 288 
Gly Arg Leu Asp Cys Val Val Asn Asn Ala Gly His His Pro Pro Pro 

85 90 95 

cag agg cct gag gag acc tct gee cag gga ttc cgc cag ctg ctg gag 336" 
Gin Arg Pro Glu Glu Thr Ser Ala Gin Gly Phe Arg Gin Leu Leu Glu 
100 105 110 

ctg aac eta ctg ggg acg tac acc ttg acc aag etc gee etc ccc tac 384 
Leu Asn Leu Leu Gly Thr Tyr Thr Leu Thr Lys Leu Ala Leu Pro Tyr 
115 120 125 

ctg egg aag agt caa ggg aat gtc ate aac ate tec age ctg gtg ggg 432 
Leu Arg Lys Ser Gin Gly Asn Val He Asn He Ser Ser Leu Val Gly 
130 135 140 

gca ate ggc cag gee cag gca gtt ccc tat gtg gee acc aag ggg gca 480 
Ala He Gly Gin Ala Gin Ala Val Pro Tyr Val Ala Thr Lys Gly Ala 
145 150 155 " 160 

gta aca gee atg acc aaa get ttg gee ctg gat gaa agt cca tat ggt 528 
Val Thr Ala Met Thr Lys Ala Leu Ala Leu Asp Glu Ser Pro Tyr Gly 

165 170 175 

gtc cga gtc aac tgt ate tec cca gga aac ate tgg acc ccg ctg tgg 576 
Val Arg Val Asn Cys He Ser Pro Gly Asn He Trp Thr Pro Leu Trp 
180 185 190 
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gag gag ctg gca gcc tta atg cca gac cct agg gcc aca ate cga gag 624 

Glu Glu Leu Ala Ala Leu Met Pro Asp Pro Arg Ala Thr He Arg Glu 
195 200 205 

ggc atg ctg ccc age cac tgg gcc gca tgg gcc age ccg ctg agg teg 672 

Gly Met Leu Pro Ser His Trp Ala Ala Trp Ala Ser Pro Leu Arg Ser 
210 215 220 

ggg ctg egg cag tgt tec tgg cct ccg aag cca act tct gca egg gca 720 

Gly Leu Arg Gin Cys Ser Trp Pro Pro Lys Pro Thr Ser Ala Arg Ala 
225 230 235 240 

ttg aac tgc teg tga 735 

Leu Asn Cys Ser * 



<210> 154 
<211> 244 
<212> PRT 

<213> Homo sapiens 



<400> 154 










Met Ala 


Thr Gly 


Thr 


Arg 


Tyr Ala Gly Lys Val Val Val 


Val Thr Gly 


1 




5 




10 


15. 


Gly Gly 


Arg Gly 


He 


Gly 


Ala Gly He Val Arg Ala Phe 


Val Asn Ser 




20 






25 


30 


Gly Ala 


Arg Val 


Val 


He 


Cys Asp Lys Asp Glu Ser Gly 


Gly Arg Ala 




35 






40 45 




Leu Glu 


Gin Glu 


Leu 


Pro 


Gly Ala Val Phe lie Leu Cys 


Asp Val Thr 


50 








55 60 




Gin Glu 


Asp Asp 


Val 


Lys 


Thr Leu Val Ser Glu Thr He 


Arg Arg Phe 


65 






70 


75 


80 


Gly Arg 


Leu Asp 


Cys 


Val 


Val Asn Asn Ala Gly His His 


Pro Pro Pro 






85 




90 


95 


Gin Arg 


Pro Glu 


Glu 


Thr 


Ser Ala Gin Gly Phe Arg Gin 


Leu Leu Glu 




100 






105 


110 


Leu Asn 


Leu Leu 


Gly 


Thr 


Tyr Thr Leu Thr Lys Leu Ala 


Leu Pro Tyr 




115 






120 125 




Leu Arg 


Lys Ser 


Gin 


Gly 


Asn Val lie Asn He Ser Ser 


Leu Val Gly 


130 








135 140 




Ala lie 


Gly Gin 


Ala 


Gin 


Ala Val Pro Tyr Val Ala Thr 


Lys Gly Ala 


145 






150 


155 


160 
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Val Thr Ala Met Thr Lys Ala Leu Ala Leu Asp Glu Ser Pro Tyr Gly 

165 170 175 

Val Arg Val Asn Cys lie Ser Pro Gly Asn He Trp Thr Pro Leu Trp 

180 185 190 

Glu Glu Leu Ala Ala Leu Met Pro Asp Pro Arg Ala Thr He Arg Glu 

195 200 205 

Gly Met Leu Pro Ser His Trp Ala Ala Trp Ala Ser Pro Leu Arg Ser 

210 215 220 

Gly Leu Arg Gin Cys Ser Trp Pro Pro Lys Pro Thr Ser Ala Arg Ala 
225 230 235 240 

Leu Asn Cys Ser 



<210> 155 
<211> 975 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(975) 

<221> misc_feature 
<222> (1). . .(975) 
<223> n = A.T.C or G 

<400> 155 

atg atg ctg gca cag ggc ctt ctg ctg cat tnc ntn ccn nna gac tgg 48 

Met Met Leu Ala Gin Gly Leu Leu Leu His Xaa Xaa Xaa Xaa Asp Trp 

15 10 15 



aca tgg 


gcc gag 


ggc 


atg 


ggc ctg 


ggc ccc cct gag ctg tea ggg tea 


96 


Thr Trp 


Ala Glu 


Gly 


Met 


Gly Leu 


Gly Pro Pro Glu Leu Ser Gly Ser 






20 








25 30 




gcc tct 


ccc age 


egg 


tac 


cat ggg 


cct gcc cgc tgg atg ccc cca cgc 


144 


Ala Ser 


Pro Ser 


Arg 


Tyr 


His Gly 


Pro Ala Arg Trp Met Pro Pro Arg 






35 






40 


45 




tgg gcc 


cag ggt 


gcc 


cct 


gag ctg 


gag cag gaa cgc egg cac egg cag 


192 


Trp Ala 


Gin Gly 


Ala 


Pro 


Glu Leu 


Glu Gin Glu Arg Arg His Arg Gin 




50 








55 


60 





att gtg tec tgg ttc gcc gac cac ccc egg gcc ccc ttt ggc eta cac 



240 
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He Val Ser Trp Phe Ala Asp His Pro Arg Ala Pro Phe Gly Leu His 
65 70 75 " 80 

egg ctg gtg gag ctt ggg cag age tea ggc aag aag gca ggt gac tgg 288 
Arg Leu Val Glu Leu Gly Gin Ser Ser Gly Lys Lys Ala Gly Asp Trp 

85 90 95 

tat ggg cca teg eta gtg gca cac ate etc agg aaa gee gtg gag age 336 
Tyr Gly Pro Ser Leu Val Ala His He Leu Arg Lys Ala Val Glu Ser 
100 105 110 

tgc tec gac gtc acc cgc ctg gtg gtg tac gtt tct cag gac tgc aca 384 
Cys Ser Asp Val Thr Arg Leu Val Val Tyr Val Ser Gin Asp Cys Thr 
115 120 125 

gtg tac aag gcg gat gtg gca cgc ctg gtg gee agg cca gac ccc aca 432 
Val Tyr Lys Ala Asp Val Ala Arg Leu Val Ala Arg Pro Asp Pro Thr 
130 135 140 

gee gag tgg aag tct gtg gtc ate ctg gtg ccc gtg cga ctg ggt ggc 480 
Ala Glu Trp Lys Ser Val Val He Leu Val Pro Val Arg Leu Gly Gly 
145 150 155 160 

gag act etc aac ccc gtg tat gtg ccc tgc gtg aag gaa etc ctg cgt 528 
Glu Thr Leu Asn Pro Val Tyr Val Pro Cys Val Lys Glu Leu Leu Arg 
165 170 175 

tgc gag ctg tgc ctg ggc ate atg ggt ggg aaa ccg cga cac tea ctg 576 
Cys Glu Leu Cys Leu Gly He Met Gly Gly Lys Pro Arg His Ser Leu 
180 185 190 

tac ttc att ggc tac caa gat gac ttc ctg ctg tac ctg gac cct cac 624 
Tyr Phe He Gly Tyr Gin Asp Asp Phe Leu Leu Tyr Leu Asp Pro His 
195 200 205 

tac tgc cag ccc act gtg gat gtc age cag gee gac ttc ccc ctg gag 672 
Tyr Cys Gin Pro Thr Val Asp Val Ser Gin Ala Asp Phe Pro Leu Glu 
210 215 220 

tec ttc cac tgc acc teg ccc cgc aag atg gee ttt gee aag atg gac 720 
Ser Phe His Cys Thr Ser Pro Arg Lys Met Ala Phe Ala Lys Met Asp 
225 230 235 240 

cca age tgt acc gtg ggc ttc tat get gga gac agg aag gag ttt gag 768 
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Pro 


Ser 


Cys Thr 


Val 

245 


Gly 


Phe Tyr 


Ala Gly Asp Arg Lys Glu Phe Glu 
250 < 255 




aca 
Thr 


etc 
Leu 


tgc tea 
Cys Ser 
260 


gag 
Glu 


ctg 
Leu 


acc agg 
Thr Arg 


gtc etc age tec tec tea gee aca 
Val Leu Ser Ser Ser Ser Ala Thr 
265 270 


816 


gag 
Glu 


egg 

Arg 


tac ccc 
Tyr Pro 
275 


atg 
Met 


ttc 
Phe 


acc ctg 
Thr Leu 
280 


gee gag ggc cat get cag gac cac 
Ala Glu Gly His Ala Gin Asp His 

285 


864 


age 
Ser 


ctg 
Leu 
290 


gac gac 
Asp Asp 


etc 
Leu 


tgc 
Cys 


tec cag 
Ser Gin 
295 


etc gee cag ccc aca etc egg etc 
Leu Ala Gin Pro Thr Leu Arg Leu 
300 


912 


cct 
Pro 
305 


cgc 
Arg 


aca ggg 
Thr Gly 


egg 
Arg 


etc 
Leu 
310 


etc agg 
Leu Arg 


gee aaa cgc ccc age tct gag gac 
Ala Lys Arg Pro Ser Ser Glu Asp 
315 320 


960 


ttt 
Phe 


gtg 

Val 


ttt tta 
Phe Leu 


taa 
* 








975 



<210> 156 
<211> 324 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (1)...(324) 

<223> Xaa = Any Amino Acid 

<400> 156 

Met Met Leu Ala Gin Gly Leu Leu Leu His Xaa Xaa Xaa Xaa Asp Trp 
15 10 15 

Thr Trp Ala Glu Gly Met Gly Leu Gly Pro Pro Glu Leu Ser Gly Ser 

20 25 30 

Ala Ser Pro Ser Arg Tyr His Gly Pro Ala Arg Trp Met Pro Pro Arg 

35 40 45 

Trp Ala Gin Gly Ala Pro Glu Leu Glu Gin Glu Arg Arg His Arg Gin 

50 55 60 

He Val Ser Trp Phe Ala Asp His Pro Arg Ala Pro Phe Gly Leu His 
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65 70 75 

Arg Leu Val Glu Leu Gly Gin Ser Ser Gly Lys 

85 90 
Tyr Gly Pro Ser Leu Val Ala His He Leu Arg 

100 105 
Cys Ser Asp Val Thr Arg Leu Val Val Tyr Val 

115 120 
Val Tyr Lys Ala Asp Val Ala Arg Leu Val Ala 

130 135 
Ala Glu Trp Lys Ser Val Val He Leu Val Pro 
145 150 155 

Glu Thr Leu Asn Pro Val Tyr Val Pro Cys Val 

165 170 
Cys Glu Leu Cys Leu Gly He Met Gly Gly Lys 

180 185 
Tyr Phe He Gly Tyr Gin Asp Asp Phe Leu Leu 

195 200 
Tyr Cys Gin Pro Thr Val Asp Val Ser Gin Ala 

210 215 
Ser Phe His Cys Thr Ser Pro Arg Lys Met Ala 
225 230 235 

Pro Ser Cys Thr Val Gly Phe Tyr Ala Gly Asp 

245 250 
Thr Leu Cys Ser Glu Leu Thr Arg Val Leu Ser 

260 265 
Glu Arg Tyr Pro Met Phe Thr Leu Ala Glu Gly 

275 280 
Ser Leu Asp Asp Leu Cys Ser Gin Leu Ala Gin 

290 295 
Pro Arg Thr Gly Arg Leu Leu Arg Ala Lys Arg 
305 310 315 

Phe Val Phe Leu 



80 

Lys Ala Gly Asp Trp 
95 

Lys Ala Val Glu Ser 
110 

Ser Gin Asp Cys Thr 
125 

Arg Pro Asp Pro Thr 
140 

Val Arg Leu Gly Gly 

160 

Lys- Glu Leu Leu Arg 
175 

Pro Arg His Ser Leu 
190 

Tyr Leu Asp Pro His 
205 

Asp Phe Pro Leu Glu 
220 

Phe Ala Lys Met Asp 

240 

Arg Lys Glu Phe Glu 
255 

Ser Ser Ser Ala Thr 
270 

His Ala Gin Asp His 
285 

Pro Thr Leu Arg Leu 
300 

Pro Ser Ser Glu Asp 

320 



<210> 157 
<211> 669 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(669) 



<400> 157 
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atg ate ctt gta gga etc tgg tta att cag tgg ctg etc tta aaa tac 48 

Met lie Leu Val Gly Leu Trp Leu He Gin Trp Leu Leu Leu Lys Tyr 

15 10 15 

aag tct att att age aga aga ttt ttc tgc ata gtt ggc acg ctg tac 96 

Lys Ser He He Ser Arg Arg Phe Phe Cys lie Val Gly Thr Leu Tyr 

20 25 30 

ctg tat egg tgt att aca atg tat gta act aca etc cca gta cct ggt 144 

Leu Tyr Arg Cys lie Thr Met Tyr Val Thr Thr Leu Pro Val Pro Gly 

35 40 45 

atg cat ttc aac tgt tct ccg aag ctt ttc gga gac tgg gaa gee caa 192 

Met His Phe Asn Cys Ser Pro Lys Leu Phe Gly Asp Trp Glu Ala Gin 

50 55 60 

ctg cga aga ata atg aag etc att get gga ggt ggc ttg tct ate act 240 

Leu Arg Arg He Met Lys Leu He Ala Gly Gly Gly Leu Ser He Thr 

65 70 75 80 

ggc tct cac aac atg tgt ggg gac tat ctg tac age ggc cac acg gtc 288 

Gly Ser His Asn Met Cys Gly Asp Tyr Leu Tyr Ser Gly His Thr Val 

85 90 95 

atg eta aca ctt ace tac tta ttt ate aaa gag tat tec cct egg cga 336 • 

Met Leu Thr Leu Thr Tyr Leu Phe He Lys Glu Tyr Ser Pro Arg Arg 

100 105 110 

etc tgg tgg tat cac tgg att tgc tgg ctt etc age gta gtt gga ate 384 

Leu Trp Trp Tyr His Trp He Cys Trp Leu Leu Ser Val Val Gly He 

115 120 125 

ttc tgt att etc tta gcg cat gac cac tac act gtg gac gtg gtg gtg 432 

Phe Cys He Leu Leu Ala His Asp His Tyr Thr Val Asp Val Val Val 

130 135 140 

gca tat tac ate acc acg aga etc ttc tgg tgg tat cac act atg gee 480 

Ala Tyr Tyr He Thr Thr Arg Leu Phe Trp Trp Tyr His Thr Met Ala 

145 150 155 160 

aat cag caa gtg eta aag gaa get tec cag atg aac etc ctg gee agg 528 

Asn Gin Gin Val Leu Lys Glu Ala Ser Gin Met Asn Leu Leu Ala Arg 

165 170 175 
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gtg tgg tgg tac agg cca ttt cag tac ttt gaa aag aat gtc caa gga 576 

Val Trp Trp Tyr Arg Pro Phe Gin Tyr Phe Glu Lys Asn Val Gin Gly 

180 185 190 

att gta cct cga tct tac cat tgg cct ttc ccc tgg cca gta gtc cac 624 

He Val Pro Arg Ser Tyr His Trp Pro Phe Pro Trp Pro Val Val His 
195 200 205 

etc agt agg caa gtt aaa tac age egg ctg gtg aat gac aca taa 669 

Leu Ser Arg Gin Val Lys Tyr Ser Arg Leu Val Asn Asp Thr * 
210 215 220 



<210> 158 
<211> 222 
<212> PRT 

<213> Homo sapiens 



<400> 158 



Met He 


Leu 


Val 


Gly 


Leu 


Trp 


Leu 


He 


Gin 


Trp 


Leu 


Leu 


Leu 


Lys 


Tyr 


1 






5 










10 










15 




Lys Ser 


He 


He 


Ser 


Arg 


Arg 


Phe 


Phe 


Cys 


He 


Val 


Gly 


Thr 


Leu 


Tyr 






20 










25 










30 






Leu Tyr 


Arg 


Cys 


He 


Thr 


Met 


Tyr 


Val 


Thr 


Thr 


Leu 


Pro 


Val 


Pro 


Gly 




35 










40 










45 








Met His 


Phe 


Asn 


Cys 


Ser 


Pro 


Lys 


Leu 


Phe 


Gly 


Asp 


Trp 


Glu 


Ala 


Gin 


50 










55 










60 










Leu Arg 


Arg 


He 


Met 


Lys 


Leu 


He 


Ala 


Gly 


Gly 


Gly 


Leu 


Ser 


He 


Thr 


65 








70 










75 










80 


Gly Ser 


His 


Asn 


Met 


Cys 


Gly 


Asp 


Tyr 


Leu 


Tyr 


Ser 


Gly 


His 


Thr 


Val 








85 










90 










95 




Met Leu 


Thr 


Leu 


Thr 


Tyr 


Leu 


Phe 


He 


Lys 


Glu 


Tyr 


Ser 


Pro 


Arg 


Arg 






100 










105 










110 






Leu Trp 


Trp 


Tyr 


His 


Trp 


He 


Cys 


Trp 


Leu 


Leu 


Ser 


Val 


Val 


Gly 


He 




115 










120 










125 








Phe Cys 


lie 


Leu 


Leu 


Ala 


His 


Asp 


His 


Tyr 


Thr 


Val 


Asp 


Val 


Val 


Val 


130 










135 










140 










Ala Tyr 


Tyr 


He 


Thr 


Thr 


Arg 


Leu 


Phe 


Trp 


Trp 


Tyr 


His 


Thr 


Met 


Ala 


145 








150 










155 










160 


Asn Gin 


Gin 


Val 


Leu 


Lys 


Glu 


Ala 


Ser 


Gin 


Met 


Asn 


Leu 


Leu 


Ala 


Arg 








165 










170 










175 




Val Trp 


Trp 


Tyr 


Arg 


Pro 


Phe 


Gin 


Tyr 


Phe 


Glu 


Lys 


Asn 


Val 


Gin 


Gly 






180 










185 










190 






He Val 


Pro 


Arg 


Ser 


Tyr 


His 


Trp 


Pro 


Phe 


Pro 


Trp 


Pro 


Val 


Val 


His 
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195 200 205 

Leu Ser Arg Gin Val Lys Tyr Ser Arg Leu Val Asn Asp Thr 
210 215 220 



<210> 159 
<211> 540 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (D...C540) 

<221> misc_feature 
<222> (1).. .(540) 
<223> n = A.T.C or G 

<400> 159 

atg gcc get ccc cgc ngn agg gec gcg ccc tgg acg acg gec ctg ctg 48 
Met Ala Ala Pro Arg Xaa Arg Ala Ala Pro Trp Thr Thr Ala Leu Leu 
15 10 15 



ctg etc eta gcc teg cag gtc ctg tct ccg gga age tgc gcg gac gag 96 
Leu Leu Leu Ala Ser Gin Val Leu Ser Pro Gly Ser Cys Ala Asp Glu 
20 25 30 

gag gag gtc ccc gag gag tgg gtg etc ctg cac gtc gtc cag ggc cag 144 
Glu Glu Val Pro Glu Glu Trp Val Leu Leu His Val Val Gin Gly Gin 
35 40 45 



ata ggc gcc ggg aac tac age tac ctg egg ctg aac cac gag ggc aag 192 
He Gly Ala Gly Asn Tyr Ser Tyr Leu Arg Leu Asn His Glu Gly Lys 
50 55 60 

ata gtc etc agg atg cgc acc tnc aag gga gat gcg gat ctg tac gtc 240 
He Val Leu Arg Met Arg Thr Xaa Lys Gly Asp Ala Asp Leu Tyr Val 
65 70 75 80 

tec gcc age age ctg cac ccc age ttc gac gac tac gag ctg caa teg 288 
Ser Ala Ser Ser Leu His Pro Ser Phe Asp Asp Tyr Glu Leu Gin Ser 

85 90 95 

gcc acc tgn egg ccc gga cgc cgt gtc cat ccc cgc gca ctt ccg gcg 336 
Ala Thr Xaa Arg Pro Gly Arg Arg Val His Pro Arg Ala Leu Pro Ala 
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100 105 110 

ccc agt ggg cat egg cgt eta tgg aca ccc etc cca cct gga gag cga 384 
Pro Ser Gly His Arg Arg Leu Trp Thr Pro Leu Pro Pro Gly Glu Arg 
115 120 125 

gtt cga gat gaa ggt gta eta cga egg cac ggt ncg age age ace cgt 432 
Val Arg Asp Glu Gly Val Leu Arg Arg His Gly Xaa Ser Ser Thr Arg 
130 135 140 

teg gcg agg ccg cct ace ccg ccg acg gcg cag atg ccg gee aga age 480 
Ser Ala Arg Pro Pro Thr Pro Pro Thr Ala Gin Met Pro Ala Arg Ser 
145 150 155 160 

acg ctg gtg ccc egg aag acg cct cgc aag agg agg aat ctg ttc tct 528 
Thr Leu Val Pro Arg Lys Thr Pro Arg Lys Arg Arg Asn Leu Phe Ser 

165 170 175 

gga cga tat taa 540 
Gly Arg Tyr * 



<210> 160 
<211> 179 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (1)...(179) 

<223> Xaa = Any Amino Acid 

<400> 160 

Met Ala Ala Pro Arg Xaa Arg Ala Ala Pro Trp Thr Thr Ala Leu Leu 
15 10 15 

Leu Leu Leu Ala Ser Gin Val Leu Ser Pro Gly Ser Cys Ala Asp Glu 

20 25 30 

Glu Glu Val Pro Glu Glu Trp Val Leu Leu His Val Val Gin Gly Gin 

35 40 45 

He Gly Ala Gly Asn Tyr Ser Tyr Leu Arg Leu Asn His Glu Gly Lys 

50 55 60 

He Val Leu Arg Met Arg Thr Xaa Lys Gly Asp Ala Asp Leu Tyr Val 
65 70 75 80 
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Ser Ala Ser Ser Leu His Pro Ser Phe Asp Asp Tyr Glu Leu Gin Ser 

85 90 95 

Ala Thr Xaa Arg Pro Gly Arg Arg Val His Pro Arg Ala Leu Pro Ala 

100 105 no 

Pro Ser Gly His Arg Arg Leu Trp Thr Pro Leu Pro Pro Gly Glu Arg 

115 120 125 

Val Arg Asp Glu Gly Val Leu Arg Arg His Gly Xaa Ser Ser Thr Arg 

130 135 140 

Ser Ala Arg Pro Pro Thr Pro Pro Thr Ala Gin Met Pro Ala Arg Ser 
145 150 155 160 

Thr Leu Val Pro Arg Lys Thr Pro Arg Lys Arg Arg Asn Leu Phe Ser 
165 170 175 

Gly Arg Tyr 



<210> 161 
<211> 1290 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . . (1290) 

<400> 161 

atg act get get ctg gec gtc gtc acg acg teg ggt ttg gaa gat ggg 48 

Met Thr Ala Ala Leu Ala Val Val Thr Thr Ser Gly Leu Glu Asp Gly 
1 5 10 15 

gtg cct agg tec cgt ggc gaa ggg acc ggg gaa gtg gtc ttg gag egg 96 
Val Pro Arg Ser Arg Gly Glu Gly Thr Gly Glu Val Val Leu Glu Arg 
20 25 . 30 

ggg ccc ggc gcg gee tac cac atg ttc gtg gtg atg gag gac ttg gtg 144 
Gly Pro Gly Ala Ala Tyr His Met Phe Val Val Met Glu Asp Leu Val 
35 40 45 

gag aag ctg aag ctg etc cgc tac gag gag gag ttc etc egg aag age 192 
Glu Lys Leu Lys Leu Leu Arg Tyr Glu Glu Glu Phe Leu Arg Lys Ser 
50 55 60 

aac ctg aag gee ccg tec aga cac tat ttt gca ctg cct acc aac cct 240 
Asn Leu Lys Ala Pro Ser Arg His Tyr Phe Ala Leu Pro Thr Asn Pro 
65 70 75 • 80 
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ggc gaa cag ttc tac atg ttt tgt act ctt get get tgg ttg att aat 
Gly Glu Gin Phe Tyr Met Phe Cys Thr Leu Ala Ala Trp Leu He Asn 

85 90 95 



288 



aaa gcg gga cgt ccc ttt gag cag cct caa gaa tat gat gac cct aat 
Lys Ala Gly Arg Pro Phe Glu Gin Pro Gin Glu Tyr Asp Asp Pro Asn 
100 105 110 



336 



gca aca ata tct aac ata eta tec gag ctt egg tea ttt gga aga act 
Ala Thr He Ser Asn He Leu Ser Glu Leu Arg Ser Phe Gly Arg Thr 
115 120 125 



384 



gca gat ttt cct cct tea aaa tta aag tea ggt tat gga gaa cat gta 
Ala Asp Phe Pro Pro Ser Lys Leu Lys Ser Gly Tyr Gly Glu His Val 
130 135 140 



432 



tgc tat gtt ctt gat tgc ttc get gaa gaa gca ttg aaa tat att ggt 
Cys Tyr Val Leu Asp Cys Phe Ala Glu Glu Ala Leu Lys Tyr He Gly 
145 150 155 160 



480 



ttc ace tgg aaa agg cca ata tac cca gta gaa gaa tta gaa gaa gaa 
Phe Thr Trp Lys Arg Pro He Tyr Pro Val Glu Glu Leu Glu Glu Glu 
165 170 175 



528 



age gtt gca gaa gat gat gca gaa tta aca tta aat aaa gtg gat gaa 
Ser Val Ala Glu Asp Asp Ala Glu Leu Thr Leu Asn Lys Val Asp Glu 
180 185 190 



576 



gaa ttt gtg gaa gaa gag aca gat aat gaa gaa aac ttt att gat etc 
Glu Phe Val Glu Glu Glu Thr Asp Asn Glu Glu Asn Phe He Asp Leu 
195 200 205 



624 



aac gtt tta aag gee cag aca tat cac ttg gat atg aac gag act gee 
Asn Val Leu Lys Ala Gin Thr Tyr His Leu Asp Met Asn Glu Thr Ala 
210 215 220 



672 



aaa caa gaa gat att ttg gaa tec aca aca gat get gca gaa tgg age 
Lys Gin Glu Asp He Leu Glu Ser Thr Thr Asp Ala Ala Glu Trp Ser 
225 230 235 240 



720 



eta gaa gtg gaa cgt gta eta ccg caa ctg aaa gtc acg att agg act 
Leu Glu Val Glu Arg Val Leu Pro Gin Leu Lys Val Thr He Arg Thr 
245 250 255 



768 
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gac aat aag gat tgg aga ate cat gtt gac caa atg cac cag cac aga 816 

Asp Asn Lys Asp Trp Arg He His Val Asp Gin Met His Gin His Arg 
260 265 270 

agt gga att gaa tct get eta aag gag ace aag gga ttt ttg gac aaa 864 

Ser Gly He Glu Ser Ala Leu Lys Glu Thr Lys Gly Phe Leu Asp Lys 
275 280 285 

etc cat aat gaa att act agg act ttg gaa aag ate age age cga gaa 912 

Leu His Asn Glu He Thr Arg Thr Leu Glu Lys He Ser Ser Arg Glu 
290 295 300 

aag tac ate aac aat cag ctt gag aat ttg gtt caa gaa tat cgt gca 960 

Lys Tyr He Asn Asn Gin Leu Glu Asn Leu Val Gin Glu Tyr Arg Ala 

305 310 315 320 

get caa gec cag ctg agt gag gca aag gag cga tac cag cag gga aat 1008 

Ala Gin Ala Gin Leu Ser Glu Ala Lys Glu Arg Tyr Gin Gin Gly Asn 

325 330 335 

gga gga gtg acg gaa aga ace aga etc etc tct gag gtt atg gaa gaa 1056 

Gly Gly Val Thr Glu Arg Thr Arg Leu Leu Ser Glu Val Met Glu Glu 
340 345 350 

tta gaa aag gta aaa caa gaa atg gaa gaa aag ggc age age atg act 1104 

Leu Glu Lys Val Lys Gin Glu Met Glu Glu Lys Gly Ser Ser Met Thr 
355 360 365 

gat ggt get cct ttg gtg aag att aaa cag age tta aca aaa ctg aag 1152 

Asp Gly Ala Pro Leu Val Lys lie Lys Gin Ser Leu Thr Lys Leu Lys 
370 375 380 

caa gaa act gta gag atg gac att aga att ggc att gtg gaa cac aca 1200 

Gin Glu Thr Val Glu Met Asp He Arg He Gly He Val Glu His Thr 

385 390 395 400 

eta etc caa tea aag ctg aag gag aag tec aac atg act agg aac atg 1248 

Leu Leu Gin Ser Lys Leu Lys Glu Lys Ser Asn Met Thr Arg Asn Met 

405 410 415 



cat gee aca gtt att cca gaa cca gca aca ggc ttt tat taa 
His Ala Thr Val He Pro Glu Pro Ala Thr Gly Phe Tyr * 
420 425 



1290 
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<210> 162 

<211> 429 
<212> PRT 
<213> Homo sapiens 



<400> 162 



Met Thr 


Ala 


Ala 


Leu 


Ala 


Val 


Val 


1 






5 








Val Pro 


Arg 


Ser 


Arg 


Gly 


Glu 


Gly 






20 










Gly Pro 


Gly 


Ala 


Ala 


Tyr 


His 


Met 




35 










40 


Glu Lys 


Leu 


Lys 


Leu 


Leu 


Arq 


Tyr 


50 










55 




Asn Leu 


Lys 


Ala 


Pro 


Ser 


Ara 


His 


65 








70 






Gly Glu 


Gin 


Phe 


Tyr 


Met 


Phe 


Cys 








85 








Lys Ala 


Gly 


Arg 


Pro 


Phe 


Glu 


Gin 






100 










Ala Thr 


He 


Ser 


Asn 


He 


Leu 


Ser 




115 










120 


Ala Asp 


Phe 


Pro 


Pro 


Ser 


Lys 


Leu 


130 










135 




Cys Tyr 


Val 


Leu 


Asp 


Cys 


Phe 


Ala 


145 








150 






Phe Thr 


Trp 


Lys 


Arg 


Pro 


He 


Tyr 








165 








Ser Val 


Ala 


Glu 


Asp 


Asp 


Ala 


Glu 






180 










Glu Phe 


Val 


Glu 


Glu 


Glu 


Thr 


Asp 




195 










200 


Asn Val 


Leu 


Lys 


Ala 


Gin 


Thr 


Tyr 


210 










215 




Lys Gin 


Glu 


Asp 


He 


Leu 


Glu 


Ser 


225 








230 






Leu Glu 


Val 


Glu 


Arg 


Val 


Leu 


Pro 








245 








Asp Asn 


Lys 


Asp 


Trp 


Arg 


He 


His 






260 










Ser Gly 


He 


Glu 


Ser 


Ala 


Leu 


Lys 




275 










280 



Thr 


Thr Ser 


Gly Leu Glu Asp Gly 




10 


15 


Thr 


Gly Glu 


Val Val Leu Glu Arq 


25 




30 

WW 


Phe 


Val Val 


Met Glu Asd Leu Val 






45 


Glu 


Glu Glu 


Phe Leu Ara Lvs Ser 






60 


Tvr 


Phe Ala 

III \mt # \ 1 U 


Leu Pro Thr Asn Pro 




75 


80 


Thr 

i 1 1 1 


Leu Al a 


Ala Trn Leu lie Asn 




90 


95 


Pro 


Gin Glu 


Tyr Asd Asd Pro Asn 


105 




110 


Glu 


Leu Arg 


Ser Phe Gly Arg Thr 






125 


Lys 


Ser Gly 


Tyr Gly Glu His Val 






140 


Glu 


Glu Ala 


Leu Lys Tyr He Gly 




155 


160 


Pro 


Val Glu 


Glu Leu Glu Glu Glu 




170 


175 


Leu 


Thr Leu 


Asn Lys Val Asp Glu 


185 




190 


Asn 


Glu Glu 


Asn Phe He Asp Leu 






205 


His 


Leu Asp 


Met Asn Glu Thr Ala 






220 


Thr 


Thr Asp 


Ala Ala Glu Trp Ser 




235 


240 


Gin 


Leu Lys 


Val Thr He Arg Thr 




250 


255 


Val 


Asp Gin 


Met His Gin His Arg 


265 




270 


Glu 


Thr Lys 


Gly Phe Leu Asp Lys 



285 
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Leu His 


Asn Glu 


He 


Thr 


Arg Thr 


Leu 


Glu 


Lys 


lie 


Ser 


Ser 


Arg 


Glu 


290 








295 








300 










Lys Tyr 


He Asn 


Asn 


Gin 


Leu Glu 


Asn 


Leu 


Val 


Gin 


Glu 


Tyr 


Arg 


Ala 


305 






310 








315 










320 


Ala Gin 


Ala Gin 


Leu 


Ser 


Glu Ala 


Lys 


Glu 


Arg 


Tyr 


Gin 


Gin 


Gly 


Asn 






325 








330 










335 




Gly Gly 


Val Thr 


Glu 


Arg 


Thr Arg 


Leu 


Leu 


Ser 


Glu 


Val 


Met 


Glu 


Glu 




340 








345 










350 






Leu Glu 


Lys Val 


Lys 


Gin 


Glu Met 


Glu 


Glu 


Lys 


Gly 


Ser 


Ser 


Met 


Thr 




355 






360 










365 








Asp Gly 


Ala Pro 


Leu 


Val 


Lys He 


Lys 


Gin 


Ser 


Leu 


Thr 


Lys 


Leu 


Lys 


370 








375 








380 










Gin Glu 


Thr Val 


Glu 


Met 


Asp He 


Arg 


He 


Gly 


He 


Val 


Glu 


His 


Thr 


385 






390 








395 










400 


Leu Leu 


Gin Ser 


Lys 


Leu 


Lys Glu 


Lys 


Ser 


Asn 


Met 


Thr 


Arg 


Asn 


Met 






405 








410 










415 




His Ala 


Thr Val 


He 


Pro 


Glu Pro 


Ala 


Thr 


Gly 


Phe 


Tyr 









420 425 



<210> 163 
<211> 456 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(456) 

<400> 163 

atg gaa gga cag egg caa gaa age cac gca acc eta aca etc gee cag 48 

Met Glu Gly Gin Arg Gin Glu Ser His Ala Thr Leu Thr Leu Ala Gin 
15 10 15 



get cat ttc aac aat gga gag tac gcg gag gec gag gca ctg tac tec 96 

Ala His Phe Asn Asn Gly Glu Tyr Ala Glu Ala Glu Ala Leu Tyr Ser 

20 25 30 

get tac att cgc egg tgc get tgc gcg gee tec age gac gag agt ccc 144 

Ala Tyr He Arg Arg Cys Ala Cys Ala Ala Ser Ser Asp Glu Ser Pro 

35 40 45 

ggg age aaa tgc age cct gag gat ttg get act gca tat aac aac agg 192 

Gly Ser Lys Cys Ser Pro Glu Asp Leu Ala Thr Ala Tyr Asn Asn Arg 

50 55 60 
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ggg caa ate aag tac ttc agg gtt gat ttt tat gaa gec atg gat gac 240 
Gly Gin He Lys Tyr Phe Arg Val Asp Phe Tyr Glu Ala Met Asp Asp 
65 70 75 80 

tac aca tct gec ata gaa gtc caa ccc aat ttt gaa gtt cca tat tac 288 
Tyr Thr Ser Ala He Glu Val Gin Pro Asn Phe Glu Val Pro Tyr Tyr 

85 90 95 

aac aga ggg ttg ata ctg tat agg ctg gga tat ttt gat gat get ttg 336 
Asn Arg Gly Leu He Leu Tyr Arg Leu Gly Tyr Phe Asp Asp Ala Leu 
100 105 110 

gaa gat ttc aag aag gtc tta gac tta aat cct gga ttt caa gat get 384 
Glu Asp Phe Lys Lys Val Leu Asp Leu Asn Pro Gly Phe Gin Asp Ala 
115 120 125 

act ttg age tta aaa cag act att eta gac aaa gaa gaa aaa caa aga 432 
Thr Leu Ser Leu Lys Gin Thr He Leu Asp Lys Glu Glu Lys Gin Arg 
130 135 140 

aga aat gtt gca aaa aat tat tga 456 
Arg Asn Val Ala Lys Asn Tyr * 
145 150 



<210> 164 
<211> 151 
<212> PRT 

<213> Homo sapiens 
<400> 164 

Met Glu Gly Gin Arg Gin Glu Ser His Ala Thr Leu Thr Leu Ala Gin 
15 10 15 

Ala His Phe Asn Asn Gly Glu Tyr Ala Glu Ala Glu Ala Leu Tyr Ser 

20 25 30 

Ala Tyr He Arg Arg Cys Ala Cys Ala Ala Ser Ser Asp Glu Ser Pro 

35 40 45 

Gly Ser Lys Cys Ser Pro Glu Asp Leu Ala Thr Ala Tyr Asn Asn Arg 

50 55 60 

Gly Gin He Lys Tyr Phe Arg Val Asp Phe Tyr Glu Ala Met Asp Asp 
65 70 75 80 

Tyr Thr Ser Ala He Glu Val Gin Pro Asn Phe Glu Val Pro Tyr Tyr 

85 90 95 
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Asn Arg Gly 


Leu 


He 


Leu Tyr 


Arg 


Leu 


Gly Tyr Phe Asp 


Asp Ala Leu 




100 








105 




110 


Glu Asp Phe 


Lys 


Lys 


Val Leu 


Asp 


Leu 


Asn Pro Gly Phe 


Gin Asp Ala 


115 








120 




125 




Thr Leu Ser 


Leu 


Lys 


Gin Thr 


He 


Leu 


Asp Lys Glu Glu 


Lys Gin Arg 


130 






135 






140 




Arg Asn Val 


Ala 


Lys 


Asn Tyr 










145 






150 











<210> 165 
<211> 1032 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (1). . .(1032) 
<400> 165 

atg atg ctg ctg etc tat gaa gaa ggc etc egg gtt gtc ata cac acc 48 
Met Met Leu Leu Leu Tyr Glu Glu Gly Leu Arg Val Val He His Thr 
15 10 15 

tec aac etc ate cat get gac tgg cac cag aaa act caa gga ata tgg 96 
Ser Asn Leu He His Ala Asp Trp His Gin Lys Thr Gin Gly He Trp 
20 25 30 

ttg age ccc tta tac cca cga att get gat gga acc cac aaa tct gga 144 
Leu Ser Pro Leu Tyr Pro Arg He Ala Asp Gly Thr His Lys Ser Gly 
35 40 45 

gag teg cca aca cat ttt aaa get gat etc ate agt tac ttg atg get 192 
Glu Ser Pro Thr His Phe Lys Ala Asp Leu He Ser Tyr Leu Met Ala 
50 55 60 

tat aat gee cct tct etc aag gag tgg ata gat gtc att cac aag cac 240 
Tyr Asn Ala Pro Ser Leu Lys Glu Trp He Asp Val He His Lys His 
65 70 75 80 

gat etc tct gaa aca aat gtt tat ctt att ggt tea acc cca gga cgc 288 
Asp Leu Ser Glu Thr Asn Val Tyr Leu He Gly Ser Thr Pro Gly Arg 

85 90 95 



ttt caa gga agt caa aaa gat aat tgg gga cat ttt aga ctt aag aag 



336 
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Phe Gin Gly Ser Gin Lys Asp Asn Trp Gly His Phe Arg Leu Lys Lys 
100 105 110 



ctt ctg aaa gac cat gcc tea tec atg cct aac gca gag tec tgg cct 
Leu Leu Lys Asp His Ala Ser Ser Met Pro Asn Ala Glu Ser Trp Pro 
115 120 125 



384 



gtc gta ggt cag ttt tea age gtt ggc tec ttg gga gcc gat gaa tea 
Val Val Gly Gin Phe Ser Ser Val Gly Ser Leu Gly Ala Asp Glu Ser 
130 135 140 



432 



aag tgg tta tgt tct gag ttt aaa gag age atg ctg aca ctg ggg aag 480 
Lys Trp Leu Cys Ser Glu Phe Lys Glu Ser Met Leu Thr Leu Gly Lys 
145 150 155 160 

gaa age aag act cca gga aaa age tct gtt cct ctt tac ttg ate tat 528 
Glu Ser Lys Thr Pro Gly Lys Ser Ser Val Pro Leu Tyr Leu He Tyr 

165 170 175 

cct tct gtg gaa aat gtg egg acc agt tta gaa gga tat cct get ggg 576 
Pro Ser Val Glu Asn Val Arg Thr Ser Leu Glu Gly Tyr Pro Ala Gly 
180 185 190 

ggc tct ctt ccc tat age ate cag aca get gaa aaa cag aat tgg ctg 624 
Gly Ser Leu Pro Tyr Ser He Gin Thr Ala Glu Lys Gin Asn Trp Leu 
195 200 205 

cat tec tat ttt cac aaa tgg tea get gag act tct ggc cgc age aat 672 
His Ser Tyr Phe His Lys Trp Ser Ala Glu Thr Ser Gly Arg Ser Asn 
210 215 220 

gcc atg cca cat att aag aca tat atg agg cct tct cca gac ttc agt 720 
Ala Met Pro His He Lys Thr Tyr Met Arg Pro Ser Pro Asp Phe Ser 
225 230 235 240 



aaa att get tgg ttc ctt gtc aca age gca aat ctg tec aag get gcc 
Lys lie Ala Trp Phe Leu Val Thr Ser Ala Asn Leu Ser Lys Ala Ala 

245 250 255 



768 



tgg gga gca ttg gag aag aat ggc acc cag ctg atg ate cgc tec tac 
Trp Gly Ala Leu Glu Lys Asn Gly Thr Gin Leu Met He Arg Ser Tyr 
260 265 270 



816 



gag etc ggg gtc ctt ttc etc cct tea gca ttt ggt eta gac agt ttc 864 
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Glu Leu Gly Val Leu Phe Leu Pro Ser Ala Phe Gly Leu Asp Ser Phe 
275 280 285 

aaa gtg aaa cag aag ttc ttc get ggc age cag gag cca atg gec acc 912 
Lys Val Lys Gin Lys Phe Phe Ala Gly Ser Gin Glu Pro Met Ala Thr 
290 295 300 

ttt cct gtg cca tat gat ttg cct cca gaa ctg tat gga agt aaa gat 960 
Phe Pro Val Pro Tyr Asp Leu Pro Pro Glu Leu Tyr Gly Ser Lys Asp 
305 310 315 320 

egg cca tgg ata tgg aac att cct tat gtc aaa gca ccg gat acg cat 1008 
Arg Pro Trp He Trp Asn He Pro Tyr Val Lys Ala Pro Asp Thr His 

325 330 335 

ggg aac atg tgg gtg ccc tec tga 1032 
Gly Asn Met Trp Val Pro Ser * 
340 



<210> 166 
<211> 343 
<212> PRT 
<213> Homo sapiens 

<400> 166 

Met Met Leu Leu Leu Tyr Glu Glu Gly Leu Arg Val Val He His Thr 
15 10 15 

Ser Asn Leu He His Ala Asp Trp His Gin Lys Thr Gin Gly He Trp 

20 25 30 

Leu Ser Pro Leu Tyr Pro Arg He Ala Asp Gly Thr His Lys Ser Gly 

35 40 45 

Glu Ser Pro Thr His Phe Lys Ala Asp Leu He Ser Tyr Leu Met Ala 

50 55 60 

Tyr Asn Ala Pro Ser Leu Lys Glu Trp He Asp Val He His Lys His 
65 70 75 80 

Asp Leu Ser Glu Thr Asn Val Tyr Leu He Gly Ser Thr Pro Gly Arg 

85 90 95 

Phe Gin Gly Ser Gin Lys Asp Asn Trp Gly His Phe Arg Leu Lys Lys 

100 105 110 

Leu Leu Lys Asp His Ala Ser Ser Met Pro Asn Ala Glu Ser Trp Pro 

115 120 125 

Val Val Gly Gin Phe Ser Ser Val Gly Ser Leu Gly Ala Asp Glu Ser 
130 135 140 
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Lys Trp 


Leu 


Cys 


Ser 


Glu 


Phe 


Lys 


145 








150 






Glu Ser 


Lys 


Thr 


Pro 
165 


Gly 


Lys 


Ser 


Pro Ser 


Val 


Glu 
180 


Asn 


Val 


Arg 


Thr 


Gly Ser 


Leu 
195 


Pro 


Tyr 


Ser 


He 


Gin 
200 


His Ser 


Tyr 


Phe 


His 


Lys 


Trp 


Ser 


210 










215 




Ala Met 


Pro 


His 


He 


Lys 


Thr 


Tyr 


225 








230 






Lys He 


Ala 


Trp 


Phe 
245 


Leu 


Val 


Thr 


Trp Gly 


Ala 


Leu 
260 


Glu 


Lys 


Asn 


Gly 


Glu Leu 


Gly 
275 


Val 


Leu 


Phe 


Leu 


Pro 
280 


Lys Val 


Lys 


Gin 


Lys 


Phe 


Phe 


Ala 


290 










295 




Phe Pro 


Val 


Pro 


Tyr 


Asp 


Leu 


Pro 


305 








310 






Arg Pro 


Trp 


He 


Trp 

325 


Asn 


He 


Pro 


Gly Asn 


Met 


Trp 
340 


Val 


Pro 


Ser 





<210> 167 
<211> 594 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (D...C594) 

<400> 167 
atg cca ccc gcg ggg etc cgc egg 
Met Pro Pro Ala Gly Leu Arg Arg 
1 5 

ctg ttg gtg ctg ggg get ccc eta 
Leu Leu Val Leu Gly Ala Pro Leu 
20 



237 



Glu 


Ser 


Met 


Leu 


Thr 


Leu 


Gly 


Lys 






155 










160 


Ser 


Val 


Pro 


Leu 


Tyr 


Leu 


He 


Tyr 




170 










175 




Ser 


Leu 


Glu 


Gly 


Tyr 


Pro 


Ala 


Gly 


185 










190 






Thr 


Ala 


Glu 


Lys 


Gin 


Asn 


Trp 


Leu 










205 








Ala 


Glu 


Thr 


Ser 


Gly 


Arg 


Ser 


Asn 








220 










Met 


Arg 


Pro 


Ser 


Pro 


Asp 


Phe 


Ser 






235 










240 


Ser 


Ala 


Asn 


Leu 


Ser 


Lys 


Ala 


Ala 




250 










255 




Thr 


Gin 


Leu 


Met 


He 


Arg 


Ser 


Tyr 


265 










270 






Ser 


Ala 


Phe 


Gly 


Leu 


Asp 


Ser 


Phe 










285 








Gly 


Ser 


Gin 


Glu 


Pro 


Met 


Ala 


Thr 








300 










Pro 


Glu 


Leu 


Tyr 


Gly 


Ser 


Lys 


Asp 






315 










320 


lyr 


va i 


Lys 


AT a 

a i a 


pro 


ASp 


i nr 


HIS 




330 










335 




gec 


gcg 


ccg 


etc 


acc 


gca 


ate 


• 

get 


Ala 


Ala 


Pro 


Leu 


Thr 


Ala 


lie 


Ala 




10 










15 




gtg 


ctg 


gec 


ggc 


gag 


gac 


tgc 


ctg 


Val 


Leu 


Ala 


Gly 


Glu 


Asp 


Cys 


Leu 


25 










30 
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tgg tac ctg gac egg aat ggc tec tgg cat ccg ggg ttt aac tgc gag 
Trp Tyr Leu Asp Arg Asn Gly Ser Trp His Pro Gly Phe Asn Cys Glu 
35 40 45 



144 



ttc ttc acc ttc tgc tgc ggg acc tgc tac cat egg tac tgc tgc agg 
Phe Phe Thr Phe Cys Cys Gly Thr Cys Tyr His Arg Tyr Cys Cys Arg 
50 55 60 



192 



gac ctg acc ttg ctt ate acc gag agg cag cag aag cac tgc ctg gec 
Asp Leu Thr Leu Leu He Thr Glu Arg Gin Gin Lys His Cys Leu Ala 
65 70 75 80 



240 



ttc age ccc aag acc ata gca ggc ate gee tea get gtg ate etc ttt 
Phe Ser Pro Lys Thr lie Ala Gly He Ala Ser Ala Val He Leu Phe 

85 90 95 



288 



gtt get gtg gtt gee acc acc ate tgc tgc ttc etc tgt tec tgt tgc 
Val Ala Val Val Ala Thr Thr He Cys Cys Phe Leu Cys Ser Cys Cys 
100 105 110 



336 



tac ctg tac cgc egg cgc cag cag etc cag age cca ttt gaa ggc cag 
Tyr Leu Tyr Arg Arg Arg Gin Gin Leu Gin Ser Pro Phe Glu Gly Gin 
115 120 125 



384 



gag att cca atg aca ggc ate cca gtg cag cca gta tac cca tac ccc 
Glu He Pro Met Thr Gly He Pro Val Gin Pro Val Tyr Pro Tyr Pro 
130 135 140 



432 



cag gac ccc aaa get ggc cct gca ccc cca cag cct ggc ttc atg tac 
Gin Asp Pro Lys Ala Gly Pro Ala Pro Pro Gin Pro Gly Phe Met Tyr 
145 150 155 160 



480 



cca cct agt ggt cct get ccc caa tat cca etc tac cca get ggg- ccc 
Pro Pro Ser Gly Pro Ala Pro Gin Tyr Pro Leu Tyr Pro Ala Gly Pro 
165 170 175 



528 



cca gtc tac aac cct gca get cct cct ccc tat atg cca cca cag ccc 
Pro Val Tyr Asn Pro Ala Ala Pro Pro Pro Tyr Met Pro Pro Gin Pro 
180 185 190 



576 



tct tac ccg gga gec tga 
Ser Tyr Pro Gly Ala * 
195 



594 
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<210> 168 
<211> 197 
<212> PRT 

<213> Homo sapiens 





<400> 


I DO 














Met 


Pro 


Prn 

r i \j 


Al a 
Al a 


b iy 


1 Ql 1 

LcU 


Mrg Mr y 


Al A 

M 1 d 


Al a D rn 1 /at i Thr Al a 
Mid rl O LcU 1 1 1 1 Mid 


T1p Ala 
.lie Mid 


i 








c 
0 








1 fi 
1U 


ID 


Leu 


1 Pll 

LCU 


Val 

v a i 


Leu 


b iy 


Al a 
A 1 a 


rTO LGU 


\/al 
Vd 1 


1 on Ala Civ/ Cln flcn 
LcU Mid uiy blU Mbp 


P W C 1 Ql 1 

bjb LcU 
















C.D 


ou 




1 rp 


Tvr 


1 Pll 


ASp 


Arg 


A c v\ 
ASM 


(11 \t Cor 

biy oer 


irp 


Uli c Drn CI \/ Dhp Acn 
nib rfU uiy rile MMl 


P\7C Gill 

Lyb u i u 














AO 

Hi) 








Pne 


Php 


Thr 


rne 


Pwc 

Lys 


Pwc 

uys 


biy inr 


Lys 


iyr nis Mrg lyr uyb 


Lys Mrg 














DO 




ou 




Asp 


1 PI J 


Thr 
1 1 1 1 


Leu 


Leu 


T 1 

i le 


i nr b i u 


A rn 


Cln Cln 1 vc Mi c Pv/c 

bin bin Lyb n i b Lyb 


1 pi i Ala 
LcU M 1 d 


00 










/ u 






/ D 


ou 


Phe 


Ser 


Pro 


Lys 


Thr 


He 


Ala Gly 


He 


Ala Ser Ala Val He 


Leu Phe 










85 








90 


95 


\/al 
Vd 1 


Ala 


Val 


Val 
Vd 1 


Ala 
M 1 d 


Thr 
1 ill 


Th r T1p 

1 III lie 


uyb 


Tver Php 1 Pll P\v^ ^\PP 
Ljo rllC LCU ujo JCI 


L- jr o ujr b 








1UU 








i rm 


1 1 n 




lyr 


Leu 


Tyr 


Arg 


Arg 


Arg 


bin bin 


Leu 


Pin Cnt^ Drn Dho PI 1 1 

bin ber pro rne biu 


CI \/ CI n 

biy bin 






115 








120 




125 




Glu 


He 


Pro 


Met 


Thr 


Gly 


He Pro 


Val 


Gin Pro Val Tyr Pro 


Tyr Pro 




130 










135 




140 




Gin 


Asp 


Pro 


Lys 


Ala 


Gly 


Pro Ala 


Pro 


Pro Gin Pro Gly Phe 


Met Tyr 


145 










150 






155 


160 


Pro 


Pro 


Ser 


Gly 


Pro 


Ala 


Pro Gin 


Tyr 


Pro Leu Tyr Pro Ala 


Gly Pro 










165 








170 


175 


Pro 


Val 


Tyr 


Asn 


Pro 


Ala 


Ala Pro 


Pro 


Pro Tyr Met Pro Pro 


Gin Pro 








180 








185 


190 




Ser 


Tyr 


Pro 


Gly 


Ala 
















195 


















<210> 


169 
















<211> 


669 
















<212> 


DNA 















<213> Homo sapiens 



<220> 

<221> CDS 

<222> (1)...(669) 
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<400> 169 

atg cgt gtg ggc etc gcg ctg ate ttg gtg ggc cac gtg aac ctg ctg 48 

Met Arg Val Gly Leu Ala Leu He Leu Val Gly His Val Asn Leu Leu 
15 10 15 

ctg ggg gec gtg ctg cat ggc acc gtc ctg egg cac gtg gee aat ccc 96 

Leu Gly Ala Val Leu His Gly Thr Val Leu Arg His Val Ala Asn Pro 
20 25 30 

cgc ggc get gtc acg ccg gag tac acc gta gec aat gtc ate tct gtc 144 

Arg Gly Ala Val Thr Pro Glu Tyr Thr Val Ala Asn Val He Ser Val 

35 40 45 

ggc teg ggg ctg ctg age gtt tec gtg gga ctt gtg gec etc ctg gcg 192 

Gly Ser Gly Leu Leu Ser Val Ser Val Gly Leu Val Ala Leu Leu Ala 

50 55 60 

tec agg aac ctt ctt cgc cct cca ctg cac tgg gtc ctg ctg gca eta 240 • 

Ser Arg Asn Leu Leu Arg Pro Pro Leu His Trp Val Leu Leu Ala Leu 

65 70 75 80 

get ctg gtg aac ctg etc ttg tec gtt gee tgc tec ctg ggc etc ctt 288 

Ala Leu Val Asn Leu Leu Leu Ser Val Ala Cys Ser Leu Gly Leu Leu 

85 90 95 

ctt get gtg tea etc act gtg gee aac ggt ggc cgc cgc ctt att get 336 

Leu Ala Val Ser Leu Thr Val Ala Asn Gly Gly Arg Arg Leu He Ala 
100 105 110 

gac tgc cac cca gga ctg ctg gat cct ctg gta cca ctg gat gag ggg 384 

Asp Cys His Pro Gly Leu Leu Asp Pro Leu Val Pro Leu Asp Glu Gly 

115 120 125 

ccg gga cat act gac tgc ccc ttt gac ccc aca aga ate tat gat aca 432 

Pro Gly His Thr Asp Cys Pro Phe Asp Pro Thr Arg He Tyr Asp Thr 

130 135 140 

gec ttg get etc tgg ate cct tct ttg etc atg tct gca ggg gag get 480 

Ala Leu Ala Leu Trp He Pro Ser Leu Leu Met Ser Ala Gly Glu Ala 

145 150 155 160 

get eta tct ggt tac tgc tgt gtg get gca etc act eta cgt gga gtt 528 

Ala Leu Ser Gly Tyr Cys Cys Val Ala Ala Leu Thr Leu Arg Gly Val 
165 170 175 
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ggg ccc tgc agg aag gac gga ctt cag ggg cag eta gag gaa atg aca 576 

Gly Pro Cys Arg Lys Asp Gly Leu Gin Gly Gin Leu Glu Glu Met Thr 
180 185 190 

gag ctt gaa tct cct aaa tgt aaa agg cag gaa aat gag cag eta ctg 624 

Glu Leu Glu Ser Pro Lys Cys Lys Arg Gin Glu Asn Glu Gin Leu Leu 

195 200 205 

gat caa aat caa gaa ate egg gca tea cag aga agt tgg gtt tag 669 

Asp Gin Asn Gin Glu He Arg Ala Ser Gin Arg Ser Trp Val * 

210 215 220 



<210> 170 
<211> 222 
<212> PRT 
<213> Homo sapiens 

<400> 170 



Met Arg 


Val 


Gly 


Leu 


Ala 


Leu 


He 


1 






5 








Leu Gly 


Ala 


Val 


Leu 


His 


Gly 


Thr 






20 










Arg Gly 


Ala 


Val 


Thr 


Pro 


Glu 


Tyr 




35 










40 


Gly Ser 


Gly 


Leu 


Leu 


Ser 


Val 


Ser 


50 










55 




Ser Arg 


Asn 


Leu 


Leu 


Arg 


Pro 


Pro 


65 








70 






Ala Leu 


Val 


Asn 


Leu 


Leu 


Leu 


Ser 








85 








Leu Ala 


Val 


Ser 


Leu 


Thr 


Val 


Ala 






100 










Asp Cys 


His 


Pro 


Gly 


Leu 


Leu 


Asp 




115 










120 


Pro Gly 


His 


Thr 


Asp 


Cys 


Pro 


Phe 


130 










135 




Ala Leu 


Ala 


Leu 


Trp 


He 


Pro 


Ser 


145 








150 






Ala Leu 


Ser 


Gly 


Tyr 


Cys 


Cys 


Val 








165 








Gly Pro 


Cys 


Arg 


Lys 


Asp 


Gly 


Leu 



Leu 


Val Gly 


His Val Asn Leu Leu 




10 


15 


Val 


Leu Arg 


His Val Ala Asn Pro 


25 




30 


Thr 


Val Ala 


Asn Val He Ser Val 






45 


Val 


Gly Leu 


Val Ala Leu Leu Ala 






60 


Leu 


His Trp 


Val Leu Leu Ala Leu 




75 


80 


Val 


Ala Cys 


Ser Leu Gly Leu Leu 




90 


95 


Asn 


Gly Gly 


Arg Arg Leu lie Ala 


105 




110 


Pro 


Leu Val 


Pro Leu Asp Glu Gly 






125 


Asp 


Pro Thr 


Arg He Tyr Asp Thr 






140 


Leu 


Leu Met 


Ser Ala Gly Glu Ala 




155 


160 


Ala 


Ala Leu 


Thr Leu Arg Gly Val 




170 


175 


Gin 


Gly Gin 


Leu Glu Glu Met Thr 


185 




190 
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Glu Leu Glu Ser Pro Lys Cys Lys Arg Gin Glu Asn Glu Gin Leu Leu 

195 200 205 

Asp Gin Asn Gin Glu He Arg Ala Ser Gin Arg Ser Trp Val 
210 215 220 

<210> 171 
<211> 345 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). ..(345) 

<400> 171 

atg ctg ctg tgg ctt ctt gtc ttc tct get ctg ggt ate cag gec tgg 48 

Met Leu Leu Trp Leu Leu Val Phe Ser Ala Leu Gly He Gin Ala Trp 
15 10 15 

ggt gat tec tec tgg aac aaa aca caa get aaa cag gta tea gag ggg 96 
Gly Asp Ser Ser Trp Asn Lys Thr Gin Ala Lys Gin Val Ser Glu Gly 
20 25 30 

etc cag tac eta ttt gag aac ate tec cag etc act gaa aaa gat gtc 144 
Leu Gin Tyr Leu Phe Glu Asn He Ser Gin Leu Thr Glu Lys Asp Val 
35 40 45 

tec acc acg gtc tct cgc aag gca tgg ggg gca gaa get gtt ggc tgc 192 
Ser Thr Thr Val Ser Arg Lys Ala Trp Gly Ala Glu Ala Val Gly Cys 
50 55 60 

agt att cag ctg acc acg cca gtg aat gtc ctt gtt ata cac cat gtc 240 
Ser He Gin Leu Thr Thr Pro Val Asn Val Leu Val He His His Val 
65 70 75 80 

cct gga ctg gag tgt cac gac cag aca gtc tgc age cag aga ctg egg 288 
Pro Gly Leu Glu Cys His Asp Gin Thr Val Cys Ser Gin Arg Leu Arg 

85 90 95 

gaa ctg cag gee cat cat gtc cac aac aac agt ggg tgt gat gtg gee 336 
Glu Leu Gin Ala His His Val His Asn Asn Ser Gly Cys Asp Val Ala 
100 105 110 



tac aag taa 



345 
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<210> 172 
<211> 114 
<212> PRT 
<213> Homo sapiens 



<400> 172 












Met Leu 


Leu Trp 


Leu 


Leu 


Val 


Phe Ser Ala Leu Gly 


He Gin Ala Trp 


1 




5 






10 


15 


Gly Asp 


Ser Ser 


Trp 


Asn 


Lys 


Thr Gin Ala Lys Gin 


Val Ser Glu Gly 




20 








25 


30 


Leu Gin 


Tyr Leu 


Phe 


Glu 


Asn 


He Ser Gin Leu Thr 


Glu Lys Asp Val 




35 








40 


45 


Ser Thr 


Thr Val 


Ser 


Arg 


Lys 


Ala Trp Gly Ala Glu 


Ala Val Gly Cys 


50 








55 


60 




Ser lie 


Gin Leu 


Thr 


Thr 


Pro 


Val Asn Val Leu Val 


He His His Val 


65 






70 




75 


80 


Pro Gly 


Leu Glu 


Cys 


His 


Asp 


Gin Thr Val Cys Ser 


Gin Arg Leu Arg 






85 






90 


95 


Glu Leu 


Gin Ala 


His 


His 


Val 


His Asn Asn Ser Gly 


Cys Asp Val Ala 




100 








105 


110 


Tyr Lys 















<210> 173 
<211> 924 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(924) 

<400> 173 

atg gag cag ctg cag gag gcc ctg aag gta cgc aag gat gat gcc cac 48 

Met Glu Gin Leu Gin Glu Ala Leu Lys Val Arg Lys Asp Asp Ala His 

1 5 10 15 

gcc etc cac ctg ctg gca ctg etc ttc tct gcc cag aag cac cac cag 96 
Ala Leu His Leu Leu Ala Leu Leu Phe Ser Ala Gin Lys His His Gin 
20 25 30 
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cat gcc ctg gat gtt gtc aac atg gcc ate acc gag cac cct gag aac 
His Ala Leu Asp Val Val Asn Met Ala He Thr Glu His Pro Glu Asn 
35 40 45 



144 



ttc aac ctg atg ttc acc aag gtg aag ctg gag cag gtg ctg aaa ggc 
Phe Asn Leu Met Phe Thr Lys Val Lys Leu Glu Gin Val Leu Lys Gly 
50 55 60 



192 



cca gag gaa gcc etc gtg acc tgc aga caa gtg ctg agg ctg tgg cag 
Pro Glu Glu Ala Leu Val Thr Cys Arg Gin Val Leu Arg Leu Trp Gin 
65 70 75 80 



240 



acc ctg tac age ttc tec cag ctg gga ggc eta gaa aag gat ggc age 
Thr Leu Tyr Ser Phe Ser Gin Leu Gly Gly Leu Glu Lys Asp Gly Ser 

85 90 95 



288 



ttc ggt gag ggc etc acc atg aag aag cag agt ggc atg cac ctg act 
Phe Gly Glu Gly Leu Thr Met Lys Lys Gin Ser Gly Met His Leu Thr 
100 105 110 



336 



ttg cct gat gcc cat gat gca gac tct ggc tec egg egg get teg tec 
Leu Pro Asp Ala His Asp Ala Asp Ser Gly Ser Arg Arg Ala Ser Ser 
115 120 125 



384 



ate gcc gcc tec egg ctg gag gag gcc atg tea gag ctg act atg ccc 
lie Ala Ala Ser Arg Leu Glu Glu Ala Met Ser Glu Leu Thr Met Pro 
130 135 140 



432 



tct teg gtc ctg aag cag ggc ccc atg cag ctg tgg acc acg ctg gaa 
Ser Ser Val Leu Lys Gin Gly Pro Met Gin Leu Trp Thr Thr Leu Glu 
145 150 155 160 



480 



cag ate tgg ctg cag get get gag ctg ttc atg gag cag cag cac etc 
Gin He Trp Leu Gin Ala Ala Glu Leu Phe Met Glu Gin Gin His Leu 

165 170 175 



528 



aag gaa gca ggt ttc tgc ate cag gag gcg gcg ggc etc ttc ccc act 
Lys Glu Ala Gly Phe Cys He Gin Glu Ala Ala Gly Leu Phe Pro Thr 
180 185 190 



576 



tct cac tea gta etc tat atg egg ggc egg ctg get gag gtg aag ggc 
Ser His Ser Val Leu Tyr Met Arg Gly Arg Leu Ala Glu Val Lys Gly 
195 200 205 



624 
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aac ctg gag gag gcc aag cag ctg tac aag gag gcg etc acg gtg aac 672 
Asn Leu Glu Glu Ala Lys Gin Leu Tyr Lys Glu Ala Leu Thr Val Asn 
210 215 220 

cca gat ggc gtg cgc ate atg cat age ctg ggt ctg atg ctg agt egg 720 
Pro Asp Gly Val Arg He Met His Ser Leu Gly Leu Met Leu Ser Arg 
225 230 235 240 

ctg ggc cac aag age ttg gcc cag aag gtg ctt cgt gat gcc gtg gag 768 
Leu Gly His Lys Ser Leu Ala Gin Lys Val Leu Arg Asp Ala Val Glu 
245 250 255 

agg cag agt acg tgc cac gag gcg tgg cag ggc ctg ggc gag gtg ctg 816 
Arg Gin Ser Thr Cys His Glu Ala Trp Gin Gly Leu Gly Glu Val Leu 
260 265 270 

cag gcc cag ggc cag aac gag get gcc gtt gac tgc ttc etc acc gcc 864 
Gin Ala Gin Gly Gin Asn Glu Ala Ala Val Asp Cys Phe Leu Thr Ala 
275 280 285 

ctt gag ctg gag gcc age age cct gta ctg ccc ttc tec ate ate ccc 912 
Leu Glu Leu Glu Ala Ser Ser Pro Val Leu Pro Phe Ser He He Pro 
290 295 300 

aga gag etc tga 924 

Arg Glu Leu * 

305 





<210> 


174 




<211> 


307 • 




<212> 


PRT 




<213> 


Homo sapiens 




<400> 


174 


Met 


Glu Gin 


Leu Gin Glu Ala Leu Lys Val Arg Lys Asp Asp Ala His 


1 




5 10 15 


Ala 


Leu His 


Leu Leu Ala Leu Leu Phe Ser Ala Gin Lys His His Gin 






20 25 30 


His 


Ala Leu 


Asp Val Val Asn Met Ala He Thr Glu His Pro Glu Asn 




35 


40 45 


Phe 


Asn Leu 


Met Phe Thr Lys Val Lys Leu Glu Gin Val Leu Lys Gly 




50 


55 60 
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Pro Glu Glu Ala Leu Val Thr Cys Arg Gin Val Leu Arg Leu Trp Gin 
65 70 75 80 

Thr Leu Tyr Ser Phe Ser Gin Leu Gly Gly Leu Glu Lys Asp Gly Ser 

85 90 95 

Phe Gly Glu Gly Leu Thr Met Lys Lys Gin Ser Gly Met His Leu Thr 

100 105 110 

Leu Pro Asp Ala His Asp Ala Asp Ser Gly Ser Arg Arg Ala Ser Ser 

115 120 125 

He Ala Ala Ser Arg Leu Glu Glu Ala Met Ser Glu Leu Thr Met Pro 

130 135 140 

Ser Ser Val Leu Lys Gin Gly Pro Met Gin Leu Trp Thr Thr Leu Glu 
145 150 155 160 

Gin He Trp Leu Gin Ala Ala Glu Leu Phe Met Glu Gin Gin His Leu 

165 170 175 

Lys Glu Ala Gly Phe Cys He Gin Glu Ala Ala Gly Leu Phe Pro Thr 

180 185 190 

Ser His Ser Val Leu Tyr Met Arg Gly Arg Leu Ala Glu Val Lys Gly 

195 200 205 

Asn Leu Glu Glu Ala Lys Gin Leu Tyr Lys Glu Ala Leu Thr Val Asn 

210 215 220 

Pro Asp Gly Val Arg He Met His Ser Leu Gly Leu Met Leu Ser Arg 
225 230 235 . 240 

Leu Gly His Lys Ser Leu Ala Gin Lys Val Leu Arg Asp Ala Val Glu 

245 250 255 

Arg Gin Ser Thr Cys His Glu Ala Trp Gin Gly Leu Gly Glu Val Leu 

260 265 270 

Gin Ala Gin Gly Gin Asn Glu Ala Ala Val Asp Cys Phe Leu Thr Ala 

275 280 285 

Leu Glu Leu Glu Ala Ser Ser Pro Val Leu Pro Phe Ser He He Pro 

290 295 300 

Arg Glu Leu 
305 

<210> 175 
<211> 627 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> CDS 

<222> (1)...(627) 



<221> misc_feature 
<222> (1). . .(627) 
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<223> n = A.T.C or 6 
<400> 175 

atg gga etc ggc gcg cga ggt get tgg gec gcg ctg etc ctg ggg acg 48 
Met Gly Leu Gly Ala Arg Gly Ala Trp Ala Ala Leu Leu Leu Gly Thr 
15 10 15 

ctg cag gtg eta gcg ctg ctg ggg gec gec cat gaa age gca ncc atg 96 
Leu Gin Val Leu Ala Leu Leu Gly Ala Ala His Glu Ser Ala Xaa Met 
20 25 30 

gcg gca tct gca aac ata gag aat tct ggg ctt cca cac aac tec agt 144 
Ala Ala Ser. Ala Asn He Glu Asn Ser Gly Leu Pro His Asn Ser Ser 
35 40 45 

get aac tea aca gag act etc caa cat gtg cct tct gac cat aca aat 192 
Ala Asn Ser Thr Glu Thr Leu Gin His Val Pro Ser Asp His Thr Asn 
50 55 60 

gaa act tec aac agt act gtg aaa cca cca act tea gtt gee tea gac 240 
Glu Thr Ser Asn Ser Thr Val Lys Pro Pro Thr Ser Val Ala Ser Asp 
65 70 75 80 

tec agt aat aca acg gtc acc acc atg aaa cct aca gcg gca tct aat 288 
Ser Ser Asn Thr Thr Val Thr Thr Met Lys Pro Thr Ala Ala Ser Asn 

85 90 95 

aca aca aca cca ggg atg gtc tea aca aat atg act tct acc acc tta 336 
Thr Thr Thr Pro Gly Met Val Ser Thr Asn Met Thr Ser Thr Thr Leu 
100 105 110 

aag tct aca ccc aaa aca aca agt gtt tea cag aac aca tct cag ata 384 
Lys Ser Thr Pro Lys Thr Thr Ser Val Ser Gin Asn Thr Ser Gin He 
115 120 125 

tea aca tec aca atg acc gta acc cac aat agt tea gtg aca tct get 432 
Ser Thr Ser Thr Met Thr Val Thr His Asn Ser Ser Val Thr Ser Ala 
130 135 140 

get tea tea gta aca ate aca aca act atg cat tct gaa gca aag aaa 480 
Ala Ser Ser Val Thr He Thr Thr Thr Met His Ser Glu Ala Lys Lys 
145 150 155 160 

gga tea aaa ttt gat act ggg age ttt gtt ggt ggt att gta tta acg 528 
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Gly Ser Lys Phe Asp Thr Gly Ser Phe Val Gly Gly He Val Leu Thr 

165 170 175 

ctg gga gtt tta tct att ctt tac att gga tgc aaa atg tat tac tea 576 
Leu Gly Val Leu Ser He Leu Tyr He Gly Cys Lys Met Tyr Tyr Ser 
180 185 190 

aga aga ggc att egg tat cga acc ata gat gaa cat gat gec ate att 624 
Arg Arg Gly lie Arg Tyr Arg Thr He Asp Glu His Asp Ala He lie 
195 200 205 

taa 627 
* 



<210> 176 
<211> 208 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (1)...(208) 

<223> Xaa = Any Amino Acid 

<400> 176 

Met Gly Leu Gly Ala Arg Gly Ala Trp Ala Ala Leu Leu Leu Gly Thr 
1.5 10 15 

Leu Gin Val Leu Ala Leu Leu Gly Ala Ala His Glu Ser Ala Xaa Met 

20 25 30 

Ala Ala Ser Ala Asn He Glu Asn Ser Gly Leu Pro His Asn Ser Ser 

35 40 45 

Ala Asn Ser Thr Glu Thr Leu Gin His Val Pro Ser Asp His Thr Asn 

50 55 60 

Glu Thr Ser Asn Ser Thr Val Lys Pro Pro Thr Ser Val Ala Ser Asp 
65 70 75 80 

Ser Ser Asn Thr Thr Val Thr Thr Met Lys Pro Thr Ala Ala Ser Asn 

85 90 95 

Thr Thr Thr Pro Gly Met Val Ser Thr Asn Met Thr Ser Thr Thr Leu 

100 105 110 

Lys Ser Thr Pro Lys Thr Thr Ser Val Ser Gin Asn Thr Ser Gin He 

115 120 125 

Ser Thr Ser Thr Met Thr Val Thr His Asn Ser Ser Val Thr Ser Ala 
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130 




135 








140 






Ala Ser Ser 


Val 


Thr lie Thr 


Thr 


Thr 


Met 


His Ser Glu 


Ala 


Lys Lys 


145 




150 








155 




160 


Gly Ser Lys 


Phe 


Asp Thr Gly 


Ser 


Phe 


Val 


Gly Gly lie 


Val 


Leu Thr 






165 






170 






175 


Leu Gly Val 


Leu 


Ser He Leu 


Tyr 


He 


Gly 


Cys Lys Met 


Tyr 


Tyr Ser 




180 






185 






190 




Arg Arg Gly 


He 


Arg Tyr Arg 


Thr 


He 


Asp 


Glu His Asp 


Ala 


He He 


195 






200 






205 







<210> 177 
<211> 1401 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (1)...(1401) 



<221> mi sc_feature 
<222> (1). . .(1401) 
<223> n = A.T.C or G 



<400> 
atg gtc tgg 
Met Val Trp 
1 


177 
gec 
Ala 


tct 
Ser 
5 


ctg 
Leu 


ggg 

Gly 


get 
Ala 


gec 
Ala 


tgg 

Trp 
10 


gtg gca nat 
Val Ala Xaa 


ggt 

Gly 


gtt cag 
Val Gin 
15 


48 


tgc gac 
Cys Asp 


agg 
Arg 


aca 
Thr 
20 


gtt 
Val 


gta 
Val 


aac 
Asn 


ggc 

Gly 


ate 
He 
25 


ate 
He 


gca acc gtc 
Ala Thr Val 


gtg 
Val 
30 


gtc agt 
Val Ser 


96 


tgg ate 
Trp He 


ate 
He 
35 


ate 
He 


get 
Ala 


gec 
Ala 


aca 
Thr 


gtg 
Val 
40 


gtt 
Val 


tec 
Ser 


att ate att 
He He He 
45 


gtc 
Val 


ttt gac 
Phe Asp 


144 


cct ctt 
Pro Leu 
50 


ggg 

Gly 


ggg 

Gly 


aaa 

Lys 


atg 
Met 


get 
Ala 
55 


cca 
Pro 


tat 
Tyr 


tec 
Ser 


tct gec ggc 
Ser Ala Gly 
60 


ccc 
Pro 


age cac 
Ser His 


192 


ctg gat 
Leu Asp 
65 


agt 
Ser 


cat 
His 


gat 
Asp 


tea 
Ser 
70 


age 
Ser 


cag 
Gin 


tta 
Leu 


ctt 
Leu 


aat ggc etc 
Asn Gly Leu 
75 


aag 
Lys 


aca gca 
Thr Ala 
80 


240 
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get aca age gtg tgg gaa acc aga ate aag etc ttg tgc tgt tgc att 288 

Ala Thr Ser Val Trp Glu Thr Arg lie Lys Leu Leu Cys Cys Cys He 

85 90 95 

ggg aaa gac gac cat act egg gtt get ttt teg agt acg gca gag ctt 336 
Gly Lys Asp Asp His Thr Arg Val Ala Phe Ser Ser Thr Ala Glu Leu 
100 105 110 

ttc tea acc tac ttt tea gac aca gat ctg gtg ccc age gac att gcg 384 
Phe Ser Thr Tyr Phe Ser Asp Thr Asp Leu Val Pro Ser Asp He Ala 
115 120 125 

gcg ggc etc gee ctg ctt cat cag caa cag gac aat ate agg aac aac 432 
Ala Gly Leu Ala Leu Leu His Gin Gin Gin Asp Asn He Arg Asn Asn 
130 135 140 

caa gag cct gee cag gtg gtc tgc cat gee cca ggg age tec cag gaa 480 
Gin Glu Pro Ala Gin Val Val Cys His Ala Pro Gly Ser Ser Gin Glu 
145 150 155 160 

get gat ctg gat gca gaa tta gaa aac tgc cat cat tac atg cag ttt 528 
Ala Asp Leu Asp Ala Glu Leu Glu Asn Cys His His Tyr Met Gin Phe 

165 170 175 

gca gca gcg gee tat ggg tgg ccc etc tac ate tac aga aac ccc etc 576 
Ala Ala Ala Ala Tyr Gly Trp Pro Leu Tyr He Tyr Arg Asn Pro Leu 
180 185 190 

acg ggg ctg tgc agg att ggt ggt gac tgc tgc aga age aga acc aca 624 
Thr Gly Leu Cys Arg He Gly Gly Asp Cys Cys Arg Ser Arg Thr Thr 
195 200 205 

gac tat gac ttg gtc gga ggc gat cag etc aac tgt cac ttc ggc tec 672 
Asp Tyr Asp Leu Val Gly Gly Asp Gin Leu Asn Cys His Phe Gly Ser 
210 215 220 

ate ctg cac acc aca ggg ctg cag tac agg gac ttc ate cac gtc age 720 
He Leu His Thr Thr Gly Leu Gin Tyr Arg Asp Phe lie His Val Ser 
225 230 235 240 

ttc cat gac aag gtt tac gag ctg ccg ttt tta gtg get ctg gat cac 768 
Phe His Asp Lys Val Tyr Glu Leu Pro Phe Leu Val Ala Leu Asp His 
245 250 255 
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agg aaa gag tct gtt gtg gtc get gtg agg ggg acc atg tct ctg cag 816 
Arg Lys Glu Ser Val Val Val Ala Val Arg Gly Thr Met Ser Leu Gin 
260 265 270 

gat gtc ctt acg gac ctg tea gcg gag agt gag gtg ctg gac gtg gag 864 
Asp Val Leu Thr Asp Leu Ser Ala Glu Ser Glu Val Leu Asp Val Glu 
275 280 285 

tgt gag gtg cag gac cgc ctg gca cac aag ggt att tct caa get gec 912 
Cys Glu Val Gin Asp Arg Leu Ala His Lys Gly He Ser Gin Ala Ala 
290 295 300 

aga tac gtt tac caa cga etc ate aac gac ggg att ttg age caa gec 960 
Arg Tyr Val Tyr Gin Arg Leu He Asn Asp Gly He Leu Ser Gin Ala 
305 310 315 320 

ttc age att get cct gag tac egg ctg gtc ata gtg ggc cac age etc 1008 
Phe Ser He Ala Pro Glu Tyr Arg Leu Val He Val Gly His Ser Leu 
325 330 335 

ggg ggn ggg gcg gee gee ctg ctg gee acc atg etc aga gee gee tac 1056 
Gly Xaa Gly Ala Ala Ala Leu Leu Ala Thr Met Leu Arg Ala Ala Tyr 
340 345 350 

ccg cag gtc agg tgc tac gee ttc tec cca ccc egg ggg ctg tgg age 1104 
Pro Gin Val Arg Cys Tyr Ala Phe Ser Pro Pro Arg Gly Leu Trp Ser 
355 360 365 

aaa get ctg cag gaa tat tct cag age ttc ate gtg tea etc gtc ctg 1152 
Lys Ala Leu Gin Glu Tyr Ser Gin Ser Phe He Val Ser Leu Val Leu 
370 375 380 

ggg aag gat gtg att ccc agg etc agt gtg acc aac ttg gaa gat ctg 1200 
Gly Lys Asp Val He Pro Arg Leu Ser Val Thr Asn Leu Glu Asp Leu 
385 390 395 400 

aag aga aga ate ttg cga gtg gtc gcg cac tgc aat aaa ccc aag tac 1248 
Lys Arg Arg He Leu Arg Val Val Ala His Cys Asn Lys Pro Lys Tyr 
405 410 415 

aag ate ttg ctg cac ggt ttg tgg tac gaa ctg ttt gga gga aac ccc 1296 
Lys He Leu Leu His Gly Leu Trp Tyr Glu Leu Phe Gly Gly Asn Pro 
420 425 430 
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aac 


aac 


ttg 


ccc 


aqc 


aca aqq 


qqt etc caq 


tqt qqa cqt ggc ctq acc 


A^n 


A<n 


1 PI i 


Pro 


^pr 


Thr Arn 


filv 1 pij filn 


fv<; (ilv Ara Glv 1 pij Thr 

j vjijr ni y vjijr LCU Mil 






435 








440 


445 


agg 


gcc 


act 


gga 


aac 


tgt ccc 


agg aac gat 


gga etc acg ctt ttg tec 


Arg 


Ala 


Thr 


Gly 


Asn 


Cys Pro 


Arg Asn Asp 


Gly Leu Thr Leu Leu Ser 




450 








455 




460 


tta 


aac 


tga 












Leu 


Asn 


* 













465 



1344 



1392 



1401 



<210> 178 
<211> 466 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (1)...(466) 

<223> Xaa = Any Amino Acid 



<400> 178 



Met 


Val 


Trp 


Ala 


Ser 


Leu 


Gly 


Ala 


Ala Trp 


Val Ala Xaa Gly Val Gin 


1 








5 








10 


15 


Cys 


Asp 


Arg 


Thr 


Val 


Val 


Asn 


Gly 


He He 


Al a Thr Val Val Val Ser 








20 










25 


30 


Trp 


He 


lie 


He 


Ala 


Ala 


Thr 


Val 


Val Ser 


He He He Val Phe Asp 






35 










40 




45 


Pro 


Leu 


Gly 


Gly 


Lys 


Met 


Ala 


Pro 


Tyr Ser 


Ser Ala Gly Pro Ser His 




50 










55 






60 


Leu 


Asp 


Ser 


His 


Asp 


Ser 


Ser 


Gin 


Leu Leu 


Asn Gly Leu Lys Thr Ala 


65 










70 








75 80 


Ala 


Thr 


Ser 


Val 


Trp 


Glu 


Thr 


Arg 


lie Lys 


Leu Leu Cys Cys Cys He 










85 








90 


95 


Gly 


Lys 


Asp 


Asp 


His 


Thr 


Arg 


Val 


Ala Phe 


Ser Ser Thr Ala Glu Leu 








100 










105 


110 


Phe 


Ser 


Thr 


Tyr 


Phe 


Ser 


Asp 


Thr 


Asp Leu 


Val Pro Ser Asp He Ala 






115 










120 




125 


Ala 


Gly 


Leu 


Ala 


Leu 


Leu 


His 


Gin 


Gin Gin 


Asp Asn He Arg Asn Asn 




130 










135 






140 


Gin 


Glu 


Pro 


Ala 


Gin 


Val 


Val 


Cys 


His Ala 


Pro Gly Ser Ser Gin Glu 


145 










150 








155 160 
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Ala Asp Leu Asp Ala Glu Leu Glu Asn Cys His His Tyr Met Gin Phe 









165 










170 










175 




Ala Ala 


Ala 


Ala 


Tyr 


Gly 


Trp 


Pro 


Leu 


Tyr 


He 


Tyr 


Arg 


Asn 


Pro 


Leu 






180 










185 










190 






Thr Gly 


Leu 


Cys 


Arg 


He 


Gly 


Gly 


Asp 


Cys 


Cys 


Arg 


Ser 


Arq 


Thr 


Thr 




195 










200 










205 








Asp Tyr 


Asp 

r 


Leu 


Val 


Gly 


Gly 


Asp 


Gin 


Leu 


Asn 


Cys 


His 


Phe 


Gly 


Ser 


210 










215 










220 










He Leu 


His 


Thr 


Thr 


Gly 


Leu 


Gin 


Tyr 


Arq 


Asd 


Phe 


He 


His 


Val 


Ser 


225 








230 










235 










240 


Phe His 


Asp 


Lys 


Val 


Tyr 


Glu 


Leu 


Pro 


Phe 


Leu 


Val 


Ala 


Leu 


Asp 


His 








245 










250 










255 




Arq Lys 


Glu 


Sep 


Val 


Val 


.Val 


Ala 


Val 


Arq 


Gly 


Thr 


Met 


Ser 


Leu 


Gin 






260 










265 










270 






Asd Val 


Leu 

i— v- v* 


Thr 


Asd 


Leu 


Ser 


Ala 


Glu 


Ser 


Glu 


Val 


Leu 

U» w \A 


Asd 


Val 


Glu 




275 










280 










285 








Cvs Glu 


Val 


Gin 

W III 


Asd 


Ara 


Leu 


Ala 


His 


Lys 


Gly 


He 


Ser 


Gin 

VJ III 


Ala 

fx 1 


Ala 


290 










295 










300 










Ara Tvr 


Val 


Tvr 


Gin 


Ara 


Leu 


He 


Asn 


Asd 


Gly 


lie 


Leu 

La- V* \A 


Ser 


Gin 

vJ III 


Ala 


305 








310 










315 










320 


Phe Ser 


He 


Ala 

9 \ 1 U 


Pro 


Glu 


Tyr 


Ara 


Leu 

l— w 


Val 

W U 1 


He 


Val 

V U 1 


Gly 


His 


Ser 


Leu 








325 










330 










335 




Gly Xaa 


Gly 


Ala 


Ala 


Ala 


Leu 


Leu 


Ala 


Thr 


Met 


Leu 


Arq 


Ala 


Ala 


Tyr 






340 










345 










350 






Pro Gin 


Val 


Ara 


Cys 


Tyr 


Ala 


Phe 


Ser 


Pro 


Pro 


Arq 


Gly 


Leu 


TrD 


Ser 




355 










360 










365 








Lys Ala 


Leu 


Gin 


Glu 


Tyr 


Ser 


Gin 


Ser 


Phe 


He 


Val 


Ser 


Leu 


Val 


Leu 


370 










375 










380 










Gly Lys 


Asp 


Val 


He 


Pro 


Arg 


Leu 


Ser 


Val 


Thr 


Asn 


Leu 


Glu 


Asp 


Leu 


385 








390 










395 










400 


Lys Arg 


Arg 


He 


Leu 


Arg 


Val 


Val 


Ala 


His 


Cys 


Asn 


Lys 


Pro 


Lys 


Tyr 








405 










410 










415 




Lys He 


Leu 


Leu 


His 


Gly 


Leu 


Trp 


Tyr 


Glu 


Leu 


Phe 


Gly 


Gly 


Asn 


Pro 






420 










425 










430 






Asn Asn 


Leu 


Pro 


Ser 


Thr 


Arg 


Gly 


Leu 


Gin 


Cys 


Gly 


Arg 


Gly 


Leu 


Thr 




435 










440 










445 








Arg Ala 


Thr 


Gly 


Asn 


Cys 


Pro 


Arg 


Asn 


Asp 


Gly 


Leu 


Thr 


Leu 


Leu 


Ser 



450 455 460 



Leu Asn 



465 



<210> 
<211> 
<212> 



179 
909 
DNA 
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<213> Homo sapiens . 

<220> 

<221> CDS 

<222> (1)...(909) 

<221> misc_feature 
<222> (1). . .(909) 
<223> n = A.T.C or G 



<400> 


179 














atg tec 


cca 


agg 


act 


agg 


cca 


cgc agg 


tec act ggc tat tct gag gtg 


48 


Met Ser 


Pro 


Arg 


Thr 


Arg 


Pro 


Arg Arg 


Ser Thr Gly Tyr Ser Glu Val 




1 






5 








10 15 




ata gtt 


gtc 


gtt 


gga 


gga 


tgt 


gag cga 


gtt gga gga ttt aat ctt cca 


96 


He Val 


Val 


Val 


Gly 


Gly 


Cys 


Glu Arg 


Val Gly Gly Phe Asn Leu Pro 








20 








25 


30 




tac act 


gag 


tgc 


tac 


gat 


cct 


gta aca 


gga gaa tgg aag tct ttg get 


144 


Tyr Thr 


Glu 


Cys 


Tyr 


Asp 


Pro 


Val Thr 


Gly Glu Trp Lys Ser Leu Ala . 






35 










40 


45 




aag ctt 


cca 


gaa 


ttt 


acc 


aaa 


tea gag 


tat gca gtc tgt get eta agg 


192 


Lys Leu 


Pro 


Glu 


Phe 


Thr 


Lys 


Ser Glu 


Tyr Ala Val Cys Ala Leu Arg 




50 










55 




60 




aat gac 


att 


ctt 


gtt 


tea 


ggt 


gga aga 


ate aac age cgt gat gtc tgg 


240 



Asn Asp He Leu Val Ser Gly Gly Arg He Asn Ser Arg Asp Val Trp 
65 70 75 80 



att tat 


aac 


tea 


cag 


tta 


aat 


att tgg 


ntc aga gtt gee tct etc aat 


lie Tyr 


Asn 


Ser 


Gin 


Leu 


Asn 


He Trp 


Xaa Arg Val Ala Ser Leu Asn 








85 








90 95 


aaa ggc 


aga 


tgg 


cgt 


cac 


aaa 


atg get 


gtc etc ctt ggt aaa gta tat 


Lys Gly 


Arg 


Trp 


Arg 


His 


Lys 


Met Ala 


Val Leu Leu Gly Lys Val Tyr 






100 








105 


110 


gtt gtc 


ggt 


ggc 


tat 


gat 


ggg 


caa aac 


aga ctt age age gta gaa tgt 


Val Val 


Gly 


Gly 


Tyr 


Asp 


Gly 


Gin Asn 


Arg Leu Ser Ser Val Glu Cys 




115 










120 


125 


tat gat 


tec 


ttt 


tea 


aat 


cga 


tgg act 


gaa gtt get ccc ctt aag gaa 



288 



336 



384 



432 
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Tyr Asp Ser Phe Ser Asn Arg Trp Ttir Glu Val Ala Pro Leu Lys Glu 
130 135 140 

gcc gtg agt tct cct gca gtg act age tgt gta ggc aaa ctg ttt gtg 480 
Ala Val Ser Ser Pro Ala Val Thr Ser Cys Val Gly Lys Leu Phe Val 
145 150 155 160 

att ggt gga gga cct gat gat aat act tgt tct gat aag gtt caa tct 528 
He Gly Gly Gly Pro Asp Asp Asn Thr Cys Ser Asp Lys Val Gin Ser 
165 170 175 

tat gat cca gaa acc aat tct tgg eta ctt cgt gca get ate cca att 576 
Tyr Asp Pro Glu Thr Asn Ser Trp Leu Leu Arg Ala Ala He Pro He 
180 185 190 

gcc aaa agg tgt ata aca get gta tec eta aac aac ctg ate tat gtt 624 
Ala Lys Arg Cys He Thr Ala Val Ser Leu Asn Asn Leu He Tyr Val 
195 200 205 

gcc ggt gga ctg acc aag gca ata tac tgt tac gat cca gtt gaa gat 672 
Ala Gly Gly Leu Thr Lys Ala He Tyr Cys Tyr Asp Pro Val Glu Asp 
210 215 220 

tac tgg atg cac gta cag aat aca ttc age cgt cag gaa aac tgt ggt 720 
Tyr Trp Met His Val Gin Asn Thr Phe Ser Arg Gin Glu Asn Cys Gly 
225 230 235 240 

atg tct gtg tgt aat ggt aaa ata tat ate ctg ggc gga aga egg gaa 768 
Met Ser Val Cys Asn Gly Lys He Tyr He Leu Gly Gly Arg Arg Glu 
245 250 255 

aat gga gaa gcc aca gac act att etc tgt tat gat cct gca aca agt 816 
Asn Gly Glu Ala Thr Asp Thr He Leu Cys Tyr Asp Pro Ala Thr Ser 
260 265 270 

ate ate aca ggg gta get gca atg ccc agg cca gtg tec tat cat ggc 864 
He He Thr Gly Val Ala Ala Met Pro Arg Pro Val Ser Tyr His Gly 
275 280 285 

tgt gtg act att cat aga tac aat gag aaa tgc ttt aaa etc tga 909 
Cys Val Thr He His Arg Tyr Asn Glu Lys Cys Phe Lys Leu * 
290 295 300 
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<210> 180 
<211> 302 
<212> PRT 
<213> Homo sapiens 

<220> 



<221> 


VARIANT 














<222> 


(1). 


...(302) 












<223> 


Xaa 


= Any Amino 


Acid 






<400> 


180 
















Met Ser 


Pro 


Arg 


Thr 


Arg 


Pro 


Arg 


Arg 


Ser Thr Gly Tyr Ser 


Glu Val 


1 






5 




• 






10 


15 


He Val 


Val 


Val 


Gly 


Gly 


Cys 


Glu 


Arg 


Val Gly Gly Phe Asn 


Leu Pro 






20 










25 


30 




Tyr Thr 


Glu 


Cys 


Tyr 


Asp 


Pro 


Val 


Thr 


Gly Glu Tro Lys Ser 


Leu Ala 




35 










40 




45 




Lys Leu 


Pro 


Glu 


Phe 


Thr 


Lys 


Ser 


Glu 


Tyr Ala Val Cys Ala 


Leu Arg 


50 










55 






60 




Asn Asp 

• 


He 


Leu 


Val 


Ser 


Gly 


Gly 


Arg 


He Asn Ser Arg Asp 


Val Trp 


65 








70 








75 


80 


He Tyr 


Asn 


Ser 


Gin 


Leu 


Asn 


He 


Trp 


Xaa Arg Val Ala Ser 


Leu Asn 








85 










90 


95 


Lys Gly 


Arg 


Trp 


Arg 


His 


Lys 


Met 


Ala 


Val Leu Leu Gly Lys 


Val Tyr 






100 










lUb 


110 




Val Val 


Gly 


Gly 


Tyr 


Asp 


Gly 


Gin 


Asn 


Arg Leu Ser Ser Val 


Glu Cys 




115 










i on 




125 




Tyr Asp 


Ser 


Phe 


Ser 


Asn 


Arg 


Trp 


Thr 


Glu Val Ala Pro Leu 


Lys Glu 


130 










135 






140 




Ala Val 


Ser 


Ser 


Pro 


Ala 


Val 


Thr 


Ser 


Cys Val Gly Lys Leu 


Phe Val 


145 








150 








155 


160 


He Gly 


Gly 


Gly 


Pro 


Asp 


Asp 


Asn 


Thr 


Cys Ser Asp Lys Val 


Gin Ser 








165 










170 


175 


Tyr Asp 


Pro 


Glu 


Thr 


Asn 


Ser 


Trp 


Leu 


Leu Arg Ala Ala He 


Pro He 






180 










185 


190 




Ala Lys 


Arg 


Cys 


He 


Thr 


Ala 


Val 


Ser 


Leu Asn Asn Leu He 


Tyr Val 




195 










200 




205 




Ala Gly 


Gly 


Leu 


Thr 


Lys 


Ala 


He 


Tyr 


Cys Tyr Asp Pro Val 


Glu Asp 


210 










215 






220 




Tyr Trp 


Met 


His 


Val 


Gin 


Asn 


Thr 


Phe 


Ser Arg Gin Glu Asn 


Cys Gly 


225 








230 








235 


240 


Met Ser 


Val 


Cys 


Asn 


Gly 


Lys 


He 


Tyr 


He Leu Gly Gly Arg 


Arg Glu 








245 










250 


255 


Asn Gly 


Glu 


Ala 


Thr 


Asp 


Thr 


lie 


Leu 


Cys Tyr Asp Pro Ala 


Thr Ser 
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260 265 270 

He He Thr Gly Val Ala Ala Met Pro Arg Pro Val Ser Tyr His Gly 

275 280 285 

Cys Val Thr He His Arg Tyr Asn Glu Lys Cys Phe Lys Leu 
290 295 300 



<210> 181 

<211> 405 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(405) 

<221> misc_feature 
<222> (1)...(405) 
<223> n = A.T.C or G 

<400> 181 

atg ccg etc eta cga gga ctg ctg tgg etc cag gtg ctg tgt gcg ggc 48 

Met Pro Leu Leu Arg Gly Leu Leu Trp Leu Gin Val Leu Cys Ala Gly 
15 10 15 

cct etc cat aca gag get gtg gta ctt ctg gtt cct tct gat gat ggg 96 
Pro Leu His Thr Glu Ala Val Val Leu Leu Val Pro Ser Asp Asp Gly 
20 25 30 

cgt get ttt ctg ctg egg anc ggc ttc ttc ate egg agg cgc atg tac 144 
Arg Ala Phe Leu Leu Arg Xaa Gly Phe Phe lie Arg Arg Arg Met Tyr 
35 40 45 

ccc ccg ccg ctg ate gag gag cca gec ttc aat gtg tec tac acc agg 192 

Pro Pro Pro Leu He Glu Glu Pro Ala Phe Asn Val Ser Tyr Thr Arg 
50 • 55 60 

i 

cag ccc cca aat ccc ggc cca gga gec cag cag ccg ggg ccg ccc tat 240 

Gin Pro Pro Asn Pro Gly Pro Gly Ala Gin Gin Pro Gly Pro Pro Tyr 
65 70 75 80 

tac acc gac cca gga gga ccg ggg atg aac cct gtc ggg aat tec atg 288 
Tyr Thr Asp Pro Gly Gly Pro Gly Met Asn Pro Val Gly Asn Ser Met 

85 90 95 
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gca atg get ttc cag gtc cca ccc aac tea ccc cag ggg agt gtg gec 336 
Ala Met Ala Phe Gin Val Pro Pro Asn Ser Pro Gin Gly Ser Val Ala 
100 105 110 

tgc ccg ccc cct cca gec tac tgc aac acg cct ccg ccc ccg tac gaa 384 
Cys Pro Pro Pro Pro Ala Tyr Cys Asn Thr Pro Pro Pro Pro Tyr Glu 
115 120 125 

cag gta gtg aag gec aag tag 405 
Gin Val Val Lys Ala Lys * 
130 



<210> 182 
<211> 134 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (1)...(134) 

<223> Xaa = Any Amino Acid 



<400> 182 



Met 


Pro 


Leu 


Leu 


Arg 


Gly 


Leu 


Leu 


Trp Leu 


Gin Val Leu 


Cys 


Ala Gly 


1 








5 








10 






15 


Pro 


Leu 


His 


Thr 


Glu 


Ala 


Val 


Val 


Leu Leu 


Val Pro Ser 


Asp 


Asp Gly 








20 










25 




30 




Arg 


Ala 


Phe 


Leu 


Leu 


Arg 


Xaa 


Gly 


Phe Phe 


He Arg Arg 


Arg 


Met Tyr 






35 










40 




45 






Pro 


Pro 


Pro 


Leu 


He 


Glu 


Glu 


Pro 


Ala Phe 


Asn Val Ser 


Tyr 


Thr Arg 




50 










55 






60 






Gin 


Pro 


Pro 


Asn 


Pro 


Gly 


Pro 


Gly 


Ala Gin 


Gin Pro Gly 


Pro 


Pro Tyr 


65 










70 








75 




80 


Tyr 


Thr 


Asp 


Pro 


Gly 


Gly 


Pro 


Gly 


Met Asn 


Pro Val Gly 


Asn 


Ser Met 










85 








90 






95 


Ala 


Met 


Ala 


Phe 


Gin 


Val 


Pro 


Pro 


Asn Ser 


Pro Gin Gly 


Ser 


Val Ala 








100 










105 




110 




cys 


Pro 


Pro 


Pro 


Pro 


Ala 


Tyr 


Cys 


Asn Thr 


Pro Pro Pro 


Pro 


Tyr Glu 






115 










120 




125 






Gin 


Val 


Val 


Lys 


Ala 


Lys 















130 



<210> 183 
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<211> 900 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(900) 



<221> misc_feature 
<222> (D...C900) 
<223> n = A.T.C or G 



<400> 


183 




atg gag 


aga 


gcg 


ttc 


Met Glu 


Arg 


Ala 


Phe 


1 






5 


gtc ttc 


ate 


ctg 


ggg 


Val Phe 


He 


Leu 


Gly 






20 




nag gcc 


tgg 


gcg 


gat 


Xaa Ala 


Trp 


Ala 


Asp 




35 






cca agt 


cat 


gta 


cag 


Pro Ser 


His 


Val 


Gin 


50 








ttc cat 


tat 


gag 


atg 


Phe His 


Tyr 


Glu 


Met 


65 








ttc age 


tct 


gaa 


aga 


Phe Ser 


Ser 


Glu 


Arg 



10 



15 



25 



30 



40 



45 



55 



60 



70 



75 



80 



85 



90 



95 



48 



96 



144 



192 



240 



288 



gtc aac age gtg gcg ctg aac ggg gat ggc tgt ggc ate tgc tct gaa 
Val Asn Ser Val Ala Leu Asn Gly Asp Gly Cys Gly He Cys Ser Glu 
100 105 110 



336 



aca gaa gca gag etc att gaa gtt tct cac aga ctg aac tgc tec cga 
Thr Glu Ala Glu Leu He Glu Val Ser His Arg Leu Asn Cys Ser Arg 
115 120 125 



384 
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gag gca cgt ggc tec age egg tgt gga cct ggg cct ctg ctg ccc acg 432 

Glu Ala Arg Gly Ser Ser Arg Cys Gly Pro Gly Pro Leu Leu Pro Thr 

130 135 140 

tct gee cct gtc etc ctg cag cat tat cct ctg tat egg aga agt gat 480 

Ser Ala Pro Val Leu Leu Gin His Tyr Pro Leu Tyr Arg Arg Ser Asp 
145 150 155 160 

get aac tgt tct ggg gaa gac get get cct gca gag gaa agg gac ate 528 

Ala Asn Cys Ser Gly Glu Asp Ala Ala Pro Ala Glu Glu Arg Asp He 

165 170 175 

cca ttt aag gag aac tat gac gtg ctt tea egg gag gca tea caa aag 576 

Pro Phe Lys Glu Asn Tyr Asp Val Leu Ser Arg Glu Ala Ser Gin Lys 
180 185 190 

ctg ctg tgg tgg etc cag ccg cgc ctg gtt etc agt ggc cac acg cac 624 

Leu Leu Trp Trp Leu Gin Pro Arg Leu Val Leu Ser Gly His Thr His 
195 200 205 

age gee tgc gag gtg cac cac ggg ggc cga gtc ccc gag etc age gtc 672 

Ser Ala Cys Glu Val His His Gly Gly Arg Val Pro Glu Leu Ser Val 

210 215 220 

cca tct ttc agt tgg agg aac aga aac aac ccc agt ttc ate atg ggt 720 

Pro Ser Phe Ser Trp Arg Asn Arg Asn Asn Pro Ser Phe He Met Gly ' 
225 230 235 240 

age ate acg ccc aca gac tac acc etc tec aag tgc tac etc cca cgt 768 

Ser He Thr Pro Thr Asp Tyr Thr Leu Ser Lys Cys Tyr Leu Pro Arg 
245 250 255 

gag gat gtg gtt ttg ate ate tac tgt gga gtg gtg ggc ttc ctt gtg 816 

Glu Asp Val Val Leu He He Tyr Cys Gly Val Val Gly Phe Leu Val 
260 265 270 

gtc etc aca etc act cac ttt ggg ctt eta gee tea cct ttt ctt tct 864 

Val Leu Thr Leu Thr His Phe Gly Leu Leu Ala Ser Pro Phe Leu Ser 
275 280 285 



ggt ttg aac ttg etc gga aag cgt aag aca aga tga 
Gly Leu Asn Leu Leu Gly Lys Arg Lys Thr Arg * 
290 295 



900 
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<210> 184 
<211> 299 
<212> PRT 
<213> Homo sapiens 

. <220> 
<221> VARIANT 
<222> (1)...(299) 
<223> Xaa = Any Amino Acid 



<400> 184 



Mpt Glu 


Am 
mi y 


Ala 


Php 


Gin 

VJ I 1 1 


Thr 

Mil 


Ala 


1 PI 1 
LCU 


Trn 1 pi j 

1 1 U LCU 


1 pii Gin Prn Rln Val 
lcu uiii n u o iu vol 


1 

j. 
















10 


1^ 
JL\J 


Val Php 

v a i r 1 it 


1 1 c 


1 PU 
LCU 


Gl V 


A^n 


Tip 


Php 


no \J 


Glu Glv 

U 1 U VJ 1 Jr 


1 Trn ^pr Thr Prn 
lj o iip o\z i nil n u 






20 










25 




30 


Xrlri Alfi 


Trn 


Ala 


A^n 

nop 


A^o 

nop 


Val 


Glu 


Ara 


Phe Gin 

1 1 It U 1 1 1 


1 Mpt Php Ara Hi<; 

i j o i it» o ri \\Z iii y i i i o 




35 










40 






45 


Pro Ser 


His 


Val 


Gin 


Leu 


Lvs 


Val 

» U 1 


Val 


Ala Gly 


Asn His Asd He Glv 


50 










55 








60 


Phe His 


Tyr 


Glu 


Met 


Asn 


Thr 


Tyr 


Lys 


Val Glu 


Arq Phe Glu Lys Val 


65 








70 








75 


80 


Phe Ser 


Ser 


Glu 


Arg 


Leu 


Phe 


Ser 


Trp 


Lys Gly 


lie Asn Phe Val Met 








85 










90 


95 


Val Asn 


Ser 


Val 


Ala 


Leu 


Asn 


Gly 


Asp 


Gly Cys 


Gly He Cys Ser Glu 






100 










105 




110 


Thr Glu 


Ala 


Glu 


Leu 


He 


Glu 


Val 


Ser 


His Arg 


Leu Asn Cys Ser Arg 




115 










120 






125 


Glu Ala 


Arg 


Gly 


Ser 


Ser 


Arg 


Cys 


Gly 


Pro Gly 


Pro Leu Leu Pro Thr 


130 










135 








140 


Ser Ala 


Pro 


Val 


Leu 


Leu 


Gin 


His 


Tyr 


Pro Leu 


Tyr Arg Arg Ser Asp 


145 








150 








155 


160 


Ala Asn 


Cys 


Ser 


Gly 


Glu 


Asp 


Ala 


Ala 


Pro Ala 


Glu Glu Arg Asp He 








165 










170 


175 


Pro Phe 


Lys 


Glu 


Asn 


Tyr 


Asp 


Val 


Leu 


Ser Arg 


Glu Ala Ser Gin Lys 






180 










185 




190 


Leu Leu 


Trp 


Trp 


Leu 


Gin 


Pro 


Arg 


Leu 


Val Leu 


Ser Gly His Thr His 




195 










200 






205 


Ser Ala 


Cys 


Glu 


Val 


His 


His 


Gly 


Gly 


Arg Val 


Pro Glu Leu Ser Val 


210 










215 








220 


Pro Ser 


Phe 


Ser 


Trp 


Arg 


Asn 


Arg 


Asn 


Asn Pro 


Ser Phe He Met Gly 


225 








230 








235 


240 


Ser He 


Thr 


Pro 


Thr 


Asp 


Tyr 


Thr 


Leu 


Ser Lys 


Cys Tyr Leu Pro Arg 
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245 250 255 

Glu Asp Val Val Leu He lie Tyr Cys Gly Val Val Gly Phe Leu Val 

260 265 270 

Val Leu Thr Leu Thr His Phe Gly Leu Leu Ala Ser Pro Phe Leu Ser 

275 280 285 

Gly Leu Asn Leu Leu Gly Lys Arg Lys Thr Arg 
290 295 

<210> 185 
<211> 453 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> COS 

<222> (1)...(453) 



<400> 185 

atg tea gca tgt ttg gca ttg gag egg gtt gca get ggc caa ggg ctg 

Met Ser Ala Cys Leu Ala Leu Glu Arg Val Ala Ala Gly Gin Gly Leu 
15 10 15 



48 



cct act gaa tea etc ttc tat cgt get gtt ctt cag gat att att aaa 
Pro Thr Glu Ser Leu Phe Tyr Arg Ala Val Leu Gin Asp He lie Lys 
20 25 30 



96 



gat tgt tat ggc ate ace aaa tgt gat egg cat gtt ggt aaa att tat 
Asp Cys Tyr Gly He Thr Lys Cys Asp Arg His Val Gly Lys He Tyr 
35 40 45 



144 



tec aaa tgt tct tct ttt ctg gat tat gtc aga egg tct eta aag aag 
Ser Lys Cys Ser Ser Phe Leu Asp Tyr Val Arg Arg Ser Leu Lys Lys 
50 55 60 



192 



ctt gga tta gat gag tec aag ctg cca gaa aaa att ata atg aac tac 
Leu Gly Leu Asp Glu Ser Lys Leu Pro Glu Lys He He Met Asn Tyr 
65 70 75 80 



240 



tac gag aag tat aag cct cga atg aat gag ctg gaa get ttt aat atg 288 
Tyr Glu Lys Tyr Lys Pro Arg Met Asn Glu Leu Glu Ala Phe Asn Met 

85 90 95 

ttg aaa gtt gta ctg get ccc tgt ata gag act ttg att ctt ctg gat 336 
Leu Lys Val Val Leu Ala Pro Cys He Glu Thr Leu He Leu Leu Asp 
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100 105 110 

cga ctt tgt tac ctg aaa gag cag gaa gat att gca tgg tct get ctt 384 
Arg Leu Cys Tyr Leu Lys Glu Gin Glu Asp He Ala Trp Ser Ala Leu 
115 120 125 

gtg aag ttg ttt gat ccc gtg aaa tct ccc aga tgt tat get gtt att 432 
Val Lys Leu Phe Asp Pro Val Lys Ser Pro Arg Cys Tyr Ala Val He 
130 135 140 

gec ctg aag aag cag cag tga 453 
Ala Leu Lys Lys Gin Gin * 
145 150 



<210> 186 
<211> 150 
<212> PRT 

<213> Homo sapiens 

<400> 186 
Met Ser Ala Cys Leu Ala 
1 5 
Pro Thr Glu Ser Leu Phe 
20 

Asp Cys Tyr Gly He Thr 
35 

Ser Lys Cys Ser Ser Phe 
50 

Leu Gly Leu Asp Glu Ser 
65 70 
Tyr Glu Lys Tyr Lys Pro 
85 

Leu Lys Val Val Leu Ala 
100 

Arg Leu Cys Tyr Leu Lys 
115 

Val Lys Leu Phe Asp Pro 
130 

Ala Leu Lys Lys Gin Gin 
145 150 



Leu 


Glu 


Arg 


Val Ala 


Ala 


Gly 


Gin 


Gly 


Leu 








10 








15 




Tyr 


Arg 


Ala 


Val Leu 


Gin 


Asp 


He 


He 


Lys 






25 








30 






Lys 


Cys 


Asp 


Arg His 


Val 


Gly 


Lys 


He 


Tyr 




40 








45 








Leu 


Asp 


Tyr 


Val Arg 


Arg 


Ser 


Leu 


Lys 


Lys 


55 








60 










Lys 


Leu 


Pro 


Glu Lys 


He 


He 


Met 


Asn 


Tyr 








• 75 










80 


Arg 


Met 


Asn 


Glu Leu 


Glu 


Ala 


Phe 


Asn 


Met 








90 








95 




Pro 


Cys 


He 


Glu Thr 


Leu 


He 


Leu 


Leu 


Asp 






105 








110 






Glu 


Gin 


Glu 


Asp He 


Ala 


Trp 


Ser 


Ala 


Leu 




120 








125 








Val 


Lys 


Ser 


Pro Arg 


Cys 


Tyr 


Ala 


Val 


He 



135 140 



<210> 187 
<211> 1491 
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<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (1). . . (1491) 



atg 
Met 
1 


<400> 
gcg ctg 
Ala Leu 


187 

tgg 
Trp 


cgc 
Arg 
5 


ggc 

Gly 


tec 
Ser 


gcg tac 
Ala Tyr 


gcg ggc 
Ala Gly 
10 


ttc ctg gcg ctg gee 
Phe Leu Ala Leu Ala 
15 


48 


gtg 
Val 


ggc 

Gly 


tgc 
Cys 


gtc 
Val 
20 


ttc 
Phe 


ctg 
Leu 


ctg 
Leu 


gag cca 
Glu Pro 
25 


gag ctg 
Glu Leu 


cca ggc teg gcg ctg 
Pro Gly Ser Ala Leu 
30 


96 


cgc 
Arg 


tct 
Ser 


etc 
Leu 
35 


tgg 

Trp 


age 
Ser 


teg 
Ser 


ctg 
Leu 


tgt ctg 
Cys Leu 
40 


ggg ccc 
Gly Pro 


gcg cct gcg ccc ccg 
Ala Pro Ala Pro Pro 
45 


144 


gga 

Gly 


ccc 
Pro 
50 


gtc 
Val 


tec 
Ser 


ccc 
Pro 


gag 
Glu 


ggc 

Gly 
55 


egg ttg 
Arg Leu 


gcg gca 
Ala Ala 


gee tgg gac gcg ctt 
Ala Trp Asp Ala Leu 
60 


192 


ate 
He 
65 


gtg 

Val 


egg 

Arg 


cca 
Pro 


gtc 
Val 


egg 
Arg 
70 


cgc 
Arg 


tgg cgc 
Trp Arg 


cgc gtg 
Arg Val 
75 


gca gtg gga gtc aat 
Ala Val Gly Val Asn 

80 


240 


gca 

Ala 


tgt 
Cys 


gtt 
Val 


gat 
Asp 


gtg 
Val 
85 


gtg 
Val 


etc 
Leu 


tea ggg 
Ser Gly 


gtg aag 
Val Lys 
90 


etc ttg cag gca ctt 
Leu Leu Gin Ala Leu 
95 


288 


ggc 
Gly 


ctt 
Leu 


agt 
Ser 


cct 
Pro 
100 


ggg 

Gly 


aat 
Asn 


ggg 

Gly 


aaa gat 
Lys Asp 
105 


cac age 
His Ser 


att ctg cat tea agg 
He Leu His Ser Arg 
110 


336 


aat 
Asn 


gat 
Asp 


ctg 
Leu 
115 


gaa 
Glu 


gaa 
Glu 


gec 
Ala 


ttc 
Phe 


att cac 
He His 
120 


ttc atg 
Phe Met 


ggg aag gga gca get 
Gly Lys Gly Ala Ala 
125 


384 


get 
Ala 


gag 
Glu 
130 


cgc 
Arg 


ttc 
Phe 


ttc 
Phe 


agt 

Ser 


gat 
Asp 
135 


aag gaa 
Lys Glu 


act ttt 
Thr Phe 


cac gac att gee cag 
His Asp He Ala Gin 
140 


432 
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gtt gcg tea gag ttc cca gga gec cag cac tat gta gga gga aat gca 480 
Val Ala Ser Glu Phe Pro Gly Ala Gin His Tyr Val Gly Gly Asn Ala 
145 150 155 160 

get tta att gga cag aaa ttt gca gec aac tea gat tta aag gtt ctt 528 
Ala Leu He Gly Gin Lys Phe Ala Ala Asn Ser Asp Leu Lys Val Leu 

165 170 175 

ctt tgc ggt cca gtt ggt cca aag eta cat gag ctt ctt gat gac aat 576 
Leu Cys Gly Pro Val Gly Pro Lys Leu His Glu Leu Leu Asp Asp Asn 
180 185 190 

gtc ttt gtt cca cca gag tea ttg cag gaa gtg gat gag ttc cac etc 624 
Val Phe Val Pro Pro Glu Ser Leu Gin Glu Val Asp Glu Phe His Leu 
195 200 205 

att tta gag tat caa gca ggg gag gag tgg ggc cag tta aaa get ccc 672 
He Leu Glu Tyr Gin Ala Gly Glu Glu Trp Gly Gin Leu Lys Ala Pro 
210 215 220 

cat gec aac cga ttc ate ttc tct cac gac etc tec aac ggg gee atg 720 
His Ala Asn Arg Phe He Phe Ser His Asp Leu Ser Asn Gly Ala Met 
225 230 235 240 

aat atg ctg gag gtg ttt gtg tct age ctg gag gag ttt cag cca gac 768 
Asn Met Leu Glu Val Phe Val Ser Ser Leu Glu Glu Phe Gin Pro Asp 

245 250 255 

ctg gtg gtc etc tct gga ttg cac atg atg gag gga caa age aag gag 816 
Leu Val Val Leu Ser Gly Leu His Met Met Glu Gly Gin Ser Lys Glu 
260 265 270 

etc cag agg aag aga etc ttg gag gtt gta ace tec att tct gac ate 864 
Leu Gin Arg Lys Arg Leu Leu Glu Val Val Thr Ser He Ser Asp He 
275 280 285 - 

ccc act ggt att cca gtt cac eta gag ctg gee agt atg act aac agg 912 
Pro Thr Gly He Pro Val His Leu Glu Leu Ala Ser Met Thr Asn Arg 
290 295 300 

gag etc atg age age att gtc cat cag gtc ttt ccc gcg gtg act tec 960 
Glu Leu Met Ser Ser He Val His Gin Val Phe Pro Ala Val Thr Ser 
305 310 315 320 
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ctt ggg ctg aat gaa cag gag ctg tta ttt etc acc cag tea gee tct 1008 
Leu Gly Leu Asn Glu Gin Glu Leu Leu Phe Leu Thr Gin Ser Ala Ser 

325 330 335 

gga cct cac tct tct etc tct tec tgg aac ggt gtt cct gat gtg ggc 1056 
Gly Pro His Ser Ser Leu Ser Ser Trp Asn Gly Val Pro Asp Val Gly 
340 345 350 

atg gtc agt gac ate etc ttc tgg ate ttg aaa gaa cat ggg agg agt 1104 
Met Val Ser Asp He Leu Phe Trp He Leu Lys Glu His Gly Arg Ser 
355 360 365 

aaa age aga gee teg gat etc acc agg ate cat ttc cac acg ctg gtc 1152 
Lys Ser Arg Ala Ser Asp Leu Thr Arg He His Phe His Thr Leu Val 
370 375 380 

tac cac ate ctg gca act gtg gat gga cac tgg gee aac cag ctg gca 1200 
Tyr His He Leu Ala Thr Val Asp Gly His Trp Ala Asn Gin Leu Ala 
385 390 395 400 

gee gtg get gca gga get cgt gtg get ggg aca cag gee tgc gee aca 1248 
Ala Val Ala Ala Gly Ala Arg Val Ala Gly Thr Gin Ala Cys Ala Thr 

405 410 415 

gaa acc ata gac acc age cga gtg tct ctg agg gca ccc caa gag ttc 1296 
Glu Thr lie Asp Thr Ser Arg Val Ser Leu Arg Ala Pro Gin Glu Phe 
420 425 430 

atg act tec cat teg gag gca ggc tec agg att gta tta aac cca aac 1344 
Met Thr Ser His Ser Glu Ala Gly Ser Arg He Val Leu Asn Pro Asn 
435 440 445 

aag cca gta gta gaa tgg cac aga gag gga ata tec ttc cac ttc aca 1392 
Lys Pro Val Val Glu Trp His Arg Glu Gly He Ser Phe His Phe Thr 
450 455 460 

cca gta ttg gtg tgt aaa gac ccc att cga act gta ggc ctt gga gat 1440 
Pro Val Leu Val Cys Lys Asp Pro He Arg Thr Val Gly Leu Gly Asp 
465 470 475 480 

gee att tea gee gaa gga etc ttc tat teg gaa gta cac cct cac tat 1488 
Ala He Ser Ala Glu Gly Leu Phe Tyr Ser Glu Val His Pro His Tyr 

485 490 495 
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tag 



1491 



<210> 188 
<211> 496 
<212> PRT 

<213> Homo sapiens 



<400> 188 



Met Ala 


Leu 


Trp 


Arg 


Gly 


Ser Ala 


T 

Tyr 


Ala Gly Phe 


Leu Ala Leu Ala 


1 






5 








10 


lb 


Val Gly 


Cys 


Val 


Phe 


Leu 


1 pi,, 

Leu Glu 


Pro 


Glu Leu Pro 


Gly Ser Ala Leu 






OA 

20 








nr 

CD 




on 
oil 


Arg Ser 


Leu 


Trp 


Ser 


Ser 


Leu Cys 


Leu 


Gly Pro Ala 


Pro Ala Pro Pro 




35 








40 






45 


Gly Pro 


Val 


Ser 


Pro 


Glu 


Gly Arg 


Leu 


A 1 A 1 , Al i 

Ala Ala Ala 


irp Asp Ala Leu 


50 










r r 

bb 




cn 
bU 




He Val 


Arg 


Pro 


Val 


Arg 


Arg Trp 


Arg 


A \/ -,1 All 

Arg Val Ala 


val biy val Asn 


65 








/[} 






ZD 


OU 


Ala Cys 


Va I 


Asp 


va i 


va i 


Leu i>er 


b iy 


val Lys Leu 


Leu bin Ala Leu 








oD 








on 




bly Leu 


Ser 


Pro 


b iy 


Asn 


biy Lys 


Acn 

A5p 


UH c Cor Tic* 


1 oil Hi c ^or Arn 

LcU n i b otfi mi y 






i nn 












i in 


Asn Asp 


Leu 


Glu 


Glu 


Ala 


Phe He 


His 


Phe Met Gly 


Lys Gly Ala Ala 




115 








120 






125 


Ala Glu 


Arg 


Phe 


Phe 


Ser 


Asp Lys 


Glu 


Thr Phe His 


Asp He Ala Gin 


130 










135 




140 




Val Ala 


Ser 


Glu 


Phe 


Pro 


Gly Ala 


Gin 


His Tyr Val 


Gly Gly Asn Ala 


145 








150 






155 


160 


Ala Leu 


He 


Gly 


Gin 


Lys 


Phe Ala 


Ala 


Asn Ser Asp 


Leu Lys Val Leu 








165 








170 


175 


Leu Cys 


Gly 


Pro 


Val 


Gly 


Pro Lys 


Leu 


His Glu Leu 


Leu Asp Asp Asn 






180 








185 




190 


Val Phe 


Val 


Pro 


Pro 


Glu 


Ser Leu 


Gin 


Glu Val Asp 


Glu Phe His Leu 




195 








200 






205 


He Leu 


Glu 


Tyr 


Gin 


Ala 


Gly Glu 


Glu 


Trp Gly Gin 


Leu Lys Ala Pro 


210 










215 




220 




His Ala 


Asn 


Arg 


Phe 


lie 


Phe Ser 


His 


Asp Leu Ser 


Asn Gly Ala Met 


225 








230 






235 


240 


Asn Met 


Leu 


Glu 


Val 


Phe 


Val Ser 


Ser 


Leu Glu Glu 


Phe Gin Pro Asp 








245 








250 


255 


Leu Val 


Val 


Leu 


Ser 


Gly 


Leu His 


Met 


Met Glu Gly 


Gin Ser Lys Glu 
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260 






265 


270 




Leu 


Gin 


Arg Lys 


Arq 


Leu Leu Glu 


Val Val Thr Ser 


lie Ser Asd 


He 






275 




280 




285 




Pro 


Thr 


Gly He 


Pro 


Val His Leu 


Glu Leu Ala Ser 


Met Thr Asn 


Ara 

ni y 




290 

W *f V 






295 


300 






Glu 


Leu 


Met Ser 


Ser 


He Val His 


Gin Val Phe Pro 


Ala Val Thr 

• \ 1 U V U 1 1 I 1 1 


^pr 

JC 1 


305 








310 


315 




OC\J 


I PIJ 

1— c w 


Glv 


Leu Asn 


Glu 


Gin Glu Leu 

Will U 1 U L_t-U 


1 pu Php 1 pij Thr 

L-\_ U 1 1 It LtU 1 1 II 


Gin Spr Ala 

vj 1 1 1 jci m i a 


^pr 

JCI 








325 




330 






Glv 


Pro 


Hi d Ser 


Ser 


Lpu Ser Spr 


Tro Asn Glv Val 

i i p no ii vj i jr v u i 


Pro Adn Val 

r i Mop v a i 


Glv 






340 






345 


35n 




Met 


Val 


Spr Adn 


He 


1 pij Php Trn 


Tip 1 pij 1 v<; Gl u 

JL 1 C LtU 1 — Jr O U 1 U 


His Glv Ara 

1 1 l o Vj 1 Jr Ml y 


JCI 






355 




3fio 




OUJ 




I v<; 




Arn Al a 


^pr 


Adn. 1 pii Thr 

nop lcu tin 


Arn T1p Hi q Php 
ni y i ic ill o rue 


Hi c Thr 1 pi i 
ni o 1 1 ii Lcu 


Val 




370 

O/ \J 






37S 

Of J 


oou 






Tvr 


His 

II 1 o 


Tip 1 pii 


Ala 

M 1 Q 


Thr Val A<;n 

l 1 1 1 val nop 


Glv His Trn Ala 

Vjljr fl 1 O ''k rAIQ 


Aq n f^l n 1 oi i 
Mo I 1 u 1 1 1 Lcu 


Al A 


3RR 

OOJ 








3Q0 






Ann 


Ala 


Val 


Ala Ala 

~ 1 CI /» 1 U 


Glv 


Ala Ara Val 

f \ i vj ni y v u i 


Ala Glv Thr Gin 

ma vjijr mii vjiii 


Ala fv<; Ala 
m i a \j j o Mia 


Thr 

Mil 












4i n 


j 




GllJ 


Thr 

JIM 


Tip Adn 

i i c no jj 


1 1 ii 


Cpr Arn Val 
jci mi y v a i 


Qpr 1 pii Arn Ala 
jci lcu mi y Mia 


Prn Gin Gin 
r 1 U u 1 1 1 u IU 


Php 














4oU 




Met 


Thr 


Ser His 


Ser 


Glu Ala Gly 


Ser Arg He Val 


Leu Asn Pro 


Asn 






435 




440 




445 




Lys 


Pro 


Val Val 


Glu 


Trp His Arg 


Glu Gly He Ser 


Phe His Phe 


Thr 




450 






455 


460 






Pro 


Val 


Leu Val 


Cys 


Lys Asp Pro 


He Arg Thr Val 


Gly Leu Gly 


Asp 


465 








470 


475 




480 


Ala 


He 


Ser Ala 


Glu 


Gly Leu Phe 


Tyr Ser Glu Val 


His Pro His 


Tyr 








485 




490 


495 





<210> 189 
<211> 339 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). ..(339) 

<400> 189 

atg ggg tct egg ttg tec cag cct ttt gag tec tat ate act gcg cct 48 

Met Gly Ser Arg Leu Ser Gin Pro Phe Glu Ser Tyr He Thr Ala Pro 

15 10 15 
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ccc ggt acc gcc gcc gcg ccc gcc aaa cct gcg ccc cca get aca ccc 96 

Pro Gly Thr Ala Ala Ala Pro Ala Lys Pro Ala Pro Pro Ala Thr Pro 

20 25 30 

gga gcg ccg acc tec cca gca gaa cac cgc ctg ttg aag acc tgc tgg 144 

Gly Ala Pro Thr Ser Pro Ala Glu His Arg Leu Leu Lys Thr Cys Trp 

35 40 45 

age tgt cgc gtg ctt tct ggg ttg ggg ctg atg ggg gcg ggc ggg tac 192 

Ser Cys Arg Val Leu Ser Gly Leu Gly Leu Met Gly Ala Gly Gly Tyr 

50 55 60 

gtg tac tgg gtg gca egg aag ccc atg aag atg gga tac ccc ccg agt 240 

Val Tyr Trp Val Ala Arg Lys Pro Met Lys Met Gly Tyr Pro Pro Ser 

65 70 75 80 

cca tgg acc att acg cag atg gtc ate ggc etc age att gcc acc tgg 288 

Pro Trp Thr He Thr Gin Met Val He Gly Leu Ser He Ala Thr Trp 

85 90 95 

ggt ate gtt gtc atg gca gac ccc aaa ggg aag gcc tac cgc gtt gtt 336 

Gly He Val Val Met Ala Asp Pro Lys Gly Lys Ala Tyr Arg Val Val 

100 105 110 

tga 339 





<210> 


190 






<211> 


112 






<212> 


PRT 






<213> 


Homo sapiens 






<400> 


190 




Met 


Gly Ser 


Arg Leu Ser Gin 


Pro 


1 




5 




Pro 


Gly Thr 


Ala Ala Ala Pro 


Ala 






20 




Gly 


Ala Pro 


Thr Ser Pro Ala 


Glu 




35 




40 


Ser 


Cys Arg 


Val Leu Ser Gly 


Leu 




50 


55 




Val 


Tyr Trp 


Val Ala Arg Lys 


Pro 



Phe Glu Ser Tyr He Thr Ala Pro 

10 15 
Lys Pro Ala Pro Pro Ala Thr Pro 
25 30 
His Arg Leu Leu Lys Thr Cys Trp 

45 

Gly Leu Met Gly Ala Gly Gly Tyr 
60 

Met Lys Met Gly Tyr Pro Pro Ser 
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65 70 75 80 

Pro Trp Thr He Thr Gin Met Val He Gly Leu Ser He Ala Thr Trp 

85 90 95 

Gly He Val Val Met Ala Asp Pro Lys Gly Lys Ala Tyr Arg Val Val 
100 105 110 

<210> 191 
<211> 630 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . . (630) 

<400> 191 

atg gcg gcg gcc atg gca gca tct tec ctg acg gtc acc tta ggg egg 48 

Met Ala Ala Ala Met Ala Ala Ser Ser Leu Thr Val Thr Leu Gly Arg 

1 5 10 15 

ctg gcg tec gcg tgc age cac age ate ctg aga cct teg ggg ccc gga 96 
Leu Ala Ser Ala Cys Ser His Ser He Leu Arg Pro Ser Gly Pro Gly 
20 25 30 

gca gcc tec ctt tgg tct get tct cga agg ttc aat tea cag age act 144 
Ala Ala Ser Leu Trp Ser Ala Ser Arg Arg Phe Asn Ser Gin Ser Thr 
35 40 45 

tea tat eta cca gga tat gtt cct aaa aca tec ctg agt tea cca cct 192 
Ser Tyr Leu Pro Gly Tyr Val Pro Lys Thr Ser Leu Ser Ser Pro Pro 
50 55 60 

tgg cca gaa gtt gtt ctg cca gac cca gtt gag gag acc aga cac cat 240 
Trp Pro Glu Val Val Leu Pro Asp Pro Val Glu Glu Thr Arg His His 
65 70 75 80 

gca gag gtc gtg aag aag gtg aat gag atg ate gtc acg ggg cag tat 288 
Ala Glu Val Val Lys Lys Val Asn Glu Met He Val Thr Gly Gin Tyr 

85 90 95 



ggc agg etc ttt gcc gtg gtg cac ttt gcc age cgc cag tgg aag gtg 336 
Gly Arg Leu Phe Ala Val Val His Phe Ala Ser Arg Gin Trp Lys Val 
100 105 110 
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acc tct gaa gac ctg ate tta att gga aat gaa eta gac ctt gcg tgt 384 
Thr Ser Glu Asp Leu He Leu lie Gly Asn Glu Leu Asp Leu Ala Cys 
115 120 125 

gga gag aga att cga ctg gag aag gtc ctg ctg gtt ggg gca gac aac 432 
Gly Glu Arg He Arg Leu Glu Lys Val Leu Leu Val Gly Ala Asp Asn 
130 135 140 

ttc acg ctg ctt ggc aag cca etc etc gga aag gat ctt gtt cga gta 480 
Phe Thr Leu Leu Gly Lys Pro Leu Leu Gly Lys Asp Leu Val Arg Val 
145 150 155 160 

gaa gee aca gtc att gaa aag aca gaa tea tgg cca aga ate att atg 528 
Glu Ala Thr Val lie Glu Lys Thr Glu Ser Trp Pro Arg He He Met 

165 170 175 

aga ttc agg aaa agg aaa aac ttc aag aag aaa aga ate gtc acg acc 576 
Arg Phe Arg Lys Arg Lys Asn Phe Lys Lys Lys Arg He Val Thr Thr 
180 185 190 

ccg cag act gtc etc egg ata aac age att gag att get ccg tgt ttg 624 
Pro Gin Thr Val Leu Arg He Asn Ser He Glu He Ala Pro Cys Leu 
195 200 205 

ttg tga 630 
Leu * 



<210> 192 
<211> 209 
<212> PRT 
<213> Homo sapiens 

<400> 192 

Met Ala Ala Ala Met Ala Ala Ser Ser Leu Thr Val Thr Leu Gly Arg 
15 10 15 

Leu Ala Ser Ala Cys Ser His Ser He Leu Arg Pro Ser Gly Pro Gly 

20 25 30 

Ala Ala Ser Leu Trp Ser Ala Ser Arg Arg Phe Asn Ser Gin Ser Thr 

35 40 45 

Ser Tyr Leu Pro Gly Tyr Val Pro Lys Thr Ser Leu Ser Ser Pro Pro 

50 55 60 

Trp Pro Glu Val Val Leu Pro Asp Pro Val Glu Glu Thr Arg His His 
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65 




70 


Ala Glu 


Val 


Val Lvs Lvs Val Asn 






85 


Glv Arn 


1 PIJ 


Phe Ala Val Val His 

r i ic n i a v a i v a i 1 1 i j 






100 

ivv 


Thr Ser 


Glu 


A^n I pu Tip 1 pu Hp 




US 

liJ 


1C\J 


Gill 


Am 
Ml y 


I lc Ml y LcU ulU Ljro 


i 

10U 




10<J 


rne I nr 


Leu 


Leu uiy Lys rro Leu 


145 




150 


Glu Ala 


Thr 


Val He Glu Lys Thr 






165 


Arg Phe 


Arg 


Lys Arg Lys Asn Phe 






180 


Pro Gin 


Thr 


Val Leu Arg He Asn 




195 


200 


Leu 







272 





75 


80 


Glu 


Met He Val Thr Glv Gin 


Tvr 




90 QS 




Phe 


Ala Spr Arn filn Trn 1 vc. 


Val 


ins 


1 1D 




Glv 


A^n Hlii 1 pi i A<;n 1 pu Ala 

noil uiu lcu r\o(J lcu nia 






LCD 




v d i 


ton 1 pu Glv A1a Acn 
LcU Lcli Val Uljr Mia Mbp 


Acn 
MM! 




1 Af\ 

14U 




Leu 


Gly Lys Asp Leu Val Arg 


Val 




155 


160 


Glu 


Ser Trp Pro Arg He lie 


Met 




170 175 




Lys 


Lys Lys Arg He Val Thr 


Thr 


185 


190 




Ser 


He Glu He Ala Pro Cys 


Leu 




205 





<210> 


193 














<211> 


351 














<212> 


DNA 














<213> 


Homo sapiens 








<220> 
















<221> 


CDS 














<222> 


(1). 


...(351) 










<400> 


193 














atg ggg tct 


egg 


ttg 


tec 


cag cct 


ttt 


gag tec tat ate act gcg 


cct 


Met Gly Ser 


Arg 


Leu 


Ser 


Gin Pro 


Phe 


Glu Ser Tyr He Thr Ala 


Pro 


1 




5 








10 15 




ccc ggt acc 


gec 


gec 


gcg 


ccc gec 


aaa 


cct gcg ccc cca get aca 


ccc 


Pro Gly Thr 


Ala 


Ala 


Ala 


Pro Ala 


Lys 


Pro Ala Pro Pro Ala Thr 


Pro 




20 








25 


30 




gga gcg ccg 


acc 


tec 


cca 


gca gaa 


cac 


cgc ctg ttg aag acc tgc 


tgg 


Gly Ala Pro 


Thr 


Ser 


Pro 


Ala Glu 


His 


Arg Leu Leu Lys Thr Cys 


Trp 


35 








40 




45 





48 



96 



144 



age tgt cgc gtg 
Ser Cys Arg Val 



ctt tct ggg ttg ggg ctg atg ggg gcg ggc ggg tac 
Leu Ser Gly Leu Gly Leu Met Gly Ala Gly Gly Tyr 



192 
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50 55 60 

gtg tac tgg gtg gca egg aag ccc atg aag atg gga tac ccc ccg agt 240 
Val Tyr Trp Val Ala Arg Lys Pro Met Lys Met Gly Tyr Pro Pro Ser 
65 70 75 80 

cca tgg acc att acg cag atg gtc ate ggc etc agt gag aat caa ggc 288 
Pro Trp Thr lie Thr Gin Met Val He Gly Leu Ser Glu Asn Gin Gly 

85 90 95 

att gee acc tgg ggt ate gtt gtc atg gca gac ccc aaa ggg aag gee 336 
He Ala Thr Trp Gly He Val Val Met Ala Asp Pro Lys Gly Lys Ala 
100 105 110 

tac cgc gtt gtt tga 351 
Tyr Arg Val Val * 
115 



<210> 194 
<211> 116 
<212> PRT 
<213> Homo sapiens 

<400> 194 



Met Gly 


Ser 


Arg 


Leu Ser Gin 


Pro Phe 


Glu 


Ser Tyr 


He 


Thr 


Ala 


Pro 


1 






5 




10 








15 




Pro Gly 


Thr 


Ala 


Ala Ala Pro 


Ala Lys 


Pro 


Ala Pro 


Pro 


Ala 


Thr 


Pro 






20 




25 








30 






Gly Ala 


Pro 


Thr 


Ser Pro Ala 


Glu His 


Arg 


Leu Leu 


Lys 


Thr 


Cys 


Trp 




35 






40 






45 








Ser Cys 


Arg 


Val 


Leu Ser Gly 


Leu Gly 


Leu 


Met Gly 


Ala 


Gly 


Gly 


Tyr 


50 






55 






. 60 










Val Tyr 


Trp 


Val 


Ala Arg Lys 


Pro Met 


Lys 


Met Gly 


Tyr 


Pro 


Pro 


Ser 


65 






70 






75 








80 


Pro Trp 


Thr 


He 


Thr Gin Met 


Val He 


Gly 


Leu Ser 


Glu 


Asn 


Gin 


Gly 








85 




90 








95 




He Ala 


Thr 


Trp 


Gly He Val 


Val Met 


Ala 


Asp Pro 


Lys 


Gly 


Lys 


Ala 






100 




105 








110 






Tyr Arg 


Val 


Val 




















115 





















<210> 195 
<211> 1047 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(1047) 

<400> 195 

atg egg etc etc ggc tgg tgg caa gta ttg ctg tgg gtg ctg gga ctt 48 
Met Arg Leu Leu Gly Trp Trp Gin Val Leu Leu Trp Val Leu Gly Leu 
15 10 15 

ccc gtc cgc ggc gtg gag gtt gca gag gaa agt ggt cgc tta tgg tea 96 
Pro Val Arg Gly Val Glu Val Ala Glu Glu Ser Gly Arg Leu Trp Ser 
20 25 30 

gag gag cag cct get cac cct etc cag gtg ggg get gtg tac ctg ggt 144 
Glu Glu Gin Pro Ala His Pro Leu Gin Val Gly Ala Val Tyr Leu Gly 
35 40 45 

gag gag gag etc ctg cat gac ccg atg ggc cag gac agg gca gca gaa 192 
Glu Glu Glu Leu Leu His Asp Pro Met Gly Gin Asp Arg Ala Ala Glu 
50 55 60 

gag gee aat gcg gtg ctg ggg ctg gac ace caa ggc gat cac atg gtg 240 
Glu Ala Asn Ala Val Leu Gly Leu Asp Thr Gin Gly Asp His Met Val 
65 70 75 80 

atg ctg tct gtg att cct ggg gaa get gag gac aaa gtg agt tea gag 288 
Met Leu Ser Val lie Pro Gly Glu Ala Glu Asp Lys Val Ser Ser Glu 

85 90 95 

cct age ggc gtc acc tgt ggt get gga gga gcg gag gac tea agg tgc 336 
Pro Ser Gly Val Thr Cys Gly Ala Gly Gly Ala Glu Asp Ser Arg Cys 
100 105 110 

aac gtc cga gag age ctt ttc tct ctg gat ggc get gga gca cac ttc 384 
Asn Val Arg Glu Ser Leu Phe Ser Leu Asp Gly Ala Gly Ala His Phe 
115 120 125 



cct gac aga gaa gag gag tat tac aca gag cca gaa gtg gcg gaa tct 432 
Pro Asp Arg Glu Glu Glu Tyr Tyr Thr Glu Pro Glu Val Ala Glu Ser 
130 135 140 
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gac gca gcc ccg aca gag gac tec aat aac act gaa agt ctg aaa tec 480 

Asp Ala Ala Pro Thr Glu Asp Ser Asn Asn Thr Glu Ser Leu Lys Ser 
145 150 155 160 

cca aag gtg aac tgt gag gag aga aac att aca gga tta gaa aat ttc 528 
Pro Lys Val Asn Cys Glu Glu Arg Asn He Thr Gly Leu Glu Asn Phe 

165 170 175 

act ctg aaa att tta aat atg tea cag gac ctt atg gat ttt ctg aac 576 
Thr Leu Lys He Leu Asn Met Ser Gin Asp Leu Met Asp Phe Leu Asn 
180 185 190 

cca aac ggt agt gac tgt act eta gtc ctg ttt tac acc ccg tgg tgc 624 
Pro Asn Gly Ser Asp Cys Thr Leu Val Leu Phe Tyr Thr Pro Trp Cys 
195 200 205 

cgc ttt tct gcc agt ttg gcc cct cac ttt aac tct ctg ccc egg gca 672 
Arg Phe Ser Ala Ser Leu Ala Pro His Phe Asn Ser Leu Pro Arg Ala 
210 215 220 

ttt cca get ctt cac ttt ttg gca ctg gat gca tct cag cac age age 720 
Phe Pro Ala Leu His Phe Leu Ala Leu Asp Ala Ser Gin His Ser Ser 
225 230 235 240 

ctt tct acc agg ttt ggc acc gta get gtt cct aat att tta tta ttt 768 
Leu Ser Thr Arg Phe Gly Thr Val Ala Val Pro Asn He Leu Leu Phe 
245 250 255 

caa gga get aaa cca atg gcc aga ttt aat cat aca gat cga aca ctg 816 
Gin Gly Ala Lys Pro Met Ala Arg Phe Asn His Thr Asp Arg Thr Leu 
260 265 270 

gaa aca ctg aaa ate ttc att ttt aat cag aca ggt ata gaa gcc aag 864 
Glu Thr Leu Lys He Phe He Phe Asn Gin Thr Gly He Glu Ala Lys 
275 280 285 

aag aat gtg gtg gta act caa gcc gac caa ata ggc cct ctt ccc age 912 
Lys Asn Val Val Val Thr Gin Ala Asp Gin He Gly Pro Leu Pro Ser 
290 295 300 

act ttg ata aaa agt gtg gac tgg ttg ctt gta ttt tec tta ttc ttt 960 
Thr Leu lie Lys Ser Val Asp Trp Leu Leu Val Phe Ser Leu Phe Phe 
305 310 315 320 
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tta att agt ttt att atg tat get acc att cga act gag agt att egg 1008 
Leu He Ser Phe He Met Tyr Ala Thr He Arg Thr Glu Ser He Arg 

325 330 335 

tgg eta att cca gga caa gag cag gaa cat gtg gag tag 1047 
Trp Leu He Pro Gly Gin Glu Gin Glu His Val Glu * 
340 345 



<210> 196 
<211> 348 
<212> PRT 
<213> Homo sapiens 



<400> 196 



net Arg 


1 /"\ || 1 /Nl ft 

L6U Leu 


b ly 


1 rp 


i rp bin 


\/al 

va i 


Leu Leu i rp va i 


Leu biy Leu 


i 




0 








i n 


l 

ID 


rPO Vdl 


A CI \/ 

Arg biy 


Va 1 


ci ii 

b 1 U 


\/al Ala 
Vdl Ala 


b 1 u 


CI m Qqp CI w Ann 

biu jci biy Mr g 


1 qi i Trn Cor 

Leu i rp oer 




on 












oil 


Clu Cln 
b 1 U uiU 


Cln Dm 
b I N r i 0 


M 1 d 


Mi c 


D r^n 1 oi i 

rr u LcU 


ftl n 
b 1 il 


\/al Civ Ala Val 
Vdl biy Mid Vdl 


iyr lcu biy 




oo 






40 

"U 




4S 




Glu Glu 


Glu Leu 


Leu 


His 


Asp Pro 


Met 


Gly Gin Asp Arg 


Ala Ala Glu 


50 








55 




60 




Glu Ala 


Asn Ala 


Val 


Leu 


Gly Leu 


Asp 


Thr Gin Gly Asp 


His Met Val 


65 






70 






75 


80 


Met Leu 


Ser Val 


He 


Pro 


Gly Glu 


Ala 


Glu Asp Lys Val 


Ser Ser Glu 






85 








90 


95 


Pro Ser 


Gly Val 


Thr 


Cys 


Gly Ala 


Gly 


Gly Ala Glu Asp 


Ser Arg Cys 




100 








105 




110 


Asn Val 


Arg Glu 


Ser 


Leu 


Phe Ser 


Leu 


Asp Gly Ala Gly 


Ala His Phe 




115 






120 




125 




Pro Asp 


Arg Glu 


Glu 


Glu 


Tyr Tyr 


Thr 


Glu Pro Glu Val 


Ala Glu Ser 


130 








135 




140 




Asp Ala 


Ala Pro 


Thr 


Glu 


Asp Ser 


Asn 


Asn Thr Glu Ser 


Leu Lys Ser 


145 






150 






155 


160 


Pro Lys 


Val Asn 


Cys 


Glu 


Glu Arg 


Asn 


He Thr Gly Leu 


Glu Asn Phe 






165 








170 


175 


Thr Leu 


Lys He 


Leu 


Asn 


Met Ser 


Gin 


Asp Leu Met Asp 


Phe Leu Asn 




180 








185 




190 


Pro Asn 


Gly Ser 


Asp 


Cys 


Thr Leu 


Val 


Leu Phe Tyr Thr 


Pro Trp Cys 




195 






200 




205 




Arg Phe 


Ser Ala 


Ser 


Leu 


Ala Pro 


His 


Phe Asn Ser Leu 


Pro Arg Ala 


210 








215 




220 




Phe Pro 


Ala Leu 


His 


Phe 


Leu Ala 


Leu 


Asp Ala Ser Gin 


His Ser Ser 
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CCD 








CO\J 








9^ 940 


Leu ber 


Thr 

inr 


Arg 


rne 


b iy 


Thr 

i nr 


\/al Ala 
Vd 1 Aid 


\/ai 

Vd 1 


Drrk Acn Tlo 1 oi i 1 an Dho 

rr u ami lie Leu LcU rne 




















bin biy 


AT a 

Ala 


1 v/r 

Lys 


rPO 


net 


AT a 

ai a 


Apn Dho 

Arg rne 


Ac n 

Asn 


Ui r Thr Acn Apn Thr* 1 oi i 

nis inr Asp Arg inr Leu 




















blu inr 


Leu 


Lys 


T 1 _ 

1 le 


Dh« 

rne 


i le 


rne Asn 


b i n 


Thr £lv/ Tlo £ln Ala 1 wc 

inr biy lie biu Aia Lys 




275 










280 




one 

285 


Lys Asn 


Val 


Val 


Val 


Thr 


Gin 


Ala Asp 


Gin 


He Gly Pro Leu Pro Ser 


290 










295 






300 


Thr Leu 


He 


Lys 


Ser 


Val 


Asp 


Trp Leu 


Leu 


Val Phe Ser Leu Phe Phe 


305 








310 








315 320 


Leu He 


Ser 


Phe 


He 


Met 


Tyr 


Ala Thr 


lie 


Arg Thr Glu Ser He Arg 








325 








330 


335 


Trp Leu 


He 


Pro 


Gly 


Gin 


Glu 


Gin Glu 


His 


Val Glu 






340 








345 







<210> 197 
<211> 444 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(444) 



<400> 


197 














atg gec ttc 


cca 


aag 


aag 


aaa 


ctt cag 


ggt 


ctt gtg get gca acc ate 


Met Ala Phe 


Pro 


Lys 


Lys 


Lys 


Leu Gin 


Gly 


Leu Val Ala Ala Thr He 


1 




5 








10 


15 


acg cca atg 


act 


gag 


aat 


gga 


gaa ate 


aac 


ttt tea gta att ggt cag 


Thr Pro Met 


Thr 


Glu 


Asn 


Gly 


Glu He 


Asn 


Phe Ser Val He Gly Gin 




20 








25 




30 



tat gtg gat tat ctt gtg aaa gaa cag gga gtg aag aac att ttt gtg 144 
Tyr Val Asp Tyr Leu Val Lys Glu Gin Gly Val Lys Asn He Phe Val 
35 40 45 

aat ggc aca aca gga gaa ggc ctg tec ctg age gtc tea gag cgt cgc 192 
Asn Gly Thr Thr Gly Glu Gly Leu Ser Leu Ser Val Ser Glu Arg Arg 
50 55 60 

cag gtt gca gag gag tgg gtg aca aaa ggg aag gac aag ctg gat cag 240 
Gin Val Ala Glu Glu Trp Val Thr Lys Gly Lys Asp Lys Leu Asp Gin 
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65 70 75 80 

gtg ata att cac gta gga gca ctg age ttg aag gag tea cag gaa ctg 288 

Val He lie His Val Gly Ala Leu Ser Leu Lys Glu Ser Gin Glu Leu 

85 90 95 

gec caa cat gca gca gaa ata gga get gat ggc ate get gtc att gca 336 

Ala Gin His Ala Ala Glu He Gly Ala Asp Gly He Ala Val He Ala 
100 105 110 

ccg ttc ttc etc aag cca tgg acc aaa gat ate ctg att aat ttc eta 384 

Pro Phe Phe Leu Lys Pro Trp Thr Lys Asp He Leu He Asn Phe Leu 
115 120 125 

aag gaa gtg get get gcg ccc ctg ccc tgc cat ttt att act ate aca 432 

Lys Glu Val Ala Ala Ala Pro Leu Pro Cys His Phe He Thr He Thr 

130 135 140 



ttc ctg cct tga 444 

Phe Leu Pro * 

145 



<210> 198 
<211> 147 
<212> PRT 

<213> Homo sapiens 
<400> 198 

Met Ala Phe Pro Lys Lys Lys Leu Gin Gly Leu Val Ala Ala Thr He 

15 10 15 

Thr Pro Met Thr Glu Asn Gly Glu He Asn Phe Ser Val He Gly Gin 

20 25 30 

Tyr Val Asp Tyr Leu Val Lys Glu Gin Gly Val Lys Asn He Phe Val 

35 40 45 

Asn Gly Thr Thr Gly Glu Gly Leu Ser Leu Ser Val Ser Glu Arg Arg 

50 55 60 

Gin Val Ala Glu Glu Trp Val Thr Lys Gly Lys Asp Lys Leu Asp Gin 
65 70 75 80 

Val He He His Val Gly Ala Leu Ser Leu Lys Glu Ser Gin Glu Leu 

85 90 95 

Ala Gin His Ala Ala Glu He Gly Ala Asp Gly He Ala Val He Ala 

100 105 110 

Pro Phe Phe Leu Lys Pro Trp Thr Lys Asp He Leu He Asn Phe Leu 
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115 120 125 

Lys Glu Val Ala Ala Ala Pro Leu Pro Cys His Phe He Thr He Thr 

130 135 140 

Phe Leu Pro 
145 

<210> 199 
<211> 705 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (D...C705) 

<221> misc_feature 
<222> (1)...(705) 
<223> n = A.T.C or G 

<400> 199 

atg atg tct caa ggt agt cag ttt ttg tat tea act ttt ggc tat acc 48 
Met Met Ser Gin Gly Ser Gin Phe Leu Tyr Ser Thr Phe Gly Tyr Thr 
15 10 15 

eta ctg gca gec ata gta gag aga get tea gga tgt aaa tat ttg gac 96 
Leu Leu Ala Ala He Val Glu Arg Ala Ser Gly Cys Lys Tyr Leu Asp 
20 25 30 

tat atg cag aaa ata ttc cat gac ttg gat atg ctg acg act gtg cag 144 
Tyr Met Gin Lys He Phe His Asp. Leu Asp Met Leu Thr Thr Val Gin 
35 40 45 

gaa gaa aac gag cca gtg att tac aat aga gca aga ttt tat gtt tac 192 
Glu Glu Asn Glu Pro Val He Tyr Asn Arg Ala Arg Phe Tyr Val Tyr 
50 55 60 

aat aaa aag aaa cgt ctt gtc aac aca cct tac gtg gat aac tec tat 240 
Asn Lys Lys Lys Arg Leu Val Asn Thr Pro Tyr Val Asp Asn Ser Tyr 
65 70 75 80 

aaa tgg get ggt ggt gga ttt ctg tct aca gtg ggt gac ctt ctg aaa 288 
Lys Trp Ala Gly Gly Gly Phe Leu Ser Thr Val Gly Asp Leu Leu Lys 

85 90 95 
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ttt ggg aat gca atg ctt tat ggt tac caa gtt ggg ctg ttt aag aac 
Phe Gly Asn Ala Met Leu Tyr Gly Tyr Gin Val Gly Leu Phe Lys Asn 
100 105 110 



336 



tea aat gaa aat ctt tta cct gga tac etc aaa cca gaa aca atg gtt 
Ser Asn Glu Asn Leu Leu Pro Gly Tyr Leu Lys Pro Glu Thr Met Val 
115 120 125 



384 



atg atg tgg acc cca gtc cct aac aca gag atg tct tgg gat aaa gag 
Met Met Trp Thr Pro Val Pro Asn Thr Glu Met Ser Trp Asp Lys Glu 
130 135 140 



432 



ggt aaa tat gca atg gcg tgg ggt gtt gtg gaa ang aaa caa acg tat 
Gly Lys Tyr Ala Met Ala Trp Gly Val Val Glu Xaa Lys Gin Thr Tyr 
145 150 155 160 



480 



ggt teg tgt aga aag caa egg cat tat get tea cat act gga ggg gca 
Gly Ser Cys Arg Lys Gin Arg His Tyr Ala Ser His Thr Gly Gly Ala 

165 170 175 



528 



gtg ggt gee agt agt gtc ctg ctg gtc ctt cct gaa gaa ctg gat aca 
Val Gly Ala Ser Ser Val Leu Leu Val Leu Pro Glu Glu Leu Asp Thr 
180 185 190 



576 



gag act ata aat aac aag gtt ccc cca aga gga ate att gtt tct ate 
Glu Thr He Asn Asn Lys Val Pro Pro Arg Gly He He Val Ser He 
195 200 205 



624 



ata tgt aac atg caa tct gtt ggc etc aat age acc get ttg aag att 
He Cys Asn Met Gin Ser Val Gly Leu Asn Ser Thr Ala Leu Lys He 
210 215 220 



672 



gee ctt gaa ttt gat aaa gac aga tea gac tga 
Ala Leu Glu Phe Asp Lys Asp Arg Ser Asp * 
225 230 



705 



<210> 200 
<211> 234 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 
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<222> (1)...(234) 

<223> Xaa = Any Amino Acid 



<400> 200 



Mpt 

1 IC L 


1 IC U 
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1 wc 1 wc Apn 
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LeU Vol 
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rro iyr Val Asp 


Asn ber iyr 


00 
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oU 


1 WC 

Lys 


i rp 


at a pi vi n v/ 
Ala b ly b ly 


Pi w Dho 
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Leu 


ber 


Thr> Plw Arn 

i nr vai biy Asp 
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ob 








on 

yu 




rne 


pi v/ 
b ly 


ASn Aid riet 


Leu lyr 


biy 


iyr 


PI n W -ii PI W 1 AM 1 

bin vai biy Leu 


rne Lys Asn 






1UU 
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11U 


ber 


Asn 


b iu Asn Leu 
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PI w 

b ly 


Tyr 


Leu Lys Pro blu 


mr Met Val 






lib 
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Mot 


Mot* 
lie? U 


Trn Thr Dpn 

1 r p i rir rr u 


Val Dm 

vd i rru 


Arn 

ami 


Thr 
1 Ml 


Pi i i Mot* Coin T^r\ 

b i u net. ber i rp 


Am 1 wc Plii 

Asp Lys blU 




1 OA 

130 




135 






140 




Gly 


Lys 


Tyr Ala Met 


Ala Trp 


Gly 


Val 


Val Glu Xaa Lys 


Gin Thr Tyr 


145 






150 






155 


160 


Gly 


Ser 


Cys Arg Lys 


Gin Arg 


His 


Tyr 


Ala Ser His Thr 


Gly Gly Ala 






165 








170 


175 


Val 


Gly 


Ala Ser Ser 


Val Leu 


Leu 


Val 


Leu Pro Glu Glu 


Leu Asp Thr 






180 






185 




190 


Glu 


Thr 


lie Asn Asn 


Lys Val 


Pro 


Pro 


Arg Gly He Ile 


Val Ser Ile 






195 




200 




205 




He 


Cys 


Asn Met Gin 


Ser Val 


Gly 


Leu 


Asn Ser Thr Ala 


Leu Lys Ile 




210 




215 






220 




Ala 


Leu 


Glu Phe Asp 


Lys Asp 


Arg 


Ser 


Asp 




225 






230 











<210> 201 
<211> 885 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . . (885) 
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<221> misc_feature 
<222> (1)...(885) 
<223> n = A.T.C or G 

<400> 201 

atg ctg get gtg tea gtg ctg gec gca gtc cgc ggc ggc gac gag gtg 48 

Met Leu Ala Val Ser Val Leu Ala Ala Val Arg Gly Gly Asp Glu Val 
15 10 15 

agg cgc gtc cgc gag age aac gtc etc cac gag aag tec aag ggg aag 96 
Arg Arg Val Arg Glu Ser Asn Val Leu His Glu Lys Ser Lys.Gly Lys 
20 25 30 

acg cgc gag gga gec gag gac aag atg acc age ggc gac gtg ctg tec 144 
Thr Arg Glu Gly Ala Glu Asp Lys Met Thr Ser Gly Asp Val Leu Ser 
35 40 45 

aac cgc aag atg ttc tac ctg etc aag acc gee ttc ccc age gtc cag 192 
Asn Arg Lys Met Phe Tyr Leu Leu Lys Thr Ala Phe Pro Ser Val Gin 
50 55 60 

att aat act gag gaa cac gtg gat gca get gat cag gag gtt ate ttg 240 
He Asn Thr Glu Glu His Val Asp Ala Ala Asp Gin Glu Val lie Leu 
65 70 75 80 

tgg gat cat aag att cct gag gat ate eta aag gaa gta act act cct 288 
Trp Asp His Lys He Pro Glu Asp He Leu Lys Glu Val Thr Thr Pro 

85 90 95 

aaa gag gta cca gca gaa agt gtt act gtc tgg att gac cca ctt gat 336 
Lys Glu Val Pro Ala Glu Ser Val Thr Val Trp He Asp Pro Leu Asp 
100 105 110 

get aca cag gaa tat aca gag gat ctt cga aag tac gtc act act atg 384 
Ala Thr Gin Glu Tyr Thr Glu Asp Leu Arg Lys Tyr Val Thr Thr Met 
115 120 125 

gtg tgt gtg get gta aat ggt aaa ccc atg eta gga gtt ata cat aag 432 
Val Cys Val Ala Val Asn Gly Lys Pro Met Leu Gly Val He His Lys 
130 135 140 

cca ttt tec gaa tat aca get tgg gca atg gta gat ggt ggt tea aat 480 
Pro Phe Ser Glu Tyr Thr Ala Trp Ala Met Val Asp Gly Gly Ser Asn 
145 150 155 160 
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gtg aaa gcc cgc tct tec tac aat gag aag acc cca agg ntc gtt gtg 528 

Val Lys Ala Arg Ser Ser Tyr Asn Glu Lys Thr Pro Arg Xaa Val Val 

165 170 175 

tct cgt tec cat tea ggg atg gtc aaa cag gtc get ctt cag act ttt 576 

Ser Arg Ser His Ser Gly Met Val Lys Gin Val Ala Leu Gin Thr Phe 
180 185 190 

gga aac cag act aca att ate cca get ggt ggt get ggt tat aaa gtt 624 

Gly Asn Gin Thr Thr He He Pro Ala Gly Gly Ala Gly Tyr Lys Val 
195 200 205 

tta gca ctt ttg gat gtg cct gat aag agt caa gaa aaa get gat tta 672 

Leu Ala Leu Leu Asp Val Pro Asp Lys Ser Gin Glu Lys Ala Asp Leu 
210 215 220 

tac ate cat gtg aca tac ate aaa aag tgg gat ata tgt get ggt aat 720 

Tyr He His Val Thr Tyr He Lys Lys Trp Asp He Cys Ala Gly Asn 

225 230 235 240 

gcc ate tta aaa gcc eta ggg ggg cat atg act acc ctg agt ggt gaa 768 

Ala He Leu Lys Ala Leu Gly Gly His Met Thr Thr Leu Ser Gly Glu 

245 250 255 

gaa ate agt tac act ggt tea gac ggc att gaa ggg gga etc ctt get 816 

Glu He Ser Tyr Thr Gly Ser Asp Gly He Glu Gly Gly Leu Leu Ala 
260 265 270 

age ate aga atg aac cac cag gcc ctg gtc aga aaa etc cca gat eta 864 

Ser He Arg Met Asn His Gin Ala Leu Val Arg Lys Leu Pro Asp Leu 
275 280 285 

gaa aag aca gga cat aaa tga 885 
Glu Lys Thr Gly His Lys * 
290 



<210> 202 
<211> 294 
<212> PRT 

<213> Homo sapiens 



<220> 
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T 1 r\ U-ir 1 w<- 

i i e hi s Lys 


1 OA 

130 








135 




i a n 
140 




pro rne ber 


Glu 
b 1 U 


Tyr 


Thr 


Ala 
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b iy ber Asn 


145 






150 






Ibb 


i cn 


val Lys Aia 


A nn 
Ml y 


Ser 


Ser 


Tyr 


Am PI i i 

Asn blU 


Lys i nr rro Arg 


Yaa \/al Wal 

Aaa vai vai 






165 








1/U 


1/b 


ber Arg ber 


Hi c. 


Ser 


Gly 


Met 


Wal 1 \/c 

v a i Lys 


Pin Wal Ala Inn 

bin va i Aia Leu 


Pin Thn Dho 

bin i nr rne 












loo 




iyu 


biy asp bin 


Nil 


Thr 


lie 


He 


Drn Al a 
rr O Mid 


Pi w PI w Ala PI v 

biy biy Mid biy 


T\/ 1 v/c W a 1 

iyr Lys vai 












9nn 


cUD 




LcU Mid LcU 


1 PIJ 


Asp 


Val 


Pro 


Acn ! \/ c 
Mbp Lyb 


Cor P.1 n PI 1 1 1 \/c 
i bin b 1 U Ljr b 


Ala Acn 1 01 1 
M 1 d Mbp LcU 


91 n 








215 




99n 




T\zr Tip Wi c. 
1 jf i lie n io 


vd J 


Thr 


Tyr 


He 


1 vs 1 vs 


Trn A^n Tip Tv<; 


Ala Glv Asn 


2^:5 






230 






2ob 


oa n 
d4U 


Ala He Leu 


Lys 


Ala 


Leu 


Gly 


Gly His 


Met Thr Thr Leu 


Ser Gly Glu 






245 








250 


255 


Glu He Ser 


Tyr 


Thr 


Gly 


Ser 


Asp Gly 


He Glu Gly Gly 


Leu Leu Ala 




260 








265 




270 


Ser He Arg 


Met 


Asn 


His 


Gin 


Ala Leu 


Val Arg Lys Leu 


Pro Asp Leu 


275 










280 


285 




Glu Lys Thr 


Gly 


His 


Lys 










290 
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<210> 203 
<211> 861 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(861) 

<400> 203 

. atg gag gaa aaa aga egg cga gec cga gtt cag gga gec tgg get gec 48 
Met Glu Glu Lys Arg Arg Arg Ala Arg Val Gin Gly Ala Trp Ala Ala 
15 10 15 

cct gtt aaa age cag gec att get cag cca get acc act get aag age 96 
Pro Val Lys Ser Gin Ala He Ala Gin Pro Ala Thr Thr Ala Lys Ser 
20 25 30 

cat etc cac cag aag cct ggc cag acc tgg aag aac aaa gag cat cat 144 
His Leu His Gin Lys Pro Gly Gin Thr Trp Lys Asn Lys Glu His His 
35 40 45 

etc tct gac aga gag ttt gtg ttc aaa gaa cct cag cag gta gta cgt 192 
Leu Ser Asp Arg Glu Phe Val Phe Lys Glu Pro Gin Gin Val Val Arg 
50 . 55 60 

aga get cct gag cca cga gtg att gac aga gag ggt gtg tat gaa ate 240 
Arg Ala Pro Glu Pro Arg Val He Asp Arg Glu Gly Val Tyr Glu He 
65 70 75 80 

age ctg tea ccc aca ggt gta tct agg gtc tgt ttg tat cct ggc ttt 288 
Ser Leu Ser Pro Thr Gly Val Ser Arg Val Cys Leu Tyr Pro Gly Phe 

85 90 95 

gtt gac gtg aaa gaa get gac tgg ata ttg gaa cag ctt tgt caa gat 336 
Val Asp Val Lys Glu Ala Asp Trp He Leu Glu Gin Leu Cys Gin Asp 
100 105 110 

gtt ccc tgg aaa cag agg acc ggc ate aga gag gat ata act tat cag 384 
Val Pro Trp Lys Gin Arg Thr Gly He Arg Glu Asp He Thr Tyr Gin 
115 120 125 

caa cca aga ctt aca gca tgg tat gga gaa ctt cct tac act tat tea 432 
Gin Pro Arg Leu Thr Ala Trp Tyr Gly Glu Leu Pro Tyr Thr Tyr Ser 
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130 135 140 

aga ate act atg gaa cca aat cct cac tgg cac cct gtg ctg cgc aca 480 
Arg He Thr Met Glu Pro Asn Pro His Trp His Pro Val Leu Arg Thr 
145 150 155 " 160 

eta aag aac cgc att gaa gag aac act ggc cac acc ttc aac tec tta 528 
Leu Lys Asn Arg He Glu Glu Asn Thr Gly His Thr Phe Asn Ser Leu 

165 170 175 

etc tgc aat ctt tat cgc aat gag aag gac age gtg gac tgg cac agt 576 
Leu Cys Asn Leu Tyr Arg Asn Glu Lys Asp Ser Val Asp Trp His Ser 
180 185 190 

gat gat gaa ccc tea eta ggg agg tgc ccc att att get tea eta agt 624 
Asp Asp Glu Pro Ser Leu Gly Arg Cys Pro He lie Ala Ser Leu Ser 
195 200 205 

ttt ggt gec aca cgc aca ttt gag atg aga aag aag cca cca cca gaa 672 
Phe Gly Ala Thr Arg Thr Phe Glu Met Arg Lys Lys Pro Pro Pro Glu 
210 215 220 

gag aat gga gac tac aca tat gtg gaa aga gtg aag ata ccc ttg gat 720 
Glu Asn Gly Asp Tyr Thr Tyr Val Glu Arg Val Lys He Pro Leu Asp 
225 230 235 240 

cat ggt acc ttg tta ate atg gaa gga gcg aca caa get gac tgg cag 768 
His Gly Thr Leu Leu He Met Glu Gly Ala Thr Gin Ala Asp Trp Gin 
245 250 255 

cat cga gtg ccc aaa gaa tac cac tct aga gaa ccg aga gtg aac ctg 816 
His Arg Val Pro Lys Glu Tyr His Ser Arg Glu Pro Arg Val Asn Leu 
260 265 270 

acc ttt egg aca gtc tat cca gac cct cga ggg gca ccc tgg tga 861 
Thr Phe Arg Thr Val Tyr Pro Asp Pro Arg Gly Ala Pro Trp * 
275 280 285 
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<211> 286 
<212> PRT 
<213> Homo sapiens 
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<400> 


204 

CUT 
















Met 


Glu 


Glu 


Lys 


Ara 


Ara 


Ara 


Ala 


Ara 


Val Gin Gly Ala 


TrD Ala Ala 


1 








*j 










10 


15 


Prn 


Val 


Lys 


^pr 

*JC 1 


Gin 

U III 


Ala 


He 

1 1 c 


Ala 

n 1 U 


Gin 


Pro Ala Thr Thr 


Al a I v c Spr 








?0 










25 




30 


His 


Leu 

L. V- KA 


His 


Gin 

VJ III 


Lvs 

Lyb 


Prn 


Gl v 

u IJ 


Gin 


Thr 


Trn 1 v c A c n Lvs 

i i i— Jr o no 1 1 i_jr o 


Glu His His 






35 














4S 




LcU 


«j vr i 


A c n 

nop/ 


Arn 
mi y 


HIM 


Php 
r i ic 


Val 
v a i 


Php 

n ic 


Lyb 


Glu Prn Gin Gin 

u IU n y vj it I Li 1 1 1 


Val Val Ara 




50 










oo 






fiO 




Arn 


Ala 


Prn 


Glu 


Prn 

rl U 


Arn 
rW y 


Val 
v a i 


Tip 

1 i c 


A c n 


Arn Glu Glv Val 
ni y u iu vJijr vu i 


Tvr Glu Tip 

i jr i uiu lie 


fit; 


















7R 


R0 


OCT 


1 Pi 1 




Prn 
rl U 


Thr 
I ill 


Gl v 
b iy 


Val 


Cnr 


Arn 
mi y 


Val Pv/c 1 pi i T\/r 

VOI L.jrb LCU Ijrl 


Prn Glv Php 
r i u vj ijr ri ic 




















QO 




Wal 

Vol 


Acn 


v a i 


1 \/C 


Gin 

b 1 U 


Ala 
M 1 a 


A c r\ 
Mbp 


irp 


T1p 
1 Ic 


1 pi i f^lii nin 1 pi i 
LcU blu bill LcU 


Pvc Gin Acn 
L»yb bin Mbp 








i nn 










1UD 




110 


Val 
V a 1 


Prn 


Trn 
i ( p 


1 vc 

Lys 


Gin 
a l il 


Arn 

Mi y 


Thr 
I ill 


Gl v 
b iy 


Tip 

I 1 c 


Arn Gin Acn T1p 
mi y v3 1 u Mbp 1 1 c 


Thr Tvr Gin 

Mil 1 jr I Vj 1 M 






115 










1 90 




1 ?Ei 
ICO 




ft! n 


Prn 


Arn 


LtrU 


Thr 
1 1 ii 


Ala 
m i a 


Trn 

i r p 


Tv/r 

iyi 


Gl v 
b iy 


Gin 1 pi i Prn Tvr 
vj i u t_cu ri u ijri 


Thr Tvr ^pr 

1 1 II 1 j 1 OCI 




no 

lOU 
















140 




Arg 


Tip 

I I c 


Thr 
1 1 1 1 


Mot 

net 


b IU 


r I U 


Mb ll 


Drn 
r I U 


Hi c 
n i b 


Trn Mi c Prn Val 
lip nib rlU Vdl 


1 pi t Arn Thr 
LcU mi y 1 1 1 1 


1 /IR 
140 










1 ^0 
loll 








IDD 


InO 


Leu 


1 v<; 
Lyb 


Acn 


mi y 


T1p 
1 Ic 


Gin 


Glu 
b i u 


Acn 

Mbl 1 


Thr 

Mil 


Glv Hie Thr Php 
uiy n io iiii nic 


Acn ^pr t pi j 

Moll OCI LCU 










i fit; 










1 70 


I/O 


LtrU 




A c n 


LcU 


T\/r 

lyr 


Arn 
Mi y 


Acn 
Mb II 


Glu 
b i u 


1 VC 

Lyb 


Acn ^pr Val Acn 
Mbp oci va 1 r\op 


Trn Hie ^pr 
iip n io oci 


















loo 




1Q0 


Mbp 


A c n 




Prn 
r I U 


*sor 

JCI 


1 pi i 


Gl v 
b iy 


Arn 
mi y 


L/b 


Prn Tip Tip Ala 
nu lie lie nia 


Cpr I pii Cap 

OCI LCU JCI 






195 










900 








Php 
r 1 Ic 


Gl V 
b 1 J 


Ala 


Thr 


Arn 

r\l y 


Thr 
1 1 ii 


Php 

r t ic 


Glu 


Mpt 

1 IC L, 


Aro 1 1 v c Prn 


Pro Pro Glu 

1 1 VJ 1 1 w VJ 1 L4 




210 










91 R 






990 




Glu 


Asn 


Gly 


Asp 


Tyr 


Thr 


Tyr 


Val 


Glu 


Arg Val Lys He 


Pro Leu Asp 


225 










230 








235 


240 


His 


Gly 


Thr 


Leu 


Leu 


He 


Met 


Glu 


Gly 


Ala Thr Gin Ala 


Asp Trp Gin 










245 










250 


255 


His 


Arg 


Val 


Pro 


Lys 


Glu 


Tyr 


His 


Ser 


Arg Glu Pro Arg 


Val Asn Leu 








260 










265 




270 


Thr 


Phe 


Arg 


Thr 


Val 


Tyr 


Pro 


Asp 


Pro 


Arg Gly Ala Pro 


Trp 






275 










280 




285 





<210> 205 
<211> 561 
<212> DNA 
<213> Homo sapiens 



<220> 
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<221> CDS 

<222> (1)...(561) 



<400> 
atg att cac 
Met He His 
1 


205 
tgg 

Trp 


cat 
His 
5 


tct 
Ser 


gag 
Glu 


aaa 

Lys 


gca 
Ala 


act ctt ctt tta 
Thr Leu Leu Leu 
10 


aat get cca 
Asn Ala Pro 
15 


48 


tea ttt 
Ser Phe 


tea 
Ser 


gat 
Asp 
20 


caa 
Gin 


ctt 
Leu 


cct 
Pro 


ggt 
Gly 


aca 
Thr 
25 


atg gee acc ctt 
Met Ala Thr Leu 


tct ctg gtg 
Ser Leu Val 
30 


96 


aat gag 
Asn Glu 


gca 
Ala 
35 


cag 
Gin 


tat 
Tyr 


ctg 
Leu 


ctg 
Leu 


ate 
He 
40 


aac 
Asn 


aca tec agt att 
Thr Ser Ser He 
45 


ttg gaa ctt 
Leu Glu Leu 


144 


cac egg 
His Arg 
50 


caa 
Gin 


eta 
Leu 


aac 
Asn 


ace 
Thr 


agt 
Ser 
55 


gat 
Asp 


gag 
Glu 


aat gga aag gag 
Asn Gly Lys Glu 
60 


gaa tta ttc 
Glu Leu Phe 


192 


tea ctg 
Ser Leu 
65 


aag 
Lys 


gat 
Asp 


etc 
Leu 


age 
Ser 
70 


ttg 
Leu 


cgt 
Arg 


ttt 
Phe 


cgt gec aat att 
Arg Ala Asn He 
75 


att ate aat 
He He Asn 
80 


240 


gga aaa 
Gly Lys 


agg 
Arg 


get 
Ala 


ttt 
Phe 
85 


gaa 
Glu 


gaa 
Glu 


gag 
Glu 


aaa 
Lys 


tgg gat gag att 
Trp Asp Glu He 
90 


tea att ggc 
Ser He Gly 
95 


288 


tct ttg 
Ser Leu 


cgt 
Arg 


ttc 
Phe 
100 


cag 
Gin 


gtt 
Val 


ttg 
Leu 


ggg 

Gly 


cct 
Pro 
105 


tgt cac aga tgc 
Cys His Arg Cys 


cag atg att 
Gin Met He 
110 


336 


tgc ate 
Cys He 


gac 
Asp 
115 


cag 
Gin 


caa 
Gin 


act 
Thr 


ggg 

Gly 


caa 
Gin 
120 


cga 
Arg 


aac cag cat gtt 
Asn Gin His Val 
125 


ttc caa aaa 
Phe Gin Lys 


384 


ctt tct 
Leu Ser 
130 


gag 
Glu 


agt 
Ser 


cgt 
Arg 


gaa 
Glu 


aca 
Thr 
135 


aag 
Lys 


gtg 

Val 


aac ttt ggc atg 
Asn Phe Gly Met 
140 


tac ctg atg 
Tyr Leu Met 


432 



cat gca tea ttg gat tta tec tec cca tgt ttc ctg tct gta gga tct 
His Ala Ser Leu Asp Leu Ser Ser Pro Cys Phe Leu Ser Val Gly Ser 
145 150 155 160 



480 
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cag gtg etc cct gtg ttg aaa gag aat gtg gaa ggt cat gat tta cct 528 
Gin Val Leu Pro Val Leu Lys Glu Asn Val Glu Gly His Asp Leu Pro 

165 170 175 



gca tct gag aaa cac cag gat gtt acc tec taa 
Ala Ser Glu Lys His Gin Asp Val Thr Ser * 
180 185 



561 



<210> 206 
<211> 186 
<212> PRT 
<213> Homo sapiens 



<400> 206 






Met 1 1 e 


His irp 


His Ser Glu 


Lys 


1 




5 




Ser Phe 


Ser Asp 


Gin Leu Pro 


Gly 




20 






Asn Glu 


Ala Gin 


Tyr Leu Leu 


He 




35 




40 


His Arg 


Gin Leu 


Asn Thr Ser 


Asp 


50 




55 




Ser Leu 


Lys Asp 


Leu Ser Leu 


Arg 


65 




70 




Gly Lys 


Arg Ala 


Phe Glu Glu 


Glu 






85 




Ser Leu 


Arg Phe 


Gin Val Leu 


Gly 




100 






Cys He 


Asp Gin 


Gin Thr Gly 


Gin 




115 




120 


Leu Ser 


Glu Ser 


Arg Glu Thr 


Lys 


130 




135 




His Ala 


Ser Leu 


Asp Leu Ser 


Ser 


145 




150 




Gin Val 


Leu Pro 


Val Leu Lys 


Glu 






165 




Ala Ser 


Glu Lys 


His Gin Asp 


Val 




180 







Ala 


Thr Leu Leu Leu Asn 


Ala Pro 




10 


15 


Thr 


Met Ala Thr Leu Ser 


Leu Val 


25 


30 




Asn 


Thr Ser Ser He Leu 


Glu Leu 




45 




Glu 


Asn Gly Lys Glu Glu 


Leu Phe 




60 




Phe 


Arg Ala Asn He He 


He Asn 




75 


80 


Lys 


Trp Asp Glu He Ser 


He Gly 




90 


95 


Pro 


Cys His Arg Cys Gin 


Met He 


105 


110 




Arg 


Asn Gin His Val Phe 


Gin Lys 




125 




Val 


Asn Phe Gly Met Tyr 


Leu Met 




140 




Pro 


Cys Phe Leu Ser Val 


Gly Ser 




155 


160 


Asn 


Val Glu Gly His Asp 


Leu Pro 




170 


175 


Thr 


Ser 




185 







<210> 207 
<211> 1272 
<212> DNA 
<213> Homo sapiens 
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<220> 

<221> CDS 

<222> (1). . .(1272) 

<221> misc_feature 
<222> (1). 7. (1272) 
<223> n - A.T.C or G 

<400> 207 

atg cac aat tac tgc ttt gtg ttt get ctg gga tac etc aca gtg tgc 48 

Met His Asn Tyr Cys Phe Val Phe Ala Leu Gly Tyr Leu Thr Val Cys 
1 5 10 15 

caa gtt act cga gtc tat ate ttt gac tat gga caa tat tct get gat 96 
Gin Val Thr Arg Val Tyr He Phe Asp Tyr Gly Gin Tyr Ser Ala Asp 
20 25 30 

ttt tea ggc cca atg atg ate att act cag aag ate act agt ttg get 144 
Phe Ser Gly Pro Met Met He He Thr Gin Lys He Thr Ser Leu Ala 
35 40 45 

tgc gaa att cat gat ggg atg ttt egg aag gat gaa gaa ctg act tec 192 
Cys Glu He His Asp Gly Met Phe Arg Lys Asp Glu Glu Leu Thr Ser 
50 55 60 

tea cag agg gat tta get gta agg cgc atg cca age tta ctg gag tat 240 
Ser Gin Arg Asp Leu Ala Val Arg Arg Met Pro Ser Leu Leu Glu Tyr 
65 70 75 80 

ttg agt tac aac tgt aac ttc atg ggg ate ctg gca ngc cca ntt tgc 288 
Leu Ser Tyr Asn Cys Asn Phe Met Gly He Leu Ala Xaa Pro Xaa Cys 

85 90 95 

tct tac aaa gac tac att act ttc att gaa ggc aga tea tac cat ate 336 
Ser Tyr Lys Asp Tyr He Thr Phe He Glu Gly Arg Ser Tyr His He 
100 105 110 

aca caa tct ggt gaa aat gga aaa gaa gag aca cag tat gaa aga aca 384 
Thr Gin Ser Gly Glu Asn Gly Lys Glu Glu Thr Gin Tyr Glu Arg Thr 
115 120 125 

gag cca tct cca aat act gcg gtt gtt cag aag etc tta gtt tgt ggg 432 
Glu Pro Ser Pro Asn Thr Ala Val Val Gin Lys Leu Leu Val Cys Gly 
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130 135 140 

ctg tec ttg tta ttt cac ttg acc ate tgt aca aca tta cct gtg gag 480 
Leu Ser Leu Leu Phe His Leu Thr He Cys Thr Thr Leu Pro Val Glu 
145 150 155 160 

tac aac att gat gag cat ttt caa get aca get teg tgg cca aca aag 528 
Tyr Asn He Asp Glu His Phe Gin Ala Thr Ala Ser Trp Pro Thr Lys 

165 170 175 

att ate tat ctg tat ate tct ctt ttg get gee aga ccc aaa tac tat 576 
He He Tyr Leu Tyr He Ser Leu Leu Ala Ala Arg Pro Lys Tyr Tyr 
180 185 190 

ttt gca tgg acg eta get gat gee att aat aat get gca ggc ttt ggt 624 
Phe Ala Trp Thr Leu Ala Asp Ala He Asn Asn Ala Ala Gly Phe Gly 
195 200 205 

ttc aga ggg tat gac gaa aat gga gca get cgc tgg gac tta att tee 672 
Phe Arg Gly Tyr Asp Glu Asn Gly Ala Ala Arg Trp Asp Leu He Ser 
210 215 220 

aat ttg aga att caa caa ata gag atg tea aca agt ttc aag atg ttt 720 
Asn Leu Arg lie Gin Gin He Glu Met Ser Thr Ser Phe Lys Met Phe 
225 230 235 " 240 

ctt gat aat tgg aat att cag aca get ctt tgg etc aaa agg gtg tgt 768 
Leu Asp Asn Trp Asn He Gin Thr Ala Leu Trp Leu Lys Arg Val Cys 
245 250 255 

tat gaa cga acc tec ttc agt cca act ate cag acg ttc att etc tct 816 
Tyr Glu Arg Thr Ser Phe Ser Pro Thr He Gin Thr Phe He Leu Ser 
260 265 270 

gee att tgg cac ggg gta tac cca gga tat tat eta acg ttt eta aca 864 
Ala He Trp His Gly Val Tyr Pro Gly Tyr Tyr Leu Thr Phe Leu Thr 
275 280 285 

ggg gtg tta atg aca tta gca gca aga get atg aga aat aac ttt aga 912 
Gly Val Leu Met Thr Leu Ala Ala Arg Ala Met Arg Asn Asn Phe Arg 
290 295 300 

cat tat ttc att gaa cct tec caa ctg aaa tta ttt tat gat gtt ata 960 
His Tyr Phe lie Glu Pro Ser Gin Leu Lys Leu Phe Tyr Asp Val He 
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305 



310 



315 



320 



aca tgg ata gta act caa gta gca ata agt tac aca gtt gtg cca ttt 
Thr Trp He Val Thr Gin Val Ala He Ser Tyr Thr Val Val Pro Phe 
325 330 335 



1008 



gtg ctt ctt tct ata aaa cca tea etc acg ttt tac age tec tgg tat 
Val Leu Leu Ser He Lys Pro Ser Leu Thr Phe Tyr Ser Ser Trp Tyr 
340 345 350 



1056 



tat tgc ctg cac att ctt ggt ate tta gta tta ttg ttg ttg cca gtg 
Tyr Cys Leu His He Leu Gly He Leu Val Leu Leu Leu Leu Pro Val 
355 360 365 



1104 



aaa aaa act caa aga aga aag aat aca cat gaa aac att cag etc tea 
Lys Lys Thr Gin Arg Arg Lys Asn Thr His Glu Asn He Gin Leu Ser 
370 375 380 



1152 



caa tec aaa aag ttt gat gaa gga gaa aat tct ttg gga cag aac agt 
Gin Ser Lys Lys Phe Asp Glu Gly Glu Asn Ser Leu Gly Gin Asn Ser 
385 390 395 400 



1200 



ttt tct aca aca aac aat gtt tgc aat cag aat caa gaa ata gee teg 
Phe Ser Thr Thr Asn Asn Val Cys Asn Gin Asn Gin Glu lie Ala Ser 
405 410 415 



1248 



aga cat tea tea eta aag cag tga 
Arg His Ser Ser Leu Lys Gin * 
420 



1272 



<210> 208 
<211> 423 
<212> PRT 

<213> Homo sapiens 

<220> ' 

<221> VARIANT 

<222> (1). ..(423) 

<223> Xaa = Any Amino Acid 



<400> 208 
Met His Asn Tyr Cys Phe Val 
1 5 



Phe Ala Leu Gly 
10 



Tyr 



Leu Thr Val Cys 
15 
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Gin 


Val 


Thr 


Arg 
20 


Val 


Tyr 


He 


Phe 


Asp 
25 


Tyr 


Gly 


Gin 


Tyr 


Ser 
30 


Ala 


Asp 


Phe 


Ser 


Gly 
35 


Pro 


Met 


Met 


lie 


He 
40 


Thr 


Gin 


Lys 


He 


Thr 
45 


Ser 


Leu 


Ala 


Cys 


Glu 
50 


He 


His 


Asp 


Gly 


Met 
55 


Phe 


Arg 


Lys 


Asp 


Glu 
60 


Glu 


Leu 


Thr 


Ser 


Ser 


Gin 


Arg 


Asp 


Leu 


Ala 


Val 


Arg 


Arg 


Met 


Pro 


Ser 


Leu 


Leu 


Glu 


Tyr 


65 










70 










75 










80 


1 PIJ 


Spp 


Tvr 


Asn 


Cvs 
85 


Asn 


Phe 


Met 


Gly 


He 
90 


Leu 


Ala 


Xaa 


Pro 


Xaa 
95 


Cvs 


Ser 


Tyr 


Lys 


Asp 
100 


Tyr 


He 


Thr 


Phe 


He 
105 


Glu 


Gly 


Arg 


Ser 


Tyr 
110 

-L J~ \J 


His 


He 


Thr 


Gin 


Ser 
115 


Gly 


Glu 


Asn 


Gly 


Lys 
120 

x i— \j 


Glu 


Glu 


Thr 


Gin 


Tyr 
125 


Glu 


Arg 


Thr 


Glu 


Pro 

no 


Ser 


Pro 


Asn 


Thr 


Ala 
135 

X. <J^J 


Val 


Val 


Gin 


Lys 


Leu 
140 

x i vy 


Leu 


Val 


Cys 


Gly 


Leu 


Ser 


Leu 


Leu 


Phe 


His 


Leu 


Thr 


He 


Cys 


Thr 


Thr 


Leu 


Pro 


Val 


Glu 












150 

I JU 










155 










160 


Tvr 


A^n 

r\oi i 


lie 


A^n 


Glu 
165 


His 


Phe 


Gin 


Ala 


Thr 
170 


Ala 


Ser 


Tro 


Pro 


Thr 

1 1 1 1 

175 


Lvs 


He 


He 


Tyr 


Leu 

180 


Tyr 


He 


Ser 


Leu 


Leu 
185 


Ala 


Ala 


Arg 


Pro 


Lys 

190 


Tyr 


Tyr 


Phe 


Ala 


Trp 

195 

x J \J 


Thr 


Leu 


Ala 


Asp 


Ala 
200 

C V \J 


He 


Asn 


Asn 


Ala 


Ala 
205 

L_ \J SS 


Gly 


Phe 


Gly 


Phe 


Arg 
210 


Gly 


Tyr 


Asp 


Glu 


Asn 
215 


Gly 


Ala 


Ala 


Arg 


Trp 

220 


Asp 


Leu 


He 


Ser 


Asn 


Leu 


Arg 


He 


Gin 


Gin 


He 


Glu 


Met 


Ser 


Thr 


Ser 


Phe 


Lys 


Met 


Phe 


225 










230 










235 










240 


Leu 

W \*A 


Asd 


Asn 


TrD 


Asn 
245 


lie 


Gin 


Thr 


Ala 


Leu 
250 


Trp 


Leu 


Lys 


Arg 


Val 
255 


Cys 


Tyr 


Glu 


Arg 


Thr 
260 


Ser 


Phe 


Ser 


Pro 


Thr 
265 


He 


Gin 


Thr 


Phe 


He 
270 


Leu 


Ser 


Ala 


lie 


Trp 

275 


His 


Gly 


Val 


Tyr 


Pro 
280 


Gly 


Tyr 


Tyr 


Leu 


Thr 

285 


Phe 


Leu 


Thr 


Gly 


Val 
290 


Leu 


Met 


Thr 


Leu 


Ala 
295 

t— S 


Ala 


Arg 


Ala 


Met 


Arg 
300 


Asn 


Asn 


Phe 


Arg 


His 


Tyr 


Phe 


He 


Glu 


Pro 


Ser 


Gin 


Leu 


Lys 


Leu 


Phe 


Tyr 


Asp 


Val 


He 


305 










310 










315 










320 


Thr 


Trp 


He 


Val 


Thr 
325 


Gin 


Val 


Ala 


He 


Ser 
330 


Tyr 


Thr 


Val 


Val 


Pro 
335 


Phe 


Val 


Leu 


Leu 


Ser 
340 


He 


Lys 


Pro 


Ser 


Leu 
345 


Thr 


Phe 


Tyr 


Ser 


Ser 
350 


Trp 


Tyr 


Tyr 


Cys 


Leu 
355 


His 


He 


Leu 


Gly 


He 
360 


Leu 


Val 


Leu 


Leu 


Leu 
365 


Leu 


Pro 


Val 
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Lys Lys Thr Gin 


Arg 


Arg Lys 


Asn 


Thr 


His 


Glu 


Asn 


lie Gin Leu 


Ser 


370 




375 










380 






Gin Ser Lys Lys 


Phe 


Asp Glu 


Gly 


Glu 


Asn 


Ser 


Leu 


Gly Gin Asn 


Ser 


385 




390 








395 






400 


Phe Ser Thr Thr 


Asn 


Asn Val 


Cys 


Asn 


Gin 


Asn 


Gin 


Glu He Ala 


Ser 




405 








410 






415 





Arg His Ser Ser Leu Lys Gin 
420 



<210> 209 
<211> 1413 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(1413) 

<400> 209 

atg tct aga ctg gga gcc ctg ggt ggt gcc cgt gcc ggg ctg gga ctg 48 

Met Ser Arg Leu Gly Ala Leu Gly Gly Ala Arg Ala Gly Leu Gly Leu 
15 10 15 

ttg ctg ggt acc gcc gcc ggc ctt gga ttc ctg tgc etc ctt tac age 96 
Leu Leu Gly Thr Ala Ala Gly Leu Gly Phe Leu Cys Leu Leu Tyr Ser 
20 25 30 



cag cga tgg aaa egg acc cag cgt cat ggc cgc age cag age ctg ccc 144 
Gin Arg Trp Lys Arg Thr Gin Arg His Gly Arg Ser Gin Ser Leu Pro 
35 40 45 

aac tec ctg gac tat acg cag act tea gat ccc gga cgc cac gtg atg 192 
Asn Ser Leu Asp Tyr Thr Gin Thr Ser Asp Pro Gly Arg His Val Met 
50 55 60 

etc ctg egg get gtc cca ggt ggg get gga gat gcc tea gtg ctg ccc 240 
Leu Leu Arg Ala Val Pro Gly Gly Ala Gly Asp Ala Ser Val Leu Pro 
65 70 75 80 

age ctt cca egg gaa gga cag gag aag gtg ctg gac cgc ctg gac ttt 288 
Ser Leu Pro Arg Glu Gly Gin Glu Lys Val Leu Asp Arg Leu Asp Phe 

85 90 95 

gtg ctg acc age ctt gtg gcg ctg egg egg gag gtg gag gag ctg aga 336 
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Val Leu Thr Ser Leu Val Ala Leu Arg Arg Glu Val Glu Glu Leu Arg 
100 105 110 

age age ctg cga ggg ctt gcg ggg gag att gtt ggg gag gtc cga tgc 384 
Ser Ser Leu Arg Gly Leu Ala Gly Glu He Val Gly Glu Val Arg Cys 
115 120 125 

cac atg gaa gag aac cag aga gtg get egg egg cga agg ttt ccg ttt 432 
His Met Glu Glu Asn Gin Arg Val Ala Arg Arg Arg Arg Phe Pro Phe 
130 135 140 

gtc egg gag agg agt gac tec act ggc tec age tct gtc tac ttc acg 480 
Val Arg Glu Arg Ser Asp Ser Thr Gly Ser Ser Ser Val Tyr Phe Thr 
145 150 155 160 

gee tec teg gga gee acg ttc aca gat get gag agt gaa ggg ggt tac 528 
Ala Ser Ser Gly Ala Thr Phe Thr Asp Ala Glu Ser Glu Gly Gly Tyr 

165 170 175 

aca aca gec aat gcg gag tct gac aat gag egg gac tct gac aaa gaa 576 
Thr Thr Ala Asn Ala Glu Ser Asp Asn Glu Arg Asp Ser Asp Lys Glu 
180 185 190 

agt gag gac ggg gaa gat gaa gtg age tgt gag act gtg aag atg ggg 624 
Ser Glu Asp Gly Glu Asp Glu Val Ser Cys Glu Thr Val Lys Met Gly 
195 200 205 

aga aag gat tct ctt gac ttg gag gaa gag gca get tea ggt gee tec 672 
Arg Lys Asp Ser Leu Asp Leu Glu Glu Glu Ala Ala Ser Gly Ala Ser 
210 215 220 

agt gee ctg gag get gga ggt tec tea ggc ttg gag gat gtg ctg ccc 720 
Ser Ala Leu Glu Ala Gly Gly Ser Ser Gly Leu Glu Asp Val Leu Pro 
225 230 235 240 

etc ctg cag cag gee gac gag ctg cac agg ggt gat gag caa ggc aag 768 
Leu Leu Gin Gin Ala Asp Glu Leu His Arg Gly Asp Glu Gin Gly Lys 
245 250 255 

egg gag ggc ttc cag ctg ctg etc aac aac aag ctg gtg tat gga age 816 
Arg Glu Gly Phe Gin Leu Leu Leu Asn Asn Lys Leu Val Tyr Gly Ser 
260 265 270 

egg cag gac ttt etc tgg cgc ctg gee cga gee tac agt gac atg tgt 864 
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Arg Gin Asp Phe Leu Trp Arg Leu Ala Arg Ala Tyr Ser Asp Met Cys 
275 280 285 

gag etc act gag gag gtg age gag aag aag tea tat gee eta gat gga 912 
Glu Leu Thr Glu Glu Val Ser Glu Lys Lys Ser Tyr Ala Leu Asp Gly 
290 295 300 

aaa gaa gaa gca gag get get ctg gag aag ggg gat gag agt get gac 960 
Lys Glu Glu Ala Glu Ala Ala Leu Glu Lys Gly Asp Glu Ser Ala Asp 
305 310 315 320 

tgt cac ctg tgg tat gcg gtg ctt tgt ggt cag ctg get gag cat gag 1008 
Cys His Leu Trp Tyr Ala Val Leu Cys Gly Gin Leu Ala Glu His Glu 
325 330 335 

age ate cag agg cgc ate cag agt ggc ttt age ttc' aag gag cat gtg 1056 
Ser He Gin Arg Arg He Gin Ser Gly Phe Ser Phe Lys Glu His Val 
340 345 350 

gac aaa gee att get etc cag cca gaa aac ccc atg get cac ttt ctt 1104 
Asp Lys Ala He Ala Leu Gin Pro Glu Asn Pro Met Ala His Phe Leu 
355 360 365 

ctt ggc agg tgg tgc tat cag gtc tct cac ctg age tgg eta gaa aaa 1152 

Leu Gly Arg Trp Cys Tyr Gin Val Ser His Leu Ser Trp Leu Glu Lys 
- 370 375 380 

aaa act get aca gee ttg ctt gaa age cct etc agt gee act gtg gaa 1200 

Lys Thr Ala Thr Ala Leu Leu Glu Ser Pro Leu Ser Ala Thr Val Glu 

385 390 395 400 

gat gee etc cag age ttc eta aag get gaa gaa eta cag cca gga ttt 1248 
Asp Ala Leu Gin Ser Phe Leu Lys Ala Glu Glu Leu Gin Pro Gly Phe 

405 410 415 

tec aaa gca gga agg gta tat att tec aag tgc tac aga gaa eta ggg 1296 
Ser Lys Ala Gly Arg Val Tyr He Ser Lys Cys Tyr Arg Glu Leu Gly 
420 425 430 

aaa aac tct gaa get aga tgg tgg atg aag ttg gee ctg gag ctg cca 1344 
Lys Asn Ser Glu Ala Arg Trp Trp Met Lys Leu Ala Leu Glu Leu Pro 
435 440 445 

gat gtc acg aag gag gat ttg get ate cag aag gac ctg gaa gaa ctg 1392 
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Asd 


Val Thr 

» U 1 till 


Lys 


Glu 


Asp Leu 


Ala 


He Gin Lys Asp 


Leu Glu Glu Leu 




450 








455 




460 




gaa 


gtc att 


tta 


cga 


gac 


taa 








61 u 


Val He 


Leu 


Arg 


Asp 


* 








46S 








470 












<?in> 


210 


















470 








• 




• 






PRT 


















Homo sapiens 












210 














1 ic L 


Cap Am 
JCi Ml y 


Leu 


Gly 


Ala 


Leu 


Gl v 


Glv Ala Ara Ala 

VJ 1 Jr t \ 1 U t\\ y niu 


ft] v 1 pij Rl v 1 pij 


I 






5 










15 

i. J 


1 Pi 1 

LcU 


i pi i m v 

LcU Uljf 


Thr 


Ala 


Ala 


Gly 


1 pii 


Glv Phe 1 pij Pvs 

VJ 1 Jr rllC LCU o Jr -J 


I pij I pii Tvr Spp 

LCU LCU 1 Jr 1 Jt-I 






20 










2R 




u i n 


Mi y lip 


Lys 


Arg 


Thr 


Gin 


Arh 
mi y 


Hi s Gl v Arn ^spr 

n 1 j vj 1 Jr nl y JCI 


fil n ^pr 1 pij Prn 

will jci lcu n \j 




00 














4R 


MMI 


jc! LcU 


Asp 


Tyr 


Thr 


Gin 


Thr 

Mil 


^pr Asn Prn Gl v 

JCi r\ou n u VJ i jf 


Ara His Val Met 

f\ i y 1 1 i o v a i i ic u 












55 








i PI 1 

LcU 


1 pi i Arn 

LtrU Mf y 


Ala 


Val 


Pro 


Gly 


Gl v 


Ala Glv Asn Ala 


Ser Val 1 pu Prn 


OD 








70 






7S 
/ j 


fiO 


Cpr 
0"! 


1 pi i Prn 


Arg 


Glu 


Gly 


Gin 


Glu 

VJ 1 u 


i vs Val 1 pi j Asn 

L. jr o vui LCU nop 


Ara 1 pij Asn Phe 

f\ i y lcu no j-/ i i ic 








85 








go 


95 

Z/ J 


Val 
v d I 


I pi i Thr 
LcU lili 


Ser 


Leu 


Val 


Ala 


1 PII 

LCU 


Ara Ara Glu Val 

/\i y ni y u iu v u i 


Gl u Gl u 1 pij Ara 

UIU U 1 U l—CU r\\ y 






100 










105 


110 


Spr 


Qpr 1 on 


Arg 


Gly 


Leu 


Ala 


Glv 


Glu He Val Gly 

VJ IU 1. I v— VUI VJ 1 J 


Glu Val Arq Cys 




X 1 J 










120 




125 


His 


Met Glu 

1 IC L. U 1 U 


Glu 


Asn 


Gin 


Arg 


Val 


Al a Aro Ara Ara 


Ara Phe Pro Phe 




130 








135 




140 




Val 


Ara Glu 


Arg 


Ser 


Asp 


Ser 


Thr 


Gly Ser Ser Ser 


Val Tyr Phe Thr 


145 








150 






155 


160 


Ala 


Ser Ser 


Gly 


Ala 


Thr 


Phe 


Thr 


Asd Ala Glu Ser 


Glu Gly Gly Tyr 








165 








170 


175 


Thr 


Thr Ala 


Asn 


Ala 


Glu 


Ser 


Asp 


Asn Glu Arg Asp 


Ser Asp Lys Glu 






180 










185 


190 


Ser 


Glu Asp 


Gly 


Glu 


Asp 


Glu 


Val 


Ser Cys Glu Thr 


Val Lys Met Gly 




195 










200 




205 


Arg 


Lys Asp 


Ser 


Leu 


Asp 


Leu 


Glu 


Glu Glu Ala Ala 


Ser Gly Ala Ser 




210 








215 




. 220 




Ser 


Ala Leu 


Glu 


Ala 


Gly 


Gly 


Ser 


Ser Gly Leu Glu 


Asp Val Leu Pro 


225 








230 






235 


240 
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Leu Leu 


Gin Gin 


Ala 


Asp 


Glu 


Leu 






245 








Arg Glu 


Gly Phe 


Gin 


Leu 


Leu 


Leu 




260 

u v \J 










Arq Gin 


Asd Phe 


Leu 


Tro 


Ara 


Leu 




275 








280 


Glu Leu 


Thr Glu 


Glu 


Val 


Ser 


Glu 


290 








295 




Lvs Glu 

L JT J U l W 


Glu Ala 


Glu 

U IU 


Ala 


Ala 


Leu 

1— V- W 


305 






310 






fv<; His 

V-» Jr O II 1 J 


1 pi i Trn 


Tvr 


Ala 


Val 

¥ U 1 


1 PIJ 






325 








^pp Tip 


Gin Ara 

VJ 1 1 I f\l y 


Ara 


He 
1 1 c 


Gin 


Spr 




340 

0*rU 










Asn 1 vs 

rAO )J Ljr o 


Ala Hp 

n i u lie 


Ala 


1 pu 


Gin 

Vt 1 1 1 


Pro 

1 1 V/ 




355 








ouu 


1 pij Gl v 

LCU vj I Jr 


Arn Trn 


v»jro 


Tvr 


Gin 

VJ 1 1 1 


Val 

v a i 


o/ u 








375 

Of O 




1 vs Thr 

L Jr O lilt 


Ala Thr 


Ala 


1 pij 

LCU 


1 PIJ 

LCU 


Glu 

VJ 1 14 


OO O 






0-7U 






Acn Al a 


1 pij Gin 

LCU U III 


Spr 


Php 

r i ic 


1 PIJ 

LCU 


1 vs 

LJTO 






4Uo 








Ser Lys 


Ala Gly 


Arg 


Val 


Tyr 


He 




420 










Lys Asn 


Ser Glu 


Ala 


Arg 


Trp 


Trp 




435 








440 


Asp Val 


Thr Lys 


Glu 


Asp 


Leu 


Ala 


450 








455 




Glu Val 


He Leu 


Arg 


Asp 






465 






470 







<210> 211 
<211> 1137 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(1137) 

<400> 211 
atg gac etc gcg gga ctg ctg aag 
Met Asp Leu Ala Gly Leu Leu Lys 
1 5 



298 



His 


Arq 


Gly 


Asd 


Glu 


Gin 


Gly 


Lys 




250 










255 




Asn 


Asn 


Lys 

LJTO 


Leu 

L_ V— \A 


Val 


Tvr 


Glv 

VJ 1 J 


Ser 

JC 1 


265 










270 






Ala 

fx 1 U 


Ara 


Ala 


Tvr 


Spr 

JC 1 


Asn 

nop 


Mpt 

l IC U 


Tvs 










£.VJ J 








1 vs 


1 vs 

Ljr o 


Spr 

JCI 


Tvr 


Ala 

" i a 


1 PIJ 
LCU 


Acn 


Gl v 








300 

ouu 










Glu 

VJ 1 u 


Lvs 


Glv 


Asn 


vj i u 


Cpp 
OCI 


Al a 

r\ 1 a 


Mop 






315 










Oc.\J 


fvs 


gi v 

u 1 Jr 


Gin 

VJ III 


1 PI 1 
LCU 


Ala 


Gill 

U 1 U 


Hi c 
n i b 


Gl 11 
O 1 u 




OOU 










OOD 




Gl V 


Php 
n ic 


JCI 


Php 
n ic 


1 vs 
Lyb 


Rill 

u 1 U 


Hi <: 
n i o 


Val 
v a i 


OHO 










mn 

OOU 






Glu 


Asn 

rv>l 1 


Prn 


Mpt 

1 IC L 


Al a 

rS 1 □ 


Hi s 
n i o 


Php 
r i ic 


1 pi i 

LCU 










ODD 








Cp r 

JCI 


Hi s 


1 PI 1 

LcU 


JCI 


i rp 


1 pi i 

LCU 


Rl ii 
vj 1 U 


Lys 








OOU 










Cop 


Prn 
r i u 


1 pi i 

LcU 


Cop 
JCI 


Al a 

M 1 Cl 


Thr 
1 ill 


v d I 


Gin 
u 1 u 






395 










400 


Ala 


Glu 


Glu 


Leu 


Gin 


Pro 


Gly 


Phe 




410 










415 




Ser 


Lys 


Cys 


Tyr 


Arg 


Glu 


Leu 


Gly 


425 










430 






Met 


Lys 


Leu 


Ala 


Leu 


Glu 


Leu 


Pro 










445 








He 


Gin 


Lys 


Asp 


Leu 


Glu 


Glu 


Leu 








460 










tct 


cag 


ttc 


ctg 


tgc 


cac 


ctg 


gtc 


Ser 


Gin 


Phe 


Leu 


Cys 


His 


Leu 


Val 



10 15 
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ttc tgc tac gtc ttt att gcc tea ggg eta ate ate aac acc att cag 
Phe Cys Tyr Val Phe He Ala Ser Gly Leu He He Asn Thr He Gin 
20 25 30 



96 



etc ttc act etc etc etc tgg ccc att aac aag cag etc ttc egg aag 
Leu Phe Thr Leu Leu Leu Trp Pro He Asn Lys Gin Leu Phe Arg Lys 
35 40 45 



144 



ate aac tgc aga ctg tec tat tgc ate tea age cag ctg gtg atg ctg 
He Asn Cys Arg Leu Ser Tyr Cys He Ser Ser Gin Leu Val Met Leu 
50 55 60 



192 



ctg gag tgg tgg teg ggc acg gaa tgc acc ate ttc acg gac ccg cgc 
Leu Glu Trp Trp Ser Gly Thr Glu Cys Thr He Phe Thr Asp Pro Arg 
65 70 75 80 



240 



gcc tac etc aag tat ggg aag gaa aat gcc ate gtg gtt etc aac cac 
Ala Tyr Leu Lys Tyr Gly Lys Glu Asn Ala He Val Val Leu Asn His 

85 90 95 



288 



aag ttt gaa att gac ttt ctg tgt ggc tgg age ctg tec gaa cgc ttt 
Lys Phe Glu lie Asp Phe Leu Cys Gly Trp Ser Leu Ser Glu Arg Phe 
100 ' 105 110 



336 



ggg ctg tta ggg ggc tec aag gtc ctg gcc aag aaa gag ctg gcc tat 
Gly Leu Leu Gly Gly Ser Lys Val Leu Ala Lys Lys Glu Leu Ala Tyr 
115 120 125 



384 



gtc cca att ate ggc tgg atg tgg tac ttc acc gag atg gtc ttc tgt 
Val Pro He He Gly Trp Met Trp Tyr Phe Thr Glu Met Val Phe Cys 
130 135 140 



432 



teg cgc aag tgg gag cag gat cgc aag acg gtt gcc acc agt ttg cag 480 
Ser Arg Lys Trp Glu Gin Asp Arg Lys Thr Val Ala Thr Ser Leu Gin 
145 150 155 160 

cac etc egg gac tac ccc gag aag tat ttt ttc ctg att cac tgt gag 528 
His Leu Arg Asp Tyr Pro Glu Lys Tyr Phe Phe Leu He His Cys Glu 
165 170 175 



ggc aca egg ttc acg gag aag aag cat gag ate age atg cag gtg gcc 
Gly Thr Arg Phe Thr Glu Lys Lys His Glu He Ser Met Gin Val Ala 
180 185 190 



576 
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egg gec aag ggg ctg cct cgc etc aag cat cac ctg ttg cca cga acc 
Arg Ala Lys Gly Leu Pro Arg Leu Lys His His Leu Leu Pro Arg Thr 
195 200 205 



624 



aag ggc ttc gec ate acc gtg agg age ttg aga aat gta gtt tea get 
Lys Gly Phe Ala He Thr Val Arg Ser Leu Arg Asn Val Val Ser Ala 
210 215 220 



672 



gta tat gac tgt aca etc aat ttc aga aat aat gaa aat cca aca ctg 
Val Tyr Asp Cys Thr Leu Asn Phe Arg Asn Asn Glu Asn Pro Thr Leu 
225 230 235 240 



720 



ctg gga gtc eta aac gga aag aaa tac cat gca gat ttg tat gtt agg 
Leu Gly Val Leu Asn Gly Lys Lys Tyr His Ala Asp Leu Tyr Val Arg 
245 250 255 



768 



agg ate cca ctg gaa gac ate cct gaa gac gat gac gag tgc teg gee 
Arg He Pro Leu Glu Asp He Pro Glu Asp Asp Asp Glu Cys Ser Ala 
260 265 270 



816 



tgg ctg cac aag etc tac cag gag aag gat gec ttt cag gag gag tac 
Trp Leu His Lys Leu Tyr Gin Glu Lys Asp Ala Phe Gin Glu Glu Tyr 
275 280 285 



864 



tac agg acg ggc acc ttc cca gag acg ccc atg gtg ccc ccc egg egg 
Tyr Arg Thr Gly Thr Phe Pro Glu Thr Pro Met Val Pro Pro Arg Arg 
290 295 300 



912 



ccc tgg acc etc gtg aac tgg ctg ttt tgg gee teg ctg gtg etc tac 
Pro Trp Thr Leu Val Asn Trp Leu Phe Trp Ala Ser Leu Val Leu Tyr 
305 310 315 320 



960 



cct ttc ttc cag ttc ctg gtc age atg ate agg age ggg tct tec ctg 
Pro Phe Phe Gin Phe Leu Val Ser Met He Arg Ser Gly Ser Ser Leu 
325 330 335 



1008 



acg ctg gee age ttc ate etc gtc ttc ttt gtg gee tct gtg gga gtt 
Thr Leu Ala Ser Phe He Leu Val Phe Phe Val Ala Ser Val Gly Val 
340 345 350 



1056 



cga tgg atg att ggt gtg acg gaa 
Arg Trp Met He Gly Val Thr Glu 
355 360 



att gac aag ggc tct gee tac ggc 
He Asp Lys Gly Ser Ala Tyr Gly 
365 



1104 
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aac tct gac age aag cag aaa ctg aat gac tga 
Asn Ser Asp Ser Lys 61 n Lys Leu Asn Asp * 
370 375 



1137 



<210> 212 
<211> 378 
<212> PRT 

<213> Homo sapiens 
<400> 212 

Met Asp Leu Ala Gly Leu Leu Lys Ser Gin Phe Leu Cys 
15 10 
Phe Cys Tyr Val Phe He Ala Ser Gly Leu He He Asn 

20 25 
Leu Phe Thr Leu Leu Leu Trp Pro He Asn Lys Gin Leu 
35 40 45 

He Asn Cys Arg Leu Ser Tyr Cys He Ser Ser Gin Leu 

50 55 60 

Leu Glu Trp Trp Ser Gly Thr Glu Cys Thr He Phe Thr 

65 70 75 

Ala Tyr Leu Lys Tyr Gly Lys Glu Asn Ala He Val Val 

85 90 

Lys Phe Glu He Asp Phe Leu Cys Gly Trp Ser Leu Ser 

100 105 

Gly Leu Leu Gly Gly Ser Lys Val Leu Ala Lys Lys Glu 

115 120 125 

Val Pro He He Gly Trp Met Trp Tyr Phe Thr Glu Met 

130 135 140 

Ser Arg Lys Trp Glu Gin Asp Arg Lys Thr Val Ala Thr 

145 150 155 

His Leu Arg Asp Tyr Pro Glu Lys Tyr Phe Phe Leu He 

165 170 

Gly Thr Arg Phe Thr Glu Lys Lys His Glu He Ser Met 

180 185 

Arg Ala Lys Gly Leu Pro Arg Leu Lys His His Leu Leu 

195 200 205 

Lys Gly Phe Ala He Thr Val Arg Ser Leu Arg Asn Val 

210 215 ' 220 

Val Tyr Asp Cys Thr Leu Asn Phe Arg Asn Asn Glu Asn 

225 230 235 

Leu Gly Val Leu Asn Gly Lys Lys Tyr His Ala Asp Leu 

245 250 



His Leu Val 
15 

Thr He Gin 
30 

Phe Arg Lys 

Val Met Leu 

Asp Pro Arg 
80 

Leu Asn His 
95 

Glu Arg Phe 
110 

Leu Ala Tyr 

Val Phe Cys 

Ser Leu Gin 
160 

His Cys Glu 

175 
Gin Val Ala 
190 

Pro Arg Thr 

Val Ser Ala 

Pro Thr Leu 
240 

Tyr Val Arg 
255 
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t\i y lit 
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1 1 U 


Glu 

VJ 1 La 


Asn 


lie Pro Glu Asd Asd 


Asd Glu Cys Ser Ala 






260 






265 

L.\J\J 


270 


Trn 1 pi i 


His 


Lvs 


1 Pll 


Tvr 


Gin Glu lvs Asd Ala 


Phe Gin Glu Glu Tvr 

1 1 It villi \J 1 U \J 1 wt 1 Jf 1 




27 S 








280 


285 


Tvr Ara 


Thr 


Glv 


Thr 
1 1 1 1 


Phe 
1 1 it 


Pro Glu Thr Pro Met 


Val Pro Pro Ara Ara 


290 










29S 


300 

vJ\J\J 


Prn Trn 

r 1 \J 1 1 y 


Thr 


1 Pi l 


Val 

v a i 


Asn 


Trn I pu Php Trn Al a 

i i \j ttu i i it i i p n i u 


Ser Leu Val Leu Tvr 


oUb 








71 n 


71 c; 




Pro Phe 


Phe 


Gin 


Phe 


Leu 


Val Ser Met He Arg 


Ser Gly Ser Ser Leu 








325 




330 


335 


Thr Leu 


Ala 


Ser 


Phe 


He 


Leu Val Phe Phe Val 


Ala Ser Val Gly Val 






340 






345 


350 


Arg Trp 


Met 


He 


Gly 


Val 


Thr Glu He Asp Lys 


Gly Ser Ala Tyr Gly 




355 








360 


365 


Asn Ser 


Asp 


Ser 


Lys 


Gin 


Lys Leu Asn Asp 




370 










375 





<210> 213 
<211> 495 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(495) 

<400> 213 

atg teg gtg aac atg gac gag ctg egg cac cag gtc atg ate aac cag 48 

Met Ser Val Asn Met Asp Glu Leu Arg His Gin Val Met He Asn Gin 
1 5 10 15 

ttc gtg ctg gec gcg ggc tgc gcg gec gac cag gcg aag cag ttg ctg 96 
Phe Val Leu Ala Ala Gly Cys Ala Ala Asp Gin Ala Lys Gin Leu Leu 
20 25 30 

cag gcg gec cac tgg cag ttc gag ace gcg ctg age acg ttc ttc caa 144 
Gin Ala Ala His Trp Gin Phe Glu Thr Ala Leu Ser Thr Phe Phe Gin 
35 40 45 

gaa ace aac att ccc aac age cac cac cac cac cag atg atg tgc act 192 
Glu Thr Asn He Pro Asn Ser His His His His Gin Met Met Cys Thr 
50 55 60 

ccc age aac ace cct gee acg ccg ccc aac ttc ccc gat gcg ctg gee 240 
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Pro Ser Asn Thr Pro Ala Thr Pro Pro Asn Phe Pro Asp Ala Leu Ala 
65 70 75 80 

atg ttc tec aag etc cgc gec tec gag ggc ctg cag age age aac age 288 
Met Phe Ser Lys Leu Arg Ala Ser Glu Gly Leu Gin Ser Ser Asn Ser 

85 90 95 

ccc atg aca gee gca gee tgc tec cca cct gca aac ttc age ccc ttc 336 
Pro Met Thr Ala Ala Ala Cys Ser Pro Pro Ala Asn Phe Ser Pro Phe 
100 105 110 

tgg gee teg tec ccg ccc age cac cag gcg ccc tgg ate ccg ccc tec 384 
Trp Ala Ser Ser Pro Pro Ser His Gin Ala Pro Trp He Pro Pro Ser 
115 120 125 

tec ccc ace ace ttc cac cac etc cac cgc cca cag ccc acg tgg ccc 432 
Ser Pro Thr Thr Phe His His Leu His Arg Pro Gin Pro Thr Trp Pro 
130 135 140 

cca gga gca cag cag ggg ggc gee cag cag aaa gee atg gcg gec atg 480 
Pro Gly Ala Gin Gin Gly Gly Ala Gin Gin Lys Ala Met Ala Ala Met 
145 150 155 160 

gac ggc cag aga tga 495 
Asp Gly Gin Arg * 



<210> 


214 








<211> 


164 








<212> 


PRT 








<213> 


Homo sapiens 




<400> 


214 








Met Ser Val 


Asn 


Met 


Asp Glu Leu Arg His Gin Val Met He 


Asn Gin 


1 




5 


10 


15 


Phe Val Leu 


Ala 


Ala 


Gly Cys Ala Ala Asp Gin Ala Lys Gin 


Leu Leu 




20 




25 30 




Gin Ala Ala 


His 


Trp 


Gin Phe Glu Thr Ala Leu Ser Thr Phe 


Phe Gin 


35 






40 45 




Glu Thr Asn 


He 


Pro 


Asn Ser His His His His Gin Met Met 


Cys Thr 


50 






55 60 




Pro Ser Asn 


Thr 


Pro 


Ala Thr Pro Pro Asn Phe Pro Asp Ala 


Leu Ala 


65 






70 75 


80 
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Met Phe 


Ser 


Lys 


Leu 


Arg Ala Ser Glu Gly 


Leu 


Gin 


Ser 


Ser 


Asn Ser 








85 


90 










95 


Pro Met 


Thr 


Ala 


Ala 


Ala Cys Ser Pro Pro 


Ala 


Asn 


Phe 


Ser 


Pro Phe 






100 




105 








110 




Trp Ala 


Ser 


Ser 


Pro 


Pro Ser His Gin Ala 


Pro 


Trp 


He 


Pro 


Pro Ser 




115 






120 






125 






Ser Pro 


Thr 


Thr 


Phe 


His His Leu His Arg 


Pro 


Gin 


Pro 


Thr 


Trp Pro 


130 








135 




140 








Pro Gly 


Ala 


Gin 


Gin 


Gly Gly Ala Gin Gin 


Lys 


Ala 


Met 


Ala 


Ala Met 


145 








150 


155 








160 


Asp Gly 


Gin 


Arg 

















<210> 215 
<211> 3105 
<212> DNA 

<213> Homo sapiens 



. <220> 




















<221> 


CDS 


















<222> 


(1) 


...(3105) 












<400> 


215 


















atg get gee 


get 


ace 


ggt 


gcg gtg gca gee 


teg 


gee 


gee 


teg 


ggt cag 


Met Ala Ala 


Ala 


Thr 


Gly 


Ala Val Ala Ala 


Ser 


Ala 


Ala 


Ser 


Gly Gin 


1 




5 




10 










15 


gcg gaa ggt 


aaa 


aag 


ate 


ace gat ctg egg 


gtc 


ate 


gat 


ctg 


aag tec 


Ala Glu Gly 


Lys 


Lys 


He 


Thr Asp Leu Arg 


Val 


He 


Asp 


Leu 


Lys Ser 




20 






25 








30 





gag ctg aag egg egg aac tta gac ate ace gga gtc aag ace gtg etc 144 
Glu Leu Lys Arg Arg Asn Leu Asp He Thr Gly Val Lys Thr Val Leu 
35 40 45 

ate tec cga etc aag cag get att gaa gag gaa gga ggc gat cca gat 192 
He Ser Arg Leu Lys Gin Ala He Glu Glu Glu Gly Gly Asp Pro Asp 
50 55 60 

aat att gaa tta act gtt tea act gat act cca aac aag aaa cca act 240 
Asn lie Glu Leu Thr Val Ser Thr Asp Thr Pro Asn Lys Lys Pro Thr 
65 70 75 80 



aaa ggc aaa ggt aaa aaa cat gaa gca gat gag ttg agt gga gat get 288 
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Lys Gly Lys Gly Lys Lys His Glu Ala Asp Glu Leu Ser Gly Asp Ala 

85 90 95 

tct gtg gaa gat gat get ttt ate aag gac tgt gaa ttg .gag aat caa 336 
Ser Val Glu Asp Asp Ala Phe He Lys Asp Cys Glu Leu Glu Asn Gin 
100 105 110 

gag gca cat gag caa gat gga aat gat gaa eta aag gac tct gaa gaa 384 
Glu Ala His Glu Gin Asp Gly Asn Asp Glu Leu Lys Asp Ser Glu Glu 
115 120 125 

ttt ggt gaa aat gaa gaa gaa aat gtg cat tec aag gag tta etc tct 432 
Phe Gly Glu Asn Glu Glu Glu Asn Val His Ser Lys Glu Leu Leu Ser 
130 135 140 

gca gaa gaa aac aag aga get cat gaa tta ata gag gca gaa gga ata 480 
Ala Glu Glu Asn Lys Arg Ala His Glu Leu He Glu Ala Glu Gly He 
145 150 155 160 

gaa gat ata gaa aaa gag gac ate gaa agt cag gaa att gaa get caa 528 
Glu Asp He Glu Lys Glu Asp He Glu Ser Gin Glu He Glu Ala Gin 

165 170 175 

gaa ggt gaa gat gat ace ttt eta aca gee caa gat ggt gag gaa gaa 576 
Glu Gly Glu Asp Asp Thr Phe Leu Thr Ala Gin Asp Gly Glu Glu Glu 
180 185 190 

gaa aat gag aaa gat ata gca ggt tct ggt gat ggt aca caa gaa gta 624 
Glu Asn Glu Lys Asp He Ala Gly Ser Gly Asp Gly Thr Gin Glu Val 
195 200 205 

tct aaa cct ctt cct tea gaa ggg age eta get gag get gat cac aca 672 
Ser Lys Pro Leu Pro Ser Glu Gly Ser Leu Ala Glu Ala Asp His Thr 
210 215 220 

get cat gaa gag atg gaa get cat acg act gtg aaa gaa get gag gat 720 
Ala His Glu Glu Met Glu Ala His Thr Thr Val Lys Glu Ala Glu Asp 
225 230 235 240 

gac aac ate teg gtc aca ate cag get gaa gat gee ate act ctg gat 768 
Asp Asn He Ser Val Thr He Gin Ala Glu Asp Ala He Thr Leu Asp 

245 250 255 



ttt gat ggt gat gac etc eta gaa aca ggt aaa aat gtg aaa att aca 



816 
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Phe Asp Gly Asp Asp Leu Leu Glu Thr Gly Lys Asn Val Lys He Thr 
260 265 270 

gat tct gaa gca agt aag cca aaa gat ggg cag gac gcc att gca cag 864 
Asp Ser Glu Ala Ser Lys Pro Lys Asp Gly Gin Asp Ala He Ala Gin 
275 280 285 

age ccg gag aag gaa age aag gat tat gag atg aat gcg aac cat aaa 912 
Ser Pro Glu Lys Glu Ser Lys Asp Tyr Glu Met Asn Ala Asn His Lys 
290 295 300 

gat ggt aag aag gaa gac tgc gtg aag ggt gac cct gtc gag aag gaa 960 
Asp Gly Lys Lys Glu Asp Cys Val Lys Gly Asp Pro Val Glu Lys Glu 
305 310 315 320 

gcc aga gaa agt tct aag aaa gca gaa tct gga gac aaa gaa aag gat 1008 
Ala Arg Glu Ser Ser Lys Lys Ala Glu Ser Gly Asp Lys Glu Lys Asp 
325 330 335 

act ttg aag aaa ggg ccc teg tct act ggg gcc tct ggt caa gca aag 1056 
Thr Leu Lys Lys Gly Pro Ser Ser Thr Gly Ala Ser Gly Gin Ala Lys 
340 345 350 

age tct tea aag gaa tct aaa gac age aag aca tea tct aaa gat gac 1104 
Ser Ser Ser Lys Glu Ser Lys Asp Ser Lys Thr Ser Ser Lys Asp Asp 
355 360 365 

aaa gga agt aca agt agt act agt ggt age agt gga age tea act aaa 1152 
Lys Gly Ser Thr Ser Ser Thr Ser Gly Ser Ser Gly Ser Ser Thr Lys 
370 375 380 

aat ate tgg gtt agt gga ctt tea tct aat ace aaa get get gat ttg 1200 
Asn He Trp Val Ser Gly Leu Ser Ser Asn Thr Lys Ala Ala Asp Leu 
385 390 395 ' 400 

aag aac etc ttt ggc aaa tat gga aag gtt ctg agt gca aaa gta gtt 1248 
Lys Asn Leu Phe Gly Lys Tyr Gly Lys Val Leu Ser Ala Lys Val Val 
405 410 415 

aca aat get cga agt cct ggg gca aaa tgc tat ggc att gta act atg 1296 
Thr Asn Ala Arg Ser Pro Gly Ala Lys Cys Tyr Gly He Val Thr Met 
420 425 430 

tct tea age aca gag gtg tec agg tgt att gca cat ctt cat cgc act 1344 
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Ser Ser Ser Thr Glu Val Ser Arg Cys lie Ala His Leu His Arg Thr 
435 440 445 

gag ctg cat gga cag ctg att tct gtt gaa aaa gta aaa ggt gat ccc 1392 
Glu Leu His Gly Gin Leu He Ser Val Glu Lys Val Lys Gly Asp Pro 
450 455 460 

tct aag aaa gaa atg aag aaa gaa aat gat gaa aag agt agt tea aga 1440 
Ser Lys Lys Glu Met Lys Lys Glu Asn Asp Glu Lys Ser Ser Ser Arg 
465 470 475 480 

agt tct gga gat aaa aaa aat acg agt gat aga agt age aag aca caa 1488 
Ser Ser Gly Asp Lys Lys Asn Thr Ser Asp Arg Ser Ser Lys Thr Gin 

485 490 495 

gec tct gtc aaa aaa gaa gag aaa aga teg tct gag aaa tct gaa aaa 1536 
Ala Ser Val Lys Lys Glu Glu Lys Arg Ser Ser Glu Lys Ser Glu Lys 
500 505 510 

aaa gaa age aag gat act aag aaa ata gaa ggt aaa gat gag aag aat 1584 
Lys Glu Ser Lys Asp Thr Lys Lys He Glu Gly Lys Asp Glu Lys Asn 
515 520 525 

gat aat gga gca agt ggc caa aca tea gaa teg att aaa aaa agt gaa 1632 
Asp Asn Gly Ala Ser Gly Gin Thr Ser Glu Ser He Lys Lys Ser Glu 
530 535 540 

gaa aag aag cga ata agt tec aag agt cca gga cat atg gta ata eta 1680 
Glu Lys Lys Arg He Ser Ser Lys Ser Pro Gly His Met Val He Leu 
545 550 555 560 

gac caa act aaa gga gat cat tgt aga cca tea aga aga gga aga tat 1728 
Asp Gin Thr Lys Gly Asp His Cys Arg Pro Ser Arg Arg Gly Arg Tyr 

565 570 575 

gag aaa att cat gga aga agt aag gaa aag gag aga get agt eta gat 1776 
Glu Lys He His Gly Arg Ser Lys Glu Lys Glu Arg Ala Ser Leu Asp 
580 585 590 

aaa aaa aga gat aaa gac tac aga agg aaa gag ate ttg cct ttt gaa 1824 
Lys Lys Arg Asp Lys Asp Tyr Arg Arg Lys Glu He Leu Pro Phe Glu 
595 600 605 

aag atg aag gaa caa agg ttg aga gaa cat tta gtt cgt ttt gaa agg 1872 
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Lys Met Lys Glu Gin Arg Leu Arg Glu His Leu Val Arg Phe Glu Arg 
610 615 620 

ctg cga cga gca atg gaa ctt cga aga cga aga gag att gca gag aga 1920 
Leu Arg Arg Ala Met Glu Leu Arg Arg Arg Arg Glu He Ala Glu Arg 
625 630 635 640 

gag cgt cga gag cga gaa cgc att aga ata att cgt gaa egg gaa gaa 1968 
Glu. Arg Arg Glu Arg Glu Arg He Arg He lie Arg Glu Arg Glu Glu 

645 650 655 

egg gaa cgc tta cag aga gag aga gag cgc eta gaa att gaa agg caa 2016 
Arg Glu Arg Leu Gin Arg Glu Arg Glu Arg Leu Glu He Glu Arg Gin 
660 665 670 

aaa eta gag aga gag aga atg gaa cgc gaa cgc ttg gaa agg gaa cgc 2064 
Lys Leu Glu Arg Glu Arg Met Glu Arg Glu Arg Leu Glu Arg Glu Arg 
675 680. 685 

att cgt att gaa cag gaa cgt cgt aag gaa get gaa egg att get cga 2112 
He Arg He Glu Gin Glu Arg Arg Lys Glu Ala Glu Arg He Ala Arg 
690 695 700 

gaa aga gag gaa etc aga agg caa caa cag cag ctt cgt tat gaa caa 2160 
Glu Arg Glu Glu Leu Arg Arg Gin Gin Gin Gin Leu Arg Tyr Glu Gin 
705 710 715 720 

gaa aaa agg aat tec ttg aaa cgc cca cgt gat gta gat cat agg cga 2208 
Glu Lys Arg Asn Ser Leu Lys Arg Pro Arg Asp Val Asp His Arg Arg 

725 730 735 

gat gat cct tac tgg age gag aat aaa aag ttg tct eta gat aca gat 2256 
Asp Asp Pro Tyr Trp Ser Glu Asn Lys Lys Leu Ser Leu Asp Thr Asp 
740 745 750 

gca cga ttt ggc cat gga tec gac tac tct cgc caa cag aac aga ttt 2304 
Ala Arg Phe Gly His Gly Ser Asp Tyr Ser Arg Gin Gin Asn Arg Phe 
755 760 765 

aat gac ttt gat cac cga gag agg ggc agg ttt cct gag agt tea gca 2352 
Asn Asp Phe Asp His Arg Glu Arg Gly Arg Phe Pro Glu Ser Ser Ala 
770 775 780 

gta cag tct tea tct ttt gaa agg egg gat cgc ttt gtt ggt caa agt 2400 
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Val Gin Ser Ser Ser Phe Glu Arg Arg Asp Arg Phe Val Gly Gin Ser 
785 790 795 " 800 

gag ggg aaa aaa gca cga cct act gca cga agg gaa gat cca age ttc 2448 
Glu Gly Lys Lys Ala Arg Pro Thr Ala Arg Arg Glu Asp Pro Ser Phe 

805 810 815 

gaa aga tat ccc aaa aat ttc agt gac tec aga aga aat gag cct cca 2496 
Glu Arg Tyr Pro Lys Asn Phe Ser Asp Ser Arg Arg Asn Glu Pro Pro 
820 825 830 

cca cca aga aat gaa ctt aga gaa tea gac agg cga gaa gta cga ggg 2544 
Pro Pro Arg Asn Glu Leu Arg Glu Ser Asp Arg Arg Glu Val Arg Gly 
835 840 845 

gag cga gac gaa agg aga acg gtg att att cat gac agg cct gat ate 2592 
Glu Arg Asp Glu Arg Arg Thr Val He He His Asp Arg Pro Asp He 
850 855 860 

act cat cct aga cat cct cga gag gca ggg ccc aat cct tec aga ccc 2640 
Thr His Pro Arg His Pro Arg Glu Ala Gly Pro Asn Pro Ser Arg Pro 
865 870 875 880 

acc age tgg aaa agt gaa gga age atg tec act gac aaa egg gaa aca 2688 
Thr Ser-Trp Lys Ser Glu Gly Ser Met Ser Thr Asp Lys Arg Glu Thr 
885 890 895 

aga gtt gaa agg cca gaa cga tct ggg aga gaa gta tea ggg cac agt 2736 
Arg Val Glu Arg Pro Glu Arg Ser Gly Arg Glu Val Ser Gly His Ser 
900 905 910 

gtg aga ggc get ccc cct ggg aat cgt age age get teg ggg tac ggg 2784 
Val Arg Gly Ala Pro Pro Gly Asn Arg Ser Ser Ala Ser Gly Tyr Gly 
915 920 925 

age aga gag gga gac aga gga gtc ate aca gac cga gga ggt gga tea 2832 
Ser Arg Glu Gly Asp Arg Gly Val He Thr Asp Arg Gly Gly Gly Ser 
930 935 940 

cag cac tat cct gag gag cga cat gtg gtt gaa cgc cat gga egg gac 2880 
Gin His Tyr Pro Glu Glu Arg His Val Val Glu Arg His Gly Arg Asp 
945 950 955 960 

aca age gga cca agg aaa gag tgg cat ggt cca ccc tct caa ggg cct 2928 
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Thr Ser Gly Pro Arg Lys Glu Trp His Gly Pro Pro Ser Gin Gly Pro 

965 970 975 

age tat cat gat acg agg cga atg ggt gac ggc egg gca gga gca ggc 2976 
Ser Tyr His Asp Thr Arg Arg Met Gly Asp Gly Arg Ala Gly Ala Gly 
980 985 990 

atg ata acc caa cat tea agt aac gca tec cca att aat aga att gta 3024 
Met He Thr Gin His Ser Ser Asn Ala Ser Pro He Asn Arg He Val 
995 1000' 1005 

caa ate agt ggc aat tec atg cca aga gga agt ggc tec gga ttt aag 3072 
Gin He Ser Gly Asn Ser Met Pro Arg Gly Ser Gly Ser Gly Phe Lys 
1010 1015 1020 

cca ttt aag ggt gga cct ccg cga cga ttc tga 3105 
Pro Phe Lys Gly Gly Pro Pro Arg Arg Phe * 
1025 1030 



<210> 216 
<211> 1034 
<212> PRT 
<213> Homo sapiens 



<400> 216 



Met Ala 


Ala 


Ala 


Thr 


Gly 


Ala 


Val 


Ala 


Ala 


Ser Ala Ala Ser Gly Gin 


1 






5 










10 


15 


Ala Glu 


Gly 


Lys 


Lys 


He 


Thr 


Asp 


Leu 


Arg 


Val He Asp Leu Lys Ser 






20 










25 




30 


Glu Leu 


Lys 


Arg 


Arg 


Asn 


Leu 


Asp 


He 


Thr 


Gly Val Lys Thr Val Leu 




35 










40 






45 


He Ser 


Arg 


Leu 


Lys 


Gin 


Ala 


He 


Glu 


Glu 


Glu Gly Gly Asp Pro Asp 


50 










55 








60 


Asn He 


Glu 


Leu 


Thr 


Val 


Ser 


Thr 


Asp 


Thr 


Pro Asn Lys Lys Pro Thr 


65 








70 










75 80 


Lys Gly 


Lys 


Gly 


Lys 


Lys 


His 


Glu 


Ala 


Asp 


Glu Leu Ser Gly Asp Ala 








85 










90 


95 


Ser Val 


Glu 


Asp 


Asp 


Ala 


Phe 


lie 


Lys 


Asp 


Cys Glu Leu Glu Asn Gin 






100 










105 




110 


Glu Ala 


His 


Glu 


Gin 


Asp 


Gly 


Asn 


Asp 


Glu 


Leu Lys Asp Ser Glu Glu 




115 










120 






125 


Phe Gly 


Glu 


Asn 


Glu 


Glu 


Glu 


Asn 


Val 


His 


Ser Lys Glu Leu Leu Ser 


130 










135 








140 



WO 01/29221 



PCT/US00/29052 



311 



Ala Glu Glu Asn Lys Arg Ala His Glu Leu He Glu Ala Glu Gly He 
145 150 155 160 

Glu Asp He Glu Lys Glu Asp He Glu Ser Gin Glu He Glu Ala Gin 

165 170 175 

Glu Gly Glu Asp Asp Thr Phe Leu Thr Ala Gin Asp Gly Glu Glu Glu 

180 185 190 

Glu Asn Glu Lys Asp He Ala Gly Ser Gly Asp Gly Thr Gin Glu Val 

195 200 205 

Ser Lys Pro Leu Pro Ser Glu Gly Ser Leu Ala Glu Ala Asp His Thr 

210 215 220 

Ala His Glu Glu Met Glu Ala His Thr Thr Val Lys Glu Ala Glu Asp 
225 230 235 240 

Asp Asn He Ser Val Thr He Gin Ala Glu Asp Ala He Thr Leu Asp 

245 250 255 

Phe Asp Gly Asp Asp Leu Leu Glu Thr Gly Lys Asn Val Lys He Thr 

260 265 270 

Asp Ser Glu Ala Ser Lys Pro Lys Asp Gly Gin Asp Ala He Ala Gin 

275 280 285 

Ser Pro Glu Lys Glu Ser Lys Asp Tyr Glu Met Asn Ala Asn His Lys 

290 295 300 

Asp Gly Lys Lys Glu Asp Cys Val Lys Gly Asp Pro Val Glu Lys Glu 
305 310 315 320 

Ala Arg Glu Ser Ser Lys Lys Ala Glu Ser Gly Asp Lys Glu Lys Asp 

325 330 335 

Thr Leu Lys Lys Gly Pro Ser Ser Thr Gly Ala Ser Gly Gin Ala Lys 

340 345 350 

Ser Ser Ser Lys Glu Ser Lys Asp Ser Lys Thr Ser Ser Lys Asp Asp 

355 360 365 

Lys Gly Ser Thr Ser Ser Thr Ser Gly Ser Ser Gly Ser Ser Thr Lys 

370 375 380 

Asn He Trp Val Ser Gly Leu Ser Ser Asn Thr Lys Ala Ala Asp Leu 
385 390 395 400 

Lys Asn Leu Phe Gly Lys Tyr Gly Lys Val Leu Ser Ala Lys Val Val 

405 410 415 

Thr Asn Ala Arg Ser Pro Gly Ala Lys Cys Tyr Gly He Val Thr Met 

420 425 430 

Ser Ser Ser Thr Glu Val Ser Arg Cys He Ala His Leu His Arg Thr 

435 440 445 

Glu Leu His Gly Gin Leu He Ser Val Glu Lys Val Lys Gly Asp Pro 

450 455 460 

Ser Lys Lys Glu Met Lys Lys Glu Asn Asp Glu Lys Ser Ser Ser Arg 
465 470 475 480 

Ser Ser Gly Asp Lys Lys Asn Thr Ser Asp Arg Ser Ser Lys Thr Gin 

485 490 495 
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Ala Ser Val Lys Lys Glu 
500 

Lys Glu Ser Lys Asp Thr Lys Lys 
515 520 
Asp Asn Gly Ala Ser Gly Gin Thr 

530 535 
Glu Lys Lys Arg He Ser Ser Lys 
545 550 
Asp Gin Thr Lys Gly Asp His Cys 

565 

Glu Lys He His Gly Arg Ser Lys 
580 

Lys Lys Arg Asp Lys Asp Tyr Arg 
595 600 
Lys Met Lys Glu Gin Arg Leu Arg 

610 615 
Leu Arg Arg Ala Met Glu Leu Arg 
625 630 
Glu Arg Arg Glu Arg Glu Arg He 

645 

Arg Glu Arg Leu Gin Arg Glu Arg 
660 

Lys Leu Glu Arg Glu Arg Met Glu 
675 680 
He Arg He Glu Gin Glu Arg Arg 

690 695 
Glu Arg Glu Glu Leu Arg Arg Gin 
705 710 
Glu Lys Arg Asn Ser Leu Lys Arg 

725 

Asp Asp Pro Tyr Trp Ser Glu Asn 
740 

Ala Arg Phe Gly His Gly Ser Asp 
755 760 
Asn Asp Phe Asp His Arg Glu Arg 

770 775 
Val Gin Ser Ser Ser Phe Glu Arg 
785 790 
Glu Gly Lys Lys Ala Arg Pro Thr 

805 

Glu Arg Tyr Pro Lys Asn Phe Ser 
820 

Pro Pro Arg Asn Glu Leu Arg Glu 
835 840 



Glu Lys Arg Ser Ser Glu 
505 

He Glu Gly Lys 



Ser Glu Ser He 
540 

Ser Pro Gly His 
555 

Arg Pro Ser Arg 

' 570 
Glu Lys Glu Arg 
585 

Arg Lys Glu- He 

Glu His Leu Val 
620 

Arg Arg Arg Glu 
635 

Arg lie He Arg 
650 

Glu Arg Leu Glu 
665 

Arg Glu Arg Leu 

Lys Glu Ala Glu 
700 

Gin Gin Gin Leu 
715 

Pro Arg Asp Val 
730 

Lys Lys Leu Ser 
745 

Tyr Ser Arg Gin 

Gly Arg Phe Pro 
780 

Arg Asp Arg Phe 
795 

Ala Arg Arg Glu 
810 

Asp Ser Arg Arg 
825 

Ser Asp Arg Arg 



Lys Ser 
510 
Asp Glu 
525 

Lys Lys 

Met Val 

Arg Gly 

Ala Ser 
590 
Leu Pro 
605 

Arg Phe 

He Ala 

Glu Arg 

He Glu 
670 
Glu Arg 
685 

Arg He 

Arg Tyr 

Asp His 

Leu Asp 
750 
Gin Asn 
765 

Glu Ser 
Val Gly 
Asp Pro 



Glu Lys 

Lys Asn 

Ser Glu 

He Leu 
560 
Arg Tyr 
575 

Leu Asp 

Phe Glu 

Glu Arg 

Glu Arg 
640 
Glu Glu 
655 

Arg Gin 

Glu Arg 

Ala Arg 

Glu Gin 
720 
Arg Arg 
735 

Thr Asp 

Arg Phe 

Ser Ala 

Gin Ser 
800 
Ser Phe 
815 

Pro Pro 



Asn Glu 
830 

Glu Val Arg Gly 
845 



WO 01/29221 



PCT/USOO/29052 



313 



Glu 


Arq 


Asd Glu 


Ara 


Ara 


Thr 


Val He He His Asd Ara 


Pro Aen Tip 




850 








855 

U J J 


860 




Thr 

till 


His 


Pro Ara 


His 


Pro 


Ara 

mi y 


Glu Ala Glv Pro Asn Pro 


Spr Am Prn 

jci mi y n u 


865 








870 




87^ 

0/ J 


oou 


Thr 


Ser 


Tro Lvs 


Spr 


Glu 


Gly 


Ser Met Ser Thr A^n 1 ve 


Ara Glu Thr 

mi y u i u 1 i ll 








OOJ 






U-7U 


0^7J 


Ara 

mi y 


Val 

v a i 


Glu Ara 

vj i li mi y 


Pro 

r i \j 


Glu 


Ara 

Ml y 


Ser Glv Arn Glu Val Spr 
jci u i j mi y i u vol jci 


Glv Hi c Sor 
u \j nib jci 
















ai n 


Val 

V U 1 


Ara 

mi y 


Glv Ala 


Prn 


Pro 

r i \j 


Glv 


A^n Arn Spr Spr Ala Spr 

Moll Ml y JCl JCl Mlu JCl 


Glv Tvr Glv 
u ly iy i \j ly 






Q1^ 








Q?n a9£ 




Cop 


Arn 
Ml y 


Glu Glv 

U 1 U U Ijr 


Acn 


Am 
Ml y 


Glv 
a i y 


Tlo Thr Acn Arn CI \/ 
val lie Hli Mbp Mi y ulj 


biy biy oer 




cnn 










940 




Gin 

O 1 1 1 


Hie 


ijn ri u 


Gin 


Glu 


Am 
mi y 


His Val Val Glu Arg His 


Gly Arg Asp 


jhD 








you 




955 


960 


Thr 


Ser 


Gly Pro 


Arn 
Mr y 




Glu 


Trp His Gly Pro Pro Ser 


Gin Gly Pro 








965 






970 


975 


Ser 


Tyr 


His Asp 


Thr 


Arg 


Arg 


Met Gly Asp Gly Arg Ala 


Gly Ala Gly 






980 








985 


990 


Met 


He 


Thr Gin 


His 


Ser 


Ser 


Asn Ala Ser Pro He Asn 


Arg He Val 






995 








1000 1005 


Gin 


He 


Ser Gly 


Asn 


Ser 


Met 


Pro Arg Gly Ser Gly Ser Gly Phe Lys 




1010 






1015 1020 




Pro 


Phe Lys Gly 


Gly 


Pro 


Pro Arg Arg Phe 




1025 






1030 







<210> 217 
<211> 1428 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (1). . .(1428) 
<400> 217 

atg cct cac agg aag aaa aag ccc ttt ata gag aag aag aaa get gtg 48 
Met Pro His Arg Lys Lys Lys Pro Phe He Glu Lys Lys Lys Ala Val 
1 5 10 15 

tct ttt cac ttg gtc cac egg age caa cga gat cct tta gca gca gat 96 
Ser Phe His Leu Val His Arg Ser Gin Arg Asp Pro Leu Ala Ala Asp 
20 25 30 

gag agt gca ccc cag agg gtt eta ttg ccc aca caa aaa ata gac aat 144 



WO 01/29221 



PCT/US00/29052 



314 

Glu Ser Ala Pro Gin Arg Val Leu Leu Pro Thr Gin Lys He Asp Asn 
35 40 45 

gaa gaa agg cga gca gaa cag agg aag tat gga gtg ttc ttt gat gac 192 
Glu Glu Arg Arg Ala Glu Gin Arg Lys Tyr Gly Val Phe Phe Asp Asp 
50 55 60 

gac tat gac tac ctg cag cac ctg aag gaa cca tct ggg cct tea gag 240 
Asp Tyr Asp Tyr Leu Gin His Leu Lys Glu Pro Ser Gly Pro Ser Glu 
65 70 75 80 

ctt att ccc tea agt acc ttc agt gca cac aac agg aga gag gag aaa 288 
Leu He Pro Ser Ser Thr Phe Ser Ala His Asn Arg Arg Glu Glu Lys 

85 90 95 

gaa gaa acg eta gta att cca age act gga att aag ttg cct tea tea 336 
Glu Glu Thr Leu Val He Pro Ser Thr Gly He Lys Leu Pro Ser Ser 
100 105 110 

gtg ttt get tea gag ttt gag gaa gat gtt gga ttg tta aat aaa gca 384 
Val Phe Ala Ser Glu Phe Glu Glu Asp Val Gly Leu Leu Asn Lys Ala 
115 120 125 

get cca gtt tea gga cct cga ctg gat ttt gat cct gac att gtt gca 432 
Ala Pro Val Ser Gly Pro Arg Leu Asp Phe Asp Pro Asp He Val Ala 
130 135 140 

get ctt gat gat gat ttt gac ttt gat gat cca gat aat ctg ctt gag 480 
Ala Leu Asp Asp Asp Phe Asp Phe Asp Asp Pro Asp Asn Leu Leu Glu 
145 150 155 160 

gat gac ttt att ctt cag gee aat aag gca aca gga gag gaa gag gga 528 
Asp Asp Phe He Leu Gin Ala Asn Lys Ala Thr Gly Glu Glu Glu Gly 

165 170 175 

atg gat ata cag aaa tct gag aat gaa gat gac age gag tgg gaa gat 576 
Met Asp He Gin Lys Ser Glu Asn Glu Asp Asp Ser Glu Trp Glu Asp 
180 185 190 

gtg gat gat gag aag gga gat age aat gat gac tat gac tct gca ggc 624 
Val Asp Asp Glu Lys Gly Asp Ser Asn Asp Asp Tyr Asp Ser Ala Gly 
195 200 205 

eta ttg tea gat gaa gac tgt atg tct gtg ccc gga aaa act cac aga 672 
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Leu Leu Ser Asp Glu Asp Cys Met Ser Val Pro Gly Lys Thr His Arg 
210 215 220 

get ata gca gat cac ttg ttc tgg agt gag gaa aca aag agt cgc ttc 720 
Ala He Ala Asp His Leu Phe Trp Ser Glu Glu Thr Lys Ser Arg Phe 
225 230 235 240 

acg gag tat teg atg act tec tea gtc atg agg aga aat gaa cag ctg 768 
Thr Glu Tyr Ser Met Thr Ser Ser Val Met Arg Arg Asn Glu Gin Leu 

245 250 255 

acc eta cat gat gag agg ttt gag aag ttt tat gag caa tat gat gat 816 
Thr Leu His Asp Glu Arg Phe Glu Lys Phe Tyr Glu Gin Tyr Asp Asp 
260 265 270 

gat gaa att gga get ctg gat aat gca gaa ttg gaa ggt tct att caa 864 
Asp Glu He Gly Ala Leu Asp Asn Ala Glu Leu Glu Gly Ser lie Gin 
275 280 285 

gtg gac age aat cgc tta cag gaa gtt ttg aat gac tac tat aaa gag 912 
Val Asp Ser Asn Arg Leu Gin Glu Val Leu Asn Asp Tyr Tyr Lys Glu 
290 295 300 

aag gca gag aat tgt gta aaa ttg aat acc ctt gaa ccc ttg gag gat 960 
Lys Ala Glu Asn Cys Val Lys Leu Asn Thr Leu Glu Pro Leu Glu Asp 
305 310 315 320 

caa gac ctg cca atg aat gag ctt gat gag tct gag gag gaa gaa atg 1008 
Gin Asp Leu Pro Met Asn Glu Leu Asp Glu Ser Glu Glu Glu Glu Met 

325 330 335 

att act gta gtc ctt gaa gaa gee aaa gag aag tgg gat tgt gaa tct 1056 
He Thr Val Val Leu Glu Glu Ala Lys Glu Lys Trp Asp Cys Glu Ser 
340 345 350 

att tgt agt aca tac tea aat tta tat aac cat cca cag ctt ate aag 1104 
He Cys Ser Thr Tyr Ser Asn Leu Tyr Asn His Pro Gin Leu lie Lys 
355 360 365 

tat caa cca aag ccc aaa caa att cga ata tct tct aaa aca gga ata 1152 
Tyr Gin Pro Lys Pro Lys Gin He Arg He Ser Ser Lys Thr Gly He 
370 375 380 

cct etc aat gtc tta cca aag aaa gga etc aca gca aag caa act gaa 1200 
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Pro Leu Asn Val Leu Pro Lys Lys Gly Leu Thr Ala Lys Gin Thr Glu 
.385 390 395 400 

aga ata cag atg att aat ggc agt gat ctt cct aaa gta tea act cag 1248 
Arg He Gin Met He Asn Gly Ser Asp Leu Pro Lys Val Ser Thr Gin 

405 410 415 

cca cgt tct aaa aat gaa age aaa gaa gat aaa aga gca aga aag caa 1296 
Pro Arg Ser Lys Asn Glu Ser Lys Glu Asp Lys Arg Ala Arg Lys Gin 
420 425 430 

get ata aaa gaa gag cgc aag gaa cga aga gtg gag aag aaa get aac 1344 
Ala He Lys Glu Glu Arg Lys Glu Arg Arg Val Glu Lys Lys Ala Asn 
435 440 445 

aaa tta gca ttt aaa ctg gag aaa aga agg caa gaa aaa gag ctg ctg 1392 
Lys Leu Ala Phe Lys Leu Glu Lys Arg Arg Gin Glu Lys Glu Leu Leu 
450 455 460 

aac ttg aag aag aat gtt gag ggt eta aag eta tag 1428 
Asn Leu Lys Lys Asn Val Glu Gly Leu Lys Leu * 
465 470 475 



<210> 


218 










<211> 


475 










<212> 


PRT 










<213> 


Homo sapiens 




<400> 


218 










Met Pro His 


Arg 


Lys 


Lys 


Lys 


Pro Phe He Glu Lys Lys Lys Ala Val 


1 




5 






10 15 


Ser Phe His 


Leu 


Val 


His 


Arg 


Ser Gin Arg Asp Pro Leu Ala Ala Asp 




20 








25 30 


Glu Ser Ala 


Pro 


Gin 


Arg 


Val 


Leu Leu Pro Thr Gin Lys He Asp Asn 


35 










40 45 


Glu Glu Arg 


Arg 


Ala 


Glu 


Gin 


Arg Lys Tyr Gly Val Phe Phe Asp Asp 


50 








55 


60 


Asp Tyr Asp 


Tyr 


Leu 


Gin 


His 


Leu Lys Glu Pro Ser Gly Pro Ser Glu 


65 






70 




75 80 


Leu He Pro 


Ser 


Ser 


Thr 


Phe 


Ser Ala His Asn Arg Arg Glu Glu Lys 






85 






90 95 


Glu Glu Thr 


Leu 


Val 


He 


Pro 


Ser Thr Gly He Lys Leu Pro Ser Ser 




100 








105 110 
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Val Phe Ala Ser Glu Phe Glu Glu Asp Val Gly Leu Leu Asn Lys Ala 

115 120 125 

Ala Pro Val Ser Gly Pro Arg Leu Asp Phe Asp Pro Asp He Val Ala 

130 135 140 

Ala Leu Asp Asp Asp Phe Asp Phe Asp Asp Pro Asp Asn Leu Leu Glu 
145 150 155 160 

Asp Asp Phe He Leu Gin Ala Asn Lys Ala Thr Gly Glu Glu Glu Gly 

165 170 175 

Met Asp He Gin Lys Ser Glu Asn Glu Asp Asp Ser Glu Trp Glu Asp 

180 185 190 

Val Asp Asp Glu Lys Gly Asp Ser Asn Asp Asp Tyr Asp Ser Ala Gly 

195 200 205 

Leu Leu Ser Asp Glu Asp Cys Met Ser Val Pro Gly Lys Thr His Arg 

210 215 220 

Ala He Ala Asp His Leu Phe Trp Ser Glu Glu Thr Lys Ser Arg Phe 
225 230 235 240 

Thr Glu Tyr Ser Met Thr Ser Ser Val Met Arg Arg Asn Glu Gin Leu 

245 250 255 

Thr Leu His Asp Glu Arg Phe Glu Lys Phe Tyr Glu Gin Tyr Asp Asp 

260 265 270 

Asp Glu He Gly Ala Leu Asp Asn Ala Glu Leu Glu Gly Ser He Gin 

275 280 285 

Val Asp Ser Asn Arg Leu Gin Glu Val Leu Asn Asp Tyr Tyr Lys Glu 

290 295 300 

Lys Ala Glu Asn Cys Val Lys Leu Asn Thr Leu Glu Pro Leu Glu Asp 
305 310 315 320 

Gin Asp Leu Pro Met Asn Glu Leu Asp Glu Ser Glu Glu Glu Glu Met 

325 330 335 

He Thr Val Val Leu Glu Glu Ala Lys Glu Lys Trp Asp Cys Glu Ser 

340 345 350 

He Cys Ser Thr Tyr Ser Asn Leu Tyr Asn His Pro Gin Leu He Lys 

355 360 365 

Tyr Gin Pro Lys Pro Lys Gin He Arg He Ser Ser Lys Thr Gly He 

370 375 380 

Pro Leu Asn Val Leu Pro Lys Lys Gly Leu Thr Ala Lys Gin Thr Glu 
385 390 395 400 

Arg He Gin Met He Asn Gly Ser Asp Leu Pro Lys Val Ser Thr Gin 

405 410 415 

Pro Arg Ser Lys Asn Glu Ser Lys Glu Asp Lys Arg Ala Arg Lys Gin 

420 • 425 430 

Ala He Lys Glu Glu Arg Lys Glu Arg Arg Val Glu Lys Lys Ala Asn 

435 440 445 

Lys Leu Ala Phe Lys Leu Glu Lys Arg Arg Gin Glu Lys Glu Leu Leu 
450 455 460 
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Asn Leu Lys Lys Asn Val Glu Gly Leu Lys Leu 
465 470 475 

<210> 219 
<211> 300 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(300) 

<400> 219 

atg gcg ttc tec gec tgc ttt ggc ggc ate ate ttc aac ate etc gtg 48 

Met Ala Phe Ser Ala Cys Phe Gly Gly lie He Phe Asn He Leu Val 
1 5 10 15 

ggt gtg ggg ctg ggc tgc ctg etc cag ate tec cga age cac aca gaa 96 
Gly Val Gly Leu Gly Cys Leu Leu Gin He Ser Arg Ser His Thr Glu 
20 25 30 

gtg aag ctg gag cca gac gga ctg ctg gtg tgg gtc ctg gca ggc gee 144 
Val Lys Leu Glu Pro Asp Gly Leu Leu Val Trp Val Leu Ala Gly Ala 
35 40 45 

> 

ctg ggg etc age etc gtc ttc tec ctg gtc tea gtc cca ttg cag tgc 192 

Leu Gly Leu Ser Leu Val Phe Ser Leu Val Ser Val Pro Leu Gin Cys 
50 55 60 

ttc cag etc age aga gtc tat ggc ttc tgc ctg etc etc ttc tac ctg 240 
Phe Gin Leu Ser Arg Val Tyr Gly Phe Cys Leu Leu Leu Phe Tyr Leu 
65 70 75- . 80 

aac ttc ctt gtc gtg gee etc etc act gaa ttt gga gtg att cac ctg 288 
Asn Phe Leu Val Val Ala Leu Leu Thr Glu Phe Gly Val He His Leu 

85 90 95 

aaa age atg tga 300 
Lys Ser Met * 



<210> 220 
<211> 99 
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<212> PRT 

<213> Homo sapiens 
<400> 220 

Met Ala Phe Ser Ala Cys Phe Gly Gly lie He Phe Asn lie Leu Val 
1-5 10 15 

Gly Val Gly Leu Gly Cys Leu Leu Gin He Ser Arg Ser His Thr Glu 

20 25 30 

Val Lys Leu Glu Pro Asp Gly Leu Leu Val Trp Val Leu Ala Gly Ala 

35 40 45 

Leu Gly Leu Ser Leu Val Phe Ser Leu Val Ser Val Pro Leu Gin Cys 

50 55 60 

Phe Gin Leu Ser Arg Val Tyr Gly Phe Cys Leu Leu Leu Phe Tyr Leu 
65 70 75 " 80 

Asn Phe Leu Val Val Ala Leu Leu Thr Glu Phe Gly Val He His Leu 
85 90 95 

Lys Ser Met 



<210> 221 
<211> 1113 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (1) . . . (1113) 
<400> 221 

atg agt gcc tct gcg gcc acc ggg gtc ttc gtg ctg tec etc teg gee 48 
Met Ser Ala Ser Ala Ala Thr Gly Val Phe Val Leu Ser Leu Ser Ala 
15 10 15 

ate ccg gtc acc tat gtc ttc aac cac ctg gcg gcc cag cat gat tec 96 
He Pro Val Thr Tyr Val Phe Asn His Leu Ala Ala Gin His Asp Ser 
20 25 30 

tgg act att gta ggg gtt get gcc etc ate ctg ttc ctg gta gca ctg 144 
Trp Thr He Val Gly Val Ala Ala Leu He Leu Phe Leu Val Ala Leu 
35 40 45 

ctg get cgt gtc etc gtc aaa aga aaa cca ccc egg gac cca ctg ttc 192 
Leu Ala Arg Val Leu Val Lys Arg Lys Pro Pro Arg Asp Pro Leu Phe 
50 55 60 
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tat gtg tat gca gtt ttt gga ttt acc age gtg gtg aac etc ate ata 
Tyr Val Tyr Ala Val Phe Gly Phe Thr Ser Val Val Asn Leu He He 
65 70 75 80 



240 



gga ctg gag caa gat gga ate att gac ggg ttc atg aca cac tac ttg 
Gly Leu Glu Gin Asp Gly He He Asp Gly Phe Met Thr His Tyr Leu 

85 90 95 



288 



aga gag ggt gaa ccg tat ctg aac acc gca tat ggg cac atg ate tgc 
Arg Glu Gly Glu Pro Tyr Leu Asn Thr Ala Tyr Gly His Met He Cys 
100 . 105 110 



336 



tac tgg gat ggc tct get cat tat ctg atg tac ctg gtg atg gtg gca 
Tyr Trp Asp Gly Ser Ala His Tyr Leu Met Tyr Leu Val Met Val Ala 
115 120 125 



384 



gee ata gca tgg gag gaa act tat aga acc att ggc eta tat tgg gtt 432 
Ala He Ala Trp Glu Glu Thr Tyr Arg Thr He Gly Leu Tyr Trp Val 
130 135 140 

gga tct att att atg agt gtt gtt gtt ttt gtg cca gga aac att gta 480 
Gly Ser He He Met Ser Val Val Val Phe Val Pro Gly Asn He Val 
145 150 155 160 



ggg aag tat gga aca cga att tgc cct get ttt ttc tta age ata cca 
Gly Lys Tyr Gly Thr Arg He Cys Pro Ala Phe Phe Leu Ser He Pro 
165 170 175 



528 



tat act tgt ctt cct gtc tgg get ggt ttc aga ate tat aat cag cca 
Tyr Thr Cys Leu Pro Val Trp Ala Gly Phe Arg He Tyr Asn Gin Pro 
180 185 190 



576 



tea gaa aat tat aat tac ccc tea aag gtt att caa gaa gee caa gcg 624 
Ser Glu Asn Tyr Asn Tyr Pro Ser Lys Val He Gin Glu Ala Gin Ala 
195 200 205 

aaa gac ctg ctg aga aga cca ttt gat tta atg ttg gtt gtg tgt etc 672 
Lys Asp Leu Leu Arg Arg Pro Phe Asp Leu Met Leu Val Val Cys Leu 
210 215 220 



etc ctg gca act gga ttt tgc ctg ttc aga ggt ttg att get ttg gat 
Leu Leu Ala Thr Gly Phe Cys Leu Phe Arg Gly Leu He Ala Leu Asp 
225 230 235 240 



720 
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tgc cca tct gag etc tgc cga tta tat acg caa ttt caa gag ccc tat 
Cys Pro Ser Glu Leu Cys Arg Leu Tyr Thr Gin Phe Gin Glu Pro Tyr 
245 250 255 



768 



eta aag gat cct get get tat cct aaa. att cag atg ctg gca tat atg 
Leu Lys Asp Pro Ala Ala Tyr Pro Lys lie Gin Met Leu Ala Tyr Met 
260 265 270 



816 



ttc tat tct gtt cct tac ttt gtg act gca ctg tat ggc tta gtg gtt 
Phe Tyr Ser Val Pro Tyr Phe Val Thr Ala Leu Tyr Gly Leu Val Val 
275 280 285 



864 



cct gga tgt tec tgg atg cct gac ate aca ttg ata cat get gga ggt 
Pro Gly Cys Ser Trp Met Pro Asp He Thr Leu He His Ala Gly Gly 
290 295 300 



912 



ctg get cag get cag ttt tct cac att ggt gca tct ctt cat get aga 
Leu Ala Gin Ala Gin Phe Ser His He Gly Ala Ser Leu His Ala Arg 
305 310 315 320 



960 



act get tat gtc tac aga gtc cct gaa gaa gca aaa ate ctt ttt tta 
Thr Ala Tyr Val Tyr Arg Val Pro Glu Glu Ala Lys He Leu Phe Leu 
325 330 335 



1008 



gca tta aac ata gca tat gga gtt ctt cct cag etc ttg gee tat cgt 
Ala Leu Asn He Ala Tyr Gly Val Leu Pro Gin Leu Leu Ala Tyr Arg 
340 345 350 



1056 



tgt ate tac aaa cca gag ttc ttc ata aaa aca aag gca gaa gaa aaa 
Cys He Tyr Lys Pro Glu Phe Phe He Lys Thr Lys Ala Glu Glu Lys 
355 360 365 



1104 



gtg gaa taa 
Val Glu * 
370 



1113 



<210> 222 
<211> 370 
<212> PRT 
<213> Homo sapiens 



<400> 222 
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Met Ser Ala Ser Ala 
1 5 
He Pro Val Thr Tyr 
20 

Trp Thr He Val Gly 
35 

Leu Ala Arg Val Leu 
50 

Tyr Val Tyr Ala Val 
65 

Gly Leu Glu Gin Asp 
85 

Arg Glu Gly Glu Pro 
100 

Tyr Trp Asp Gly Ser 
115 

Ala He Ala Trp Glu 
130 

Gly Ser He He Met 
145 

Gly Lys Tyr Gly Thr 
165 

Tyr Thr Cys Leu Pro 
180 

Ser Glu Asn Tyr Asn 
195 

Lys Asp Leu Leu Arg 
210 

Leu Leu Ala Thr Gly 
225 

Cys Pro Ser Glu Leu 
245 

Leu Lys Asp Pro Ala 
260 

Phe Tyr Ser Val Pro 
275 

Pro Gly Cys Ser Trp 
290 

Leu Ala Gin Ala Gin 
305 

Thr Ala Tyr Val Tyr 
325 

Ala Leu Asn He Ala 
340 



Ala Thr Gly Val Phe Val Leu Ser 

10 

Val Phe Asn His Leu Ala Ala Gin 
25 

Val Ala Ala Leu He Leu Phe Leu 
40 45 
Val Lys Arg Lys Pro Pro Arg Asp 

55 60 
Phe Gly Phe Thr Ser Val Val Asn 
70 75 
Gly He He Asp Gly Phe Met Thr 

90 

Tyr Leu Asn Thr Ala Tyr Gly His 
105 

Ala His Tyr Leu Met Tyr 
120 

Glu Thr Tyr Arg Thr He 
135 

Ser Val Val Val Phe Val 
150 155 
Arg He Cys Pro Ala Phe Phe Leu 

170 

Val Trp Ala Gly Phe Arg lie Tyr 
185 

Tyr Pro Ser Lys Val .He Gin Glu 
200 205 
Arg Pro Phe Asp Leu Met Leu Val 

215 220 
Phe Cys Leu Phe Arg Gly Leu He 
230 235 
Cys Arg Leu Tyr Thr Gin Phe Gin 

250 

Ala Tyr Pro Lys He Gin Met Leu 
265 

Tyr Phe Val Thr Ala Leu 
280 

Met Pro Asp He Thr Leu 
295 

Phe Ser His He Gly Ala 
310 315 
Arg Val Pro Glu Glu Ala Lys He 

330 

Tyr Gly Val Leu Pro Gin Leu Leu 
345 



Leu Ser Ala 
15 

His Asp Ser 
30 

Val Ala Leu 

Pro Leu Phe 

Leu He He 
80 

His Tyr Leu 
95 

Met He Cys 
110 

Leu Val Met Val Ala 
125 

Gly Leu Tyr Trp Val 
140 

Pro Gly Asn He Val 

160 

Ser lie Pro 

175 
Asn Gin Pro 
190 

Ala Gin Ala 

Val Cys Leu 

Ala Leu Asp 
240 

Glu Pro Tyr 

255 
Ala Tyr Met 
270 

Tyr Gly Leu Val Val 
285 

He His Ala Gly Gly 
300 

Ser Leu 



His Ala Arg 
320 

Leu Phe Leu 

335 
Ala Tyr Arg 
350 
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Cys He Tyr Lys Pro G]u Phe Phe He Lys Thr Lys Ala Glu Glu Lys 
355 360 365 

Val Glu 
370 

<210> 223 
<211> 357 
<212> DNA 
<213> Homo sapiens 



<220> 
<221> CDS 
<222> (1). 



(357) 



<400> 223 

atg gag cgt etc ggt gtg ctg tgg acg ctg ctg gtg tec cgc tgg ttc 

Met Glu Arg Leu Gly Val Leu Trp Thr Leu Leu Val Ser Arg Trp Phe 
1 5 10 15 

ate tgc ctg ttt gtg gac ate ttg ccc gtg gag aca gtg ctt egg ate 
He Cys Leu Phe Val Asp He Leu Pro Val Glu Thr Val Leu Arg He 
20 25 30 



48 



96 



tgg gac tgt ttg ttt aac gaa ggc teg aag att ate ttc egg gtg gee 
Trp Asp Cys Leu Phe Asn Glu Gly Ser Lys He lie Phe Arg Val Ala 
35 40 45 



144 



ctg ace tta att aag cag cac cag gag ttg att ttg gaa gee ace age 
Leu Thr Leu He Lys Gin His Gin Glu Leu He Leu Glu Ala Thr Ser 
50 55 60 



192 



gtt cca gac att tgc gat aag ttt aag cag ata acc aaa ggg agt ttc 240 

Val Pro Asp He Cys Asp Lys Phe Lys Gin He Thr Lys Gly Ser Phe 
65 70 75 80 

gtg atg gag tgt cac acg ttt atg cag aaa ata ttt tea gaa cct gga 288 

Val Met Glu Cys His Thr Phe Met Gin Lys He Phe Ser Glu Pro Gly 

85 90 95 



age tta tec atg gec acc gtc gee aag etc cgc gag age tgc agg gee 
Ser Leu Ser Met Ala Thr Val Ala Lys Leu Arg Glu Ser Cys Arg Ala 
100 105 110 



336 



egg ctg ctg gca cag ggg tga 



357 
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Arg Leu Leu Ala Gin 61 y 
115 



<210> 224 
<211> 118 
<212> PRT 

<213> Homo sapiens 



<400> 224 








Met Glu 


Arg Leu 


Gly 


Val 


Leu Trp Thr Leu Leu Val Ser Arg Trp Phe 


1 




5 




10 15 


He Cys 


Leu Phe 


Val 


Asp 


He Leu Pro Val Glu Thr Val Leu Arg lie 




20 






25 30 


Trp Asp 


Cys Leu 


Phe 


Asn 


Glu Gly Ser Lys He He Phe Arg Val Ala 




35 






40 45 


Leu Thr 


Leu He 


Lys 


Gin 


His Gin Glu Leu He Leu Glu Ala Thr Ser 


50 








55 60 


Val Pro 


Asp He 


Cys 


Asp 


Lys Phe Lys Gin He Thr Lys Gly Ser Phe 


65 






70 


75 80 


Val Met 


Glu Cys 


His 


Thr 


Phe Met Gin Lys He Phe Ser Glu Pro Gly 






85 




90 95 


Ser Leu 


Ser Met 


Ala 


Thr 


Val Ala Lys Leu Arg Glu Ser Cys Arg Ala 




100 






105 110 


Arg Leu 


Leu Ala 


Gin 


Gly 






115 









<210> 225 
<211> 1764 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (1) . . . (1764) 
<400> 225 

atg agg ccg cga ggt etc ccg ccg etc ctg gtg gtg etc ctg ggc tgc 48 
Met Arg Pro Arg Gly Leu Pro Pro Leu Leu Val Val Leu Leu Gly Cys 
15 10 15 



tgg gec tec gtg age gec cag acc gat gec acc ccg gcg gtg acg aca 96 
Trp Ala Ser Val Ser Ala Gin Thr Asp Ala Thr Pro Ala Val Thr Thr 
20 25 30 
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gag ggc etc aac tec acc gag gca gec ctg gec acc ttc gga act ttc 144 
Glu Gly Leu Asn Ser Thr-Glu Ala Ala Leu Ala Thr Phe Gly Thr Phe 
35 40 45 

ccg teg acc agg ccc ccc ggg act ccc agg get cca ggg ccc tec tec 192 
Pro Ser Thr Arg Pro Pro Gly Thr Pro Arg Ala Pro Gly Pro Ser Ser 
50 55 60 

ggc ccc agg cct acc cca gtc acg gac gtt get gtt etc tgt gtc tgt 240 
Gly Pro Arg Pro Thr Pro Val Thr Asp Val Ala Val Leu Cys Val Cys 
65 70 75 80 

gac tta tec cca gca cag tgt gac ate aac tgc tgc tgt gat ccc gac 288 
Asp Leu Ser Pro Ala Gin Cys Asp He Asn Cys Cys Cys Asp Pro Asp 

85 90 95 

tgc age tec gtg gat ttc agt gtc ttt tct gee tgc tea gtt cca gtt 336 
Cys Ser Ser Val Asp Phe Ser Val Phe Ser Ala Cys Ser Val Pro Val 
100 105 110 

gtc acg ggc gac age cag ttt tgt agt caa aaa gca gtc ate tat tea 384 
Val Thr Gly Asp Ser Gin Phe Cys Ser Gin Lys Ala Val He Tyr Ser 
115 120 125 

ttg aat ttt aca gca aac cca cct caa aga gta ttt gaa ctt gtt gac 432 
Leu Asn Phe Thr Ala Asn Pro Pro Gin Arg Val Phe Glu Leu Val Asp 
130 135 140 

cag att aat cca tct att ttc tgc att cat att aca aac tat aaa cct 480 
Gin He Asn Pro Ser He Phe Cys He His He Thr Asn Tyr Lys Pro 
145 150 155 160 

gca tta tec ttt att aat cca gaa gta cct gat gaa aac aat ttt gat 528 
Ala Leu Ser Phe He Asn Pro Glu Val Pro Asp Glu Asn Asn Phe Asp 

165 170 175 

aca ttg atg aaa aca tct gat ggt ttt aca ttg aat get gaa tea tat 576 
Thr Leu Met Lys Thr Ser Asp Gly Phe Thr Leu Asn Ala Glu Ser Tyr 
180 185 190 

gtt tec ttc aca acc aaa ctg gat att cct act get get aaa tat gag 624 
Val Ser Phe Thr Thr Lys Leu Asp lie Pro Thr Ala Ala Lys Tyr Glu 
195 200 205 
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tat ggg gtt cct ctg cag act tea gat teg ttt ctg aga ttt cct teg 672 
Tyr Gly Val Pro Leu Gin Thr Ser Asp Ser Phe Leu Arg Phe Pro Ser 
210 215 220 

tec ctg aca tea tct ctg tgc act gat aat aac cct gca gcg ttt ctg 720 
Ser Leu Thr Ser Ser Leu Cys Thr Asp Asn Asn Pro Ala Ala Phe Leu 
225 230 235 240 

gtg aac cag get gtt aag tgc ace aga aaa ata aat tta gaa cag tgt 768 
Val Asn Gin Ala Val Lys Cys Thr Arg Lys He Asn Leu Glu Gin Cys 

245 250 255 

gaa gaa att gaa gee etc age atg get ttt tac age age ccg gaa att 816 
Glu Glu He Glu Ala Leu Ser Met Ala Phe Tyr Ser Ser Pro Glu He 
260 255 270 

ctg agg gta cct gat tea aga aaa aag gtc cct ate act gtt cag tec 864 
Leu Arg Val Pro Asp Ser Arg Lys Lys Val Pro He Thr Val Gin Ser 
275 280 285 

ate gtc att cag tct eta aat aaa acg etc ace cga egg gag gac act 912 
He Val He Gin Ser Leu Asn Lys Thr Leu Thr Arg Arg Glu Asp Thr 
290 295 300 

gat gtg ctg cag ccg act etc gtc aac get gga cac ttt age ctt tgc 960 
Asp Val Leu Gin Pro Thr Leu Val Asn Ala Gly His Phe Ser Leu Cys 
305 310 315 320 

gtg aat gtt gtt ctt gag gta aag tac age etc aca tac aca gat gca 1008 
Val Asn Val Val Leu Glu Val Lys Tyr Ser Leu Thr Tyr Thr Asp Ala 

325 330 335 

ggt gaa gtc ace aaa get gat etc tea ttc gtt ctg ggg aca gtt age 1056 
Gly Glu Val Thr Lys Ala Asp Leu Ser Phe Val Leu Gly Thr Val Ser 
340 345 350 

age gta gtg gtc cca ctg cag caa aag ttt gaa att cat ttt ctt cag 1104 
Ser Val Val Val Pro Leu Gin Gin Lys Phe Glu He His Phe Leu Gin 
' 355 360 365 

gaa aat ace cag cca gtc cct etc agt gga aac cct ggt tat gtc gtg 1152 
Glu Asn Thr Gin Pro Val Pro Leu Ser Gly Asn Pro Gly Tyr Val Val 
370 375 380 
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ggg etc cca tta get get gga ttc cag cct cat aag ggg tct ggg att 1200 
Gly Leu Pro Leu Ala Ala Gly Phe Gin Pro His Lys Gly Ser Gly He 
385 390 395 400 

att cag acc aca aat aga tat gga cag ctt act att ctt cat age aca 1248 
He Gin Thr Thr Asn Arg Tyr Gly Gin Leu Thr He Leu His Ser Thr 
405 410 415 

act gag caa gac tgc tta gca ctg gag ggg gtc egg acc cca gta tta 1296 
Thr Glu Gin Asp Cys Leu Ala Leu Glu Gly Val Arg Thr Pro Val Leu 
420 425 430 

ttt ggt tac act atg caa tct ggc tgt aaa eta aga ctg act gga get 1344 
Phe Gly Tyr Thr Met Gin Ser Gly Cys Lys Leu Arg Leu Thr Gly Ala 
435 440 445 

etc ccg tgt cag etc gta gca cag aag gtg aag age ctg ctg tgg ggc 1392 
Leu Pro Cys Gin Leu Val Ala Gin Lys Val Lys Ser Leu Leu Trp Gly 
450 455 460 

cag ggc ttc cca gat tac gtg gee cct ttt gga aat tec cag. gee cag 1440 
Gin Gly Phe Pro Asp Tyr Val Ala Pro Phe Gly Asn Ser Gin Ala Gin 
465 470 475 480 

gac atg ctg gac tgg gtg ccc ate cac ttc ate acc cag tea ttc aac 1488 
Asp Met Leu Asp Trp Val Pro He His Phe He Thr Gin Ser Phe Asn 

485 490 495 

agg aag gat tec tgc cag etc cca ggg get ttg gtt ata gaa gtg aag 1536 
Arg Lys Asp Ser Cys Gin Leu Pro Gly Ala Leu Val He Glu Val Lys 
500 505 510 

tgg act aaa tac gga tec ctg ctg aat cca cag gee aaa ata gtc aat 1584 
Trp Thr Lys Tyr Gly Ser Leu Leu Asn Pro Gin Ala Lys He Val Asn 
515 520 525 

gta act gca aat eta att tea tec tec ttt cct gag gee aac tea gga 1632 
Val Thr Ala Asn Leu He Ser Ser Ser Phe Pro Glu Ala Asn Ser Gly 
530 535 540 

aat gaa agg acg att ctt att tec act gcg gtt act ttt gtg gat gtg 1680 
Asn Glu Arg Thr He Leu He Ser Thr Ala Val Thr Phe Val Asp Val 
545 550 555 560 
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tct gca cct gca gag gca ggc ttc aga get cca cca gec ate aat gec 1728 

Ser Ala Pro Ala Glu Ala Gly Phe Arg Ala Pro Pro Ala He Asn Ala 
565 570 575 

agg ctg ccc ttt aac ttc ttc ttc ccg ttt gtt tga 1764 

Arg Leu Pro Phe Asn Phe Phe Phe Pro Phe Val * 
580 585 



<210> 226 
<211> 587 
<212> PRT 
<213> Homo sapiens 



<400> 226 



net Arg 


pro Arg 


biy Leu 


Pro Pro Leu Leu Val Val Leu 


Leu Gly Lys 


1 




r 
D 




10 


15 


Trp Ala 


ber val 


Ser Ala 


Gin Thr Asp Ala Thr Pro Ala 


TU« TU« 

Val Thr Thr 




20 




25 




A A 

30 


Glu Gly 


Leu Asn 


Ser Thr 


Glu Ala Ala. Leu Ala Thr Phe 


Gly Thr Phe 




35 




40 


45 




Pro Ser 


Thr Arg 


Pro Pro 


Gly Thr Pro 


Arg Ala Pro Gly 


Pro Ser Ser 


50 






55 


60 




Gly Pro 


Arg Pro 


Thr Pro 


Val Thr Asp 


Val Ala Val Leu 


Cys Val Cys 


65 




70 




75 


80 


Asp Leu 


Ser Pro 


Ala Gin 


Cys Asp He 


Asn Cys Cys Cys 


Asp Pro Asp 






85 




90 


95 


Cys Ser 


Ser Val 


Asp Phe 


Ser Val Phe 


Ser Ala Cys Ser 


Val Pro Val 




100 




105 




110 


Val Thr 


Gly Asp 


Ser Gin 


Phe Cys Ser 


Gin Lys Ala Val 


He Tyr Ser 




115 




120 


125 




Leu Asn 


Phe Thr 


Al a Asn 


Pro Pro Gin 


Arg Val Phe Glu 


Leu Val Asp 


130 






135 


140 




Gin He 


Asn Pro 


Ser He 


Phe Cys He 


His He Thr Asn 


Tyr Lys Pro 


145 




150 




155 


160 


Ala Leu 


Ser Phe 


He Asn 


Pro Glu Val 


Pro Asp Glu Asn 


Asn Phe Asp 






165 




170 


175 


Thr Leu 


Met Lys 


Thr Ser 


Asp Gly Phe 


Thr Leu Asn Ala 


Glu Ser Tyr 




180 




185 




190 


Val Ser 


Phe Thr 


Thr Lys 


Leu Asp He 


Pro Thr Ala Ala 


Lys Tyr Glu 




195 




200 


205 




Tyr Gly 


Val Pro 


Leu Gin 


Thr Ser Asp 


Ser Phe Leu Arg 


Phe Pro Ser 


210 






215 


220 
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Ser Leu 


Thr 


Ser 


Ser 


Leu 


Cys 


inr 


225 








230 






1 I _ 1 A _ 

Val Asn 


Gin 


Ala 


Val 


Lys 


Cys 


Thr 








245 








Glu 61 u 


He 


Glu 


Ala 


Leu 


Ser 


Met 






260 










Leu Arg 


Val 


Pro 


Asp 


Ser 


Arg 


Lys 




275 










280 


He Val 


He 


Gin 


Ser 


Leu 


Asn 


Lys 


290 










295 




Asp Val 


Leu 


Gin 


Pro 


Thr 


Leu 


Val 


305 








310 






Val Asn 


Val 


Val 


Leu 


Glu 


Val 


Lys 








325 








Gly Glu 


Val 


Thr 


Lys 


Ala 


Asp 


Leu 






340 










Ser Val 


Val 


Val 


Pro 


Leu 


Gin 


Gin 




355 










360 


Glu Asn 


Thr 


Gin 


Pro 


Val 


Pro 


Leu 


370 










375 




Gly Leu 


Pro 


Leu 


Ala 


Ala 


Gly 


Phe 


385 








390 






He Gin 


Thr 


Thr 


Asn 


Arg 


Tyr 


y-» -i 

Gly 








405 








Thr Glu 


Gin 


Asp 


Cys 


Leu 


A T 

Ala 


Leu 






420 










Phe Gly 


Tyr 


Thr 


LI 1 

Met 


Gin 


Ser 


Gly 




435 










a a r\ 

440 


Leu Pro 


Cys 


Gin 


Leu 


Val 


A "I _ 

Ala 


Gin 


450 










455 




Gin Gly 


Phe 


Pro 


Asp 


Tyr 


Val 


A "1 

Ala 


465 








470 






Asp Met 


Leu 


A — 

Asp 


Trp 


Val 


Pro 


lie 








485 








A 1 

Arg Lys 


Asp 


Ser 


Cys 


Gin 


Leu 


Pro 






500 










Trp Thr 


Lys 


Tyr 


Gly 


Ser 


Leu 


Leu 




515 










520 


Val Thr 


Ala 


Asn 


Leu 


He 


Ser 


Ser 


530 










535 




Asn Glu 


Arg 


Thr 


He 


Leu 


He 


Ser 


545 








550 






Ser Ala 


Pro 


Ala 


Glu 


Ala 


Gly 


Phe 



565 



329 



Asp 


Asn 


Asn 

COD 


Pro 


Ala 


Ala 


Phe 


Leu 

OA A 


Arg 


Lys 

250 


lie 


Asn 


Leu 


Glu 


Gin 

Zoo 


Cys 


Ala 


Phe 


Tyr 


Ser 


Ser 


Pro 


Glu 


He 


265 










270 






Lys 


Val 


Pro 


He 


Thr 

OOP 

285 


Val 


Gin 


Ser 


Thr 


Leu 


Thr 


Arg 
300 


Arg 


Glu 


Asp 


Thr 


Asn 


Ala 


Gly 
315 


His 


Phe 


Ser 


Leu 


Cys 
320 


Tyr 


Ser 
330 


Leu 


Thr 


Tyr 


Thr 


Asp 

o r— 

335 


Ala 


Ser 


Phe 


Val 


Leu 


Gly 


Thr 


Val 


Ser 


345 










350 






Lys 


Phe 


Glu 


He 


His 

365 


Phe 


Leu 


Gin 


Ser 


Gly 


Asn 


Pro 
380 


Gly 


Tyr 


Val 


Val 


Gin 


Pro 


His 

tr\ f\ r~ 

395 


Lys 


Gly 


Ser 


Gly 


He 

inn 

400 


Gin 


Leu 
410 


Thr 


He 


Leu 


His 


Ser 

A 1 f 

415 


Thr 


Glu 


Gly 


Val 


Arg 


Thr 


Pro 


Val 


Leu 


425 










430 






Cys 


Lys 


Leu 


Arg 


Leu 

a a r 

445 


Thr 


Gly 


Ala 


Lys 


Val 


Lys 


Ser 
460 


Leu 


Leu 


Trp 


Gly 


Pro 


Phe 


Gly 

A 7C 

475 


Asn 


Ser 


Gin 


Ala 


Gin 

4oU 


His 


Phe 
4y0 


lie 


Thr 


Gin 


Ser 


Phe 


Asn 


Gly 


Ala 


Leu 


Val 


He 


Glu 


Val 


Lys 


r~ r\ r~ 

505 










510 






Asn 


Pro 


Gin 


Ala 


Lys 
525 


He 


Val 


Asn 


Ser 


Phe 


Pro 


Glu 
540 


Ala 


Asn 


Ser 


Gly 


Thr 


Ala 


Val 
555 


Thr 


Phe 


Val 


Asp 


Val 
560 


Arg 


Ala 
570 


Pro 


Pro 


Ala 


He 


Asn 
575 


Ala 
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Arg Leu Pro Phe Asn Phe Phe Phe Pro Phe Val 
580 585 

<210> 227 
<211> 963 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS ' 
<222> (1). . . (963) 

<400> 227 

atg gcc ggc ctg gcg gcg egg ttg gtc ctg eta get ggg gca gcg gcg 48 
Met Ala Gly Leu Ala Ala Arg Leu Val Leu Leu Ala Gly Ala Ala Ala 
15 10 15 

ctg gcg age ggc tec cag ggc gac cgt gag ccg gtg tac cgc gac tgc 96 
Leu Ala Ser Gly Ser Gin Gly Asp Arg Glu Pro Val Tyr Arg Asp Cys 
20 25 30 

gta ctg cag tgc gaa gag cag aac tgc tct ggg ggc get ctg aat cac 144 
Val Leu. Gin Cys Glu Glu Gin Asn Cys Ser Gly Gly Ala Leu Asn His 
35 40 45 

ttc cgc tec cgc cag cca ate tac atg agt eta gca ggc tgg ace tgt 192 
Phe Arg Ser Arg Gin Pro He Tyr Met Ser Leu Ala Gly Trp Thr Cys 
50 55 60 

egg gac gac tgt aag tat gag tgt atg tgg gtc ace gtt ggg etc tac 240 
Arg Asp Asp Cys Lys Tyr Glu Cys Met Trp Val Thr Val Gly Leu Tyr 
65 70 75 80 

etc cag gaa ggt cac aaa gtg cct cag ttc cat ggc aag tgg ccc ttc 288 
Leu Gin Glu Gly His Lys Val Pro Gin Phe His Gly Lys Trp Pro Phe 

85 90 95 

tec egg ttc ctg ttc ttt caa gag ccg gca teg gcc gtg gcc teg ttt 336 
Ser Arg Phe Leu Phe Phe Gin Glu Pro Ala Ser Ala Val Ala Ser Phe 
100 105 110 

etc aat ggc ctg gcc age ctg gtg atg etc tgc cgc tac cgc acc ttc 384 
Leu Asn Gly Leu Ala Ser Leu Val Met Leu Cys Arg Tyr Arg Thr Phe 
115 120 125 
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gtg cca gcc tec tec ccc atg tac cac acc tgt gtg gee ttc gee tgg 432 

Val Pro Ala Ser Ser Pro Met Tyr His Thr Cys Val Ala Phe Ala Trp 

130 135 140 

gtg tec etc aat gca tgg ttc tgg tec aca gtc ttc cac acc agg gac 480 

Val Ser Leu Asn Ala Trp Phe Trp Ser Thr Val Phe His Thr Arg Asp 

145 150 155 160 

act gac etc aca gag aaa atg gac tac ttc tgt gcc tec act gtc ate 528 

Thr Asp Leu Thr Glu Lys Met Asp Tyr Phe Cys Ala Ser Thr Val He 

165 170 175 

eta cac tea ate tac ctg tgc tgc gtc agg acc gtg ggg ctg cag cac 576 

Leu His Ser He Tyr Leu Cys Cys Val Arg Thr Val Gly Leu Gin His 

180 185 190 

cca get gtg gtc agt gcc ttc egg get etc ctg ctg etc atg ctg acc 624 

Pro Ala Val Val Ser Ala Phe Arg Ala Leu Leu Leu Leu Met Leu Thr 

195 200 205 

gtg cac gtc tec tac ctg age etc ate cgc ttc gac tat ggc tac aac 672 

Val His Val Ser Tyr Leu Ser Leu He Arg Phe Asp Tyr Gly Tyr Asn 

210 215 220 

ctg gtg gcc aac gtg get att ggc ctg gtc aac gtg gtg tgg tgg ctg 720 

Leu Val Ala Asn Val Ala He Gly Leu Val Asn Val Val Trp Trp Leu 

225 230 235 240 

gcc tgg tgc ctg tgg aac cag egg egg ctg cct cac gtg cgc aag tgc 768 

Ala Trp Cys Leu Trp Asn Gin Arg Arg Leu Pro His Val Arg Lys Cys 

245 250 255 

gtg gtg gtg gtc ttg ctg ctg cag ggg ctg tec ctg etc gag ctg ctt 816 

Val Val Val Val Leu Leu Leu Gin Gly Leu Ser Leu Leu Glu Leu Leu 

260 265 270 

gac ttc cca ccg etc ttc tgg gtc ctg gat gcc cat gcc ate tgg cac 864 

Asp Phe Pro Pro Leu Phe Trp Val Leu Asp Ala His Ala lie Trp His 

275 280 285 



ate age acc ate cct gtc cac gtc etc ttt ttc age ttt ctg gaa gat 
He Ser Thr He Pro Val His Val Leu Phe Phe Ser Phe Leu Glu Asp 
290 295 300 



912 
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gac age ctg tac ctg ctg aag gaa tea gag gac aag ttc aag ctg gac 960 
Asp Ser Leu Tyr Leu Leu Lys 61 u Ser Glu Asp Lys Phe Lys Leu Asp 
305 310 315 320 

tga 963 
* 



<210> 228 
<211> 320 
<212> PRT 
<213> Homo sapiens 



<400> 228 



Met AT a 


Gly Leu 


Ala 


Ala 


Arg Leu Val Leu 


Leu Ala Gly Ala Ala Ala 


1 




5 




10 


15 


Leu Ala 


Ser Gly 


Ser 


Gin 


Gly Asp Arg Glu 


Pro Val Tyr Arg Asp Cys 




20 






25 


30 


Val Leu 


Gin Cys 


Glu 


Glu 


Gin Asn Cys Ser 


Gly Gly Ala Leu Asn His 




35 






40 


45 


Phe Arg 


Ser Arg 


Gin 


Pro 


He Tyr Met Ser 


Leu Ala Gly Trp Thr Cys 


50 








55 


60 


Arg Asp 


Asp Cys 


Lys 


Tyr 


Glu Cys Met Trp 


Val Thr Val Gly Leu Tyr 


65 






70 




75 80 


Leu Gin 


Glu Gly 


His 


Lys 


Val Pro Gin Phe 


His Gly Lys Trp Pro Phe 






85 




90 


95 


Ser Arg 


Phe Leu 


Phe 


Phe 


Gin Glu Pro Ala 


Ser Ala Val Ala Ser Phe 




100 






105 


110 


Leu Asn 


Gly Leu 


Ala 


Ser 


Leu Val Met Leu 


Cys Arg Tyr Arg Thr Phe 




115 






120 


125 


Val Pro 


Ala Ser 


Ser 


Pro 


Met Tyr His Thr 


Cys Val Ala Phe Ala Trp 


130 








135 


140 


Val Ser 


Leu Asn 


Ala 


Trp 


Phe Trp Ser Thr 


Val Phe His Thr Arg Asp 


145 






150 




155 160 


Thr Asp 


Leu Thr 


Glu 


Lys 


Met Asp Tyr Phe 


Cys Ala Ser Thr Val He 






165 




170 


175 


Leu His 


Ser He 


Tyr 


Leu 


Cys Cys Val Arg 


Thr Val Gly Leu Gin His 




180 






185 


190 


Pro Ala 


Val Val 


Ser 


Ala 


Phe Arg Ala Leu 


Leu Leu Leu Met Leu Thr 




195 






200 


205 


Val His 


Val Ser 


Tyr 


Leu 


Ser Leu He Arg 


Phe Asp Tyr Gly Tyr Asn 


210 








215 


220 
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Leu Val 


Ala Asn 


Val 


Ala 


lie Glv Leu Val Asn Val Val 

lit \j i j i_ v» u v a i r\o i 1 v u I v a i 


Trp Trp Leu 


225 

t— 1_ s-/ 






230 




? a n 


Ala Trp 


Cvs Leu 


Tro 


Asn 


Gin Ara Ara Leu Pro Hi<; Val 
















Val Val 


Val Val 


Leu 


Leu 


Leu Gin Gly Leu Ser Leu Leu 


Glu Leu Leu 




260 






265 


270 


Asp Phe 


Pro Pro 


Leu 


Phe 


Trp Val Leu Asp Ala His Ala 


He Trp His 




275 






280 285 




lie Ser 


Thr He 


Pro 


Val 


His Val Leu Phe Phe Ser Phe 


Leu Glu Asp 


290 








295 300 


Asp Ser 


Leu Tyr 


Leu 


Leu 


Lys Glu Ser Glu Asp Lys Phe 


Lys Leu Asp 


305 






310 


315 


320 



<210> 229 
<211> 657 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(657) 

<221> misc_feature 
<222> (1) . . .(657) 
<223> n = A.T.C or G 

<400> 229 

atg gcg egg aag aag gtg cgt ccg egg ctg ate gcg gan ctg gee cgc 48 

Met Ala Arg Lys Lys Val Arg Pro Arg Leu He Ala Xaa Leu Ala Arg 
1 5 10 15 

cgc gtg cgc gee ctg egg gag caa ctg aac agg ccg cgc gac tec cag 96 
Arg Val Arg Ala Leu Arg Glu Gin Leu Asn Arg Pro Arg Asp Ser Gin 
20 25 30 

etc tac gcg gtg gac tac gag acc ttg acg egg ccg ttc tct gga cgc 144 
Leu Tyr Ala Val Asp Tyr Glu Thr Leu Thr Arg Pro Phe Ser Gly Arg 
35 40 45 

egg ctg ccg gtc egg gee tgg gec gac gtg cgc cgc gag anc cgc etc 192 
Arg Leu Pro Val Arg Ala Trp Ala Asp Val Arg Arg Glu Xaa Arg Leu 
50 55 60 

ttg cag ctg etc ggc cgc etc ccg etc ttc ggc ctg ggc cgc ctg gtc 240 
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Leu Gin Leu Leu Gly Arg Leu Pro Leu Phe Gly Leu Gly Arg Leu Val 

65 70 75 80 

acg cgc aag tec tgg ctg tgg cag cac gac gag ccg tgc tac tgg cgc 288 

Thr Arg Lys Ser Trp Leu Trp Gin His Asp Glu Pro Cys Tyr Trp Arg 

85 90 95 

etc acg egg gtg egg ccc gac tac acg gcg cag aac ttg gac cac ggg 336 

Leu Thr Arg Val Arg Pro Asp Tyr Thr Ala Gin Asn Leu Asp His Gly 
~ 100 105 110 



aag gee tgg ggc ate ctg acc ttc aaa ggg aag act gag age gag gcg 
Lys Ala Trp Gly He Leu Thr Phe Lys Gly Lys Thr Glu Ser Glu Ala 
115 120 125 



384 



egg gag ate gaa cac gtc atg tac cat gac tgg egg ctg gtg ccc aag 
Arg Glu He Glu His Val Met Tyr His Asp Trp Arg Leu Val Pro Lys 
130 135 140 



432 



cac gag gag gag gee ttc acc gcg ttc acg ccg gcg ccg gaa gac age 480 
His Glu Glu Glu Ala Phe Thr Ala Phe Thr Pro Ala Pro Glu Asp Ser 
145 150 155 160 

ctg gec tec gtg ccg tac ccg cct etc etc egg gee atg att ate gca 528 
Leu Ala Ser Val Pro Tyr Pro Pro Leu Leu Arg Ala Met He He Ala 

165 170 175 



gaa cga cag aaa aat gga gac aca age acc gag gag ccc atg ctg aat 
Glu Arg Gin Lys Asn Gly Asp Thr Ser Thr Glu Glu Pro Met Leu Asn 
180 185 190 



576 



gtg cag agg ata cgc atg gaa ccc tgg gat tac cct gca aaa cag gaa 
Val Gin Arg He Arg Met Glu Pro Trp Asp Tyr Pro Ala Lys Gin Glu 
195 200 205 



624 



gac aaa gga agg gee aag ggc acc ccc gtc tag 
Asp Lys Gly Arg Ala Lys Gly Thr Pro Val * 
210 215 



657 



<210> 230 
<211> 218 
<212> PRT 
<213> Homo sapiens 
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<220> 

<221> VARIANT 

<222> (1)...(218) 

<223> Xaa = Any Amino Acid 



<400> 230 



Met Ala 


Arg 


Lys 


Lys 


Val Arg 


Pro 


Arg 


Leu 


He Ala Xaa Leu Ala Arg 


1 






5 








10 


15 


Arg Val 


Arg 


Ala 


Leu 


Arg Glu 


Gin 


Leu 


Asn 


Arg Pro Arg Asp Ser Gin 






20 








25 




30 


Leu Tyr 


Ala 


Val 


Asp 


Tyr Glu 


Thr 


Leu 


Thr 


Arg Pro Phe Ser Gly Arg 




35 • 








40 






45 


Arg Leu 


Pro 


Val 


Arg 


Ala Trp 


Ala 


Asp 


Val 


Arg Arg Glu Xaa Arg Leu 


50 








55 








60 


Leu Gin 


Leu 


Leu 


Gly 


Arg Leu 


Pro 


Leu 


Phe 


Gly Leu Gly Arg Leu Val 


65 








70 








75 80 


Thr Arg 


Lys 


Ser 


Trp 


Leu Trp 


Gin 


His 


Asp 


Glu Pro Cys Tyr Trp Arg 








85 








90 


95 


Leu Thr 


Arg 


Val 


Arg 


Pro Asp 


Tyr 


Thr 


Ala 


Gin Asn Leu Asp His Gly 






100 








105 




110 


Lys Ala 


Trp 


Gly 


He 


Leu Thr 


Phe 


Lys 


Gly 


Lys Thr Glu Ser Glu Ala 




115 








120 






125 


Arg Glu 


He 


Glu 


His 


Val Met 


Tyr 


His 


Asp 


Trp Arg Leu Val Pro Lys 


130 








135 








140 


His Glu 


Glu 


Glu 


Ala 


Phe Thr 


Ala 


Phe 


Thr 


Pro Ala Pro Glu Asp Ser 


145 








150 








155 160 


Leu Ala 


Ser 


Val 


Pro 


Tyr Pro 


Pro 


Leu 


Leu 


Arg Ala Met He He Ala 








165 








170 


175 


Glu Arg 


Gin 


Lys 


Asn 


Gly Asp 


Thr 


Ser 


Thr 


Glu Glu Pro Met Leu Asn 






180 








185 




190 


Val Gin 


Arg 


He 


Arg 


Met Glu 


Pro 


Trp 


Asp 


Tyr Pro Ala Lys Gin Glu 




195 








200 






205 


Asp Lys 


Gly 


Arg 


Ala 


Lys Gly 


Thr 


Pro 


Val 





210 215 



<210> 231 
<211> 1116 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (!)...( 1116) 
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<221> mi sc_f eature 
<222> (1). . .(1116) 
<223> n = A.T.C or G 

<400> 231 

atg tct gtg gcc cac tgt ttc tec ate aaa ggc caa ggc act gtg atg 48 

Met Ser Val Ala His Cys Phe Ser He Lys Gly Gin Gly Thr Val Met 
15 10 15 

aca ggg acc ate ctt tea ggc tec ate age etc ggt gac agt gtg gag ' 96 
Thr Gly Thr He Leu Ser Gly Ser He Ser Leu Gly Asp Ser Val Glu 
20 25 30 

ate cct gcc etc aag gtg gtg aag aag gtg aag tec atg cag atg ttc 144 
He Pro Ala Leu Lys Val Val Lys Lys Val Lys Ser Met Gin Met Phe 
35 40 45 

cac atg ccc ate act tea gcc atg caa gga gac egg ctg ggc ate tgc 192 
His Met Pro He Thr Ser Ala Met Gin Gly Asp Arg Leu Gly lie Cys 
50 55 60 

gtc acc cag ttt gac cct aag ctg ctg gag cgc ggg ttg gtg tgt gcc 240 
Val Thr Gin Phe Asp Pro Lys Leu Leu Glu Arg Gly Leu Val Cys Ala 
65 70 75 80 

ccc gag tec ctg cac act gtc cat gcg gcc etc ate tct gtg gaa aag 288 
Pro Glu Ser Leu His Thr Val His Ala Ala Leu He Ser Val Glu Lys 

85 90 95 

ata ccg tat ttc egg ggg ccc ctg caa acc aag gcc aag ttc cac att 336 
He Pro Tyr Phe Arg Gly Pro Leu Gin Thr Lys Ala Lys Phe His He 
100 105 110 

aca gtg ggc cat gaa aca gtc atg ggc egg ttg atg ttc ttc agt cct 384 
Thr Val Gly His Glu Thr Val Met Gly Arg Leu Met Phe Phe Ser Pro 
115 120 125 

get cca gat aac ttt gac cag gag cct ata ctg gac tct ttc aac ttc 432 
Ala Pro Asp Asn Phe Asp Gin Glu Pro He Leu Asp Ser Phe Asn Phe 
130 135 140 

tct caa gaa tac ctt ttc cag gag cag tac ctg tec aag gat ttg aca 480 
Ser Gin Glu Tyr Leu Phe Gin Glu Gin Tyr Leu Ser Lys Asp Leu Thr 
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145 150 155 160 

cca gca gtg aca gac aat gat gag gcc gac aag aag gcc ggc cag gcc 528 
Pro Ala Val Thr Asp Asn Asp Glu Ala Asp Lys Lys Ala Gly Gin Ala 

165 170 175 

aca gag ggc cat tgt cct egg cag cag tgg gcc ctg gtg gag ttt gag 576 
Thr Glu Gly His Cys Pro Arg Gin Gin Trp Ala Leu Val Glu Phe Glu 
180 185 190 

aag ccc gtc acc tgc cct egg ctg tgc ctg gtg att ggc tec agg eta 624 
Lys Pro Val Thr Cys Pro Arg Leu Cys Leu Val He Gly Ser Arg Leu 
195 200 205 

gat gcg gac att cac acc aac acg tgc egg eta- gcc ttc cat ggc ate 672 
Asp Ala Asp He His Thr Asn Thr Cys Arg Leu Ala Phe His Gly He 
210 215 220 

ctg etc cac ggg eta gag gac agg aac tac gcc gac age ttc ctg ccc 720 
Leu Leu His Gly Leu Glu Asp Arg Asn Tyr Ala Asp Ser Phe Leu Pro 
225 230 235 240 

agg ctg aag gtg tac aag ctg aag cac aag cat ggc ctt gtg gag egg 768 
Arg Leu Lys Val Tyr Lys Leu Lys His Lys His Gly Leu Val Glu Arg 

245 250 255 

gcg atg gat gac tac agt gtg ate ggc cgc tec ctg ttc aaa aag gaa 816 
Ala Met Asp Asp Tyr Ser Val He Gly Arg Ser Leu Phe Lys Lys Glu 
260 265 270 

acc aac ate cag etc ttc gtg ggg etc aag gtg cac ttg tec act ggg 864 
Thr Asn He Gin Leu Phe Val Gly Leu Lys Val His Leu Ser Thr Gly 
275 280 285 

gaa ctg ggc ate ate gac agt gcc ttc ggc cag age ggc aag ttc aag 912 
Glu Leu Gly He He Asp Ser Ala Phe Gly Gin Ser Gly Lys Phe Lys 
290 295 300 

ate cac ate cca ggt ggc etc age ccc gag tec aag aag ate ctg aca 960 
He His He Pro Gly Gly Leu Ser Pro Glu Ser Lys Lys He Leu Thr 
305 310 315 320 

ccc gcc etc aag aag egg gcc egg get ggc cgt ggg gag gcc acc agg 1008 
Pro Ala Leu Lys Lys Arg Ala Arg Ala Gly Arg Gly Glu Ala Thr Arg 
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325 330 335 

cag gag gag age gec gag egg agn agg ccc tea cag cat gtg gtg etc 1056 
Gin Glu Glu Ser Ala Glu Arg Xaa Arg Pro Ser Gin His Val Val Leu 
340 345 350 

age ctg act ttc aag cgt tat gtc ttc gac acc cac aag cgc atg gtt 1104 
Ser Leu Thr Phe Lys Arg Tyr Val Phe Asp Thr His Lys Arg Met Val 
355 360 365 

cag tct ccc tga 1116 
Gin Ser Pro * 
370 



<210> 232 
<211> 371 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (1)...(371) 

<223> Xaa = Any Amino Acid 



<400> 232 



Met Ser Val Ala His 


Cys 


Phe Ser 


He Lys Gly Gin Gly Thr Val Met 


1 5 






10 15 


Thr Gly Thr He Leu 


Ser 


Gly Ser 


He Ser Leu Gly Asp Ser Val Glu 


20 






25 30 


He Pro Ala Leu Lys 


Val 


Val Lys 


Lys Val Lys Ser Met Gin Met Phe 


35 




40 


45 


His Met Pro He Thr 


Ser 


Ala Met 


Gin Gly Asp Arg Leu Gly He Cys 


50 




55 


60 


Val Thr Gin Phe Asp 


Pro 


Lys Leu 


Leu Glu Arg Gly Leu Val Cys Ala 


65 


70 




75 80 


Pro Glu Ser Leu His 


Thr 


Val His 


Ala Ala Leu He Ser Val Glu Lys 


85 






90 95 


He Pro Tyr Phe Arg 


Gly 


Pro Leu 


Gin Thr Lys Ala Lys Phe His He 


100 






105 110 


Thr Val Gly His Glu 


Thr 


Val Met 


Gly Arg Leu Met Phe Phe Ser Pro 


115 




120 


125 


Ala Pro Asp Asn Phe 


Asp 


Gin Glu 


Pro He Leu Asp Ser Phe Asn Phe 


130 




135 


140 
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Ser Gin Glu Tyr Leu Phe Gin Glu Gin Tyr Leu Ser Lys Asp Leu Thr 
145 150 155 160 

Pro Ala Val Thr Asp Asn Asp Glu Ala Asp Lys Lys Ala Gly Gin Ala 

165 170 175 

Thr Glu Gly His Cys Pro Arg Gin Gin Trp Ala Leu Val Glu Phe Glu 

180 185 190 

Lys Pro Val Thr Cys Pro Arg Leu Cys Leu Val He Gly Ser Arg Leu 

195 200 205 

Asp Ala Asp He His Thr Asn Thr Cys Arg Leu Ala Phe His Gly He 

210 215 220 

Leu Leu His Gly Leu Glu Asp Arg Asn Tyr Ala Asp Ser Phe Leu Pro 
225 230 235 240 

Arg Leu Lys Val Tyr Lys Leu Lys His Lys His Gly Leu Val Glu Arg 

245 250 255 

Ala Met Asp Asp Tyr Ser Val He Gly Arg Ser Leu Phe Lys Lys Glu 

260 265 270 

Thr Asn He Gin Leu Phe Val Gly Leu Lys Val His Leu Ser Thr Gly 

275 280 285 

Glu Leu Gly He He Asp Ser Ala Phe Gly Gin Ser Gly Lys Phe Lys 

290 295 300 

He His He Pro Gly Gly Leu Ser Pro Glu Ser Lys Lys He Leu Thr 
305 310 315 320 

Pro Ala Leu Lys Lys Arg Ala Arg Ala Gly Arg Gly Glu Ala Thr Arg 

325 330 335 

Gin Glu Glu Ser Ala Glu Arg Xaa Arg Pro Ser Gin His Val Val Leu 

340 345 350 

Ser Leu Thr Phe Lys Arg Tyr Val Phe Asp Thr His Lys Arg Met Val 

355 . 360 365 

Gin Ser Pro 
370 



<210> 233 
<211> 1275 . 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> COS 

<222> (1). . . (1275) 

<221> mi sc_feature 
<222> (1). . . (1275) 
<223> n = A.T.C or G 
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<400> 233 

atg gcg gca gtg gca acc tgc ggt agt gtt gcc gcg agt act ggg tct 48 
Met Ala Ala Val Ala Thr Cys Gly Ser Val Ala Ala Ser Thr Gly Ser 
15 10 15 

gca gtg gcg aca gca gnc aag age aac gtc acc agt ttc cag agg agg 95 
Ala Val Ala Thr Ala Xaa Lys Ser Asn Val Thr Ser Phe Gin Arg Arg 
20 25 30 

ggt cct aga gcc age gtg acc aac gac age ggc cct cga ctg gtg tec 144 
Gly Pro Arg Ala Ser Val Thr Asn Asp Ser Gly Pro Arg Leu Val Ser 
35 40 45 

att gcg ggc acg cga ccg teg gtg egg aat gga cag ctg ctg gta tea 192 
He Ala Gly Thr Arg Pro Ser Val Arg Asn Gly Gin Leu Leu Val Ser 
50 55 60 

acc ggg etc cca gcc eta gac cag etc tta ggt gga ggt tta gcc gtt 240 
Thr Gly Leu Pro Ala Leu Asp Gin Leu Leu Gly Gly Gly Leu Ala Val 
65 70 75 80 

gga aca gtt ctt eta att gag gag gat aaa tat aat att tac tea cct 288 
Gly Thr Val Leu Leu He Glu Glu Asp Lys Tyr Asn He Tyr Ser Pro 

85 90 95 

ttg etc ttc aag tat ttc ctg gca gaa gga att gtc aat ggg cat act 336 
Leu Leu Phe Lys Tyr Phe Leu Ala Glu Gly He Val Asn Gly His Thr 
100 105 110 

ttg ttg gtt gca tct get aaa gag gat cct gcc aac att tta cag gaa 384 
Leu Leu Val Ala Ser Ala Lys Glu Asp Pro Ala Asn He Leu Gin Glu 
115 120 125 

ctt cca gca cca tta ctt gat gat aaa tgt aaa aag gaa ttt gat gaa 432 
Leu Pro Ala Pro Leu Leu Asp Asp Lys Cys Lys Lys Glu Phe Asp Glu 
130 135 140 

gat gta tac aat cat aaa aca cca gaa tct aat att aag atg aaa ata 480 
Asp Val Tyr Asn His Lys Thr Pro Glu Ser Asn He Lys Met Lys He 
145 150 155 160 



get tgg cgt tac cag tta tta ccc aag atg gag att gga cca gta tea 
Ala Trp Arg Tyr Gin Leu Leu Pro Lys Met Glu He Gly Pro Val Ser 

165 170 175 



528 
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tct tea aga ttt ggt cac tat tat gat gca tea aaa aga atg cca caa 576 
Ser Ser Arg Phe Gly His Tyr Tyr Asp Ala Ser Lys. Arg Met Pro Gin 
180 185 190 

gaa eta att gag get tea aat tgg cat gga ttt ttt ctt cca gag aaa 624 
Glu Leu He Glu Ala Ser Asn Trp His Gly Phe Phe Leu Pro Glu Lys 
195 200 205 

ata tct tea act etc aaa gta gaa ccc tgt tct ttg. ace cct ggc tac 672 
He Ser Ser Thr Leu Lys Val Glu Pro Cys Ser Leu Thr Pro Gly Tyr 
210 215 220 

aca aag ctg ctt cag ttt ate cag aac ate att tat gag gaa gga ttt 720 
Thr Lys Leu Leu Gin Phe He Gin Asn He He Tyr Glu Glu Gly Phe 
225 230 235 240 

gat gga tec aat cct cag aaa aaa cag aga aac att tta aga ata gga 768 
Asp Gly Ser Asn Pro Gin Lys Lys Gin Arg Asn He Leu Arg He Gly 

245 ■ 250 255 

att cag aat ctt ggc tea cct tta tgg gga gac gat att tgc tgt gca 816 
He Gin Asn Leu Gly Ser Pro Leu Trp Gly Asp Asp He Cys Cys Ala 
260 265 270 

gaa aat ggt ggc aac agt cac age ctt ace aag ttc etc tat gtt etc 864 
Glu Asn Gly Gly Asn Ser His Ser Leu Thr Lys Phe Leu Tyr Val Leu 
275 280 285 

egt ggt ctt ctg aga ace tct ctt tea gee tgc ate ate aca atg cca 912 
Arg Gly Leu Leu Arg Thr Ser Leu Ser Ala Cys He He Thr Met Pro 
290 295 300 

aca cat ctg ate cag aat aaa gee att att gee egt gtc aca ace ttg 960 
Thr His Leu He Gin Asn Lys Ala He He Ala Arg Val Thr Thr Leu 
305 310 315 320 

tea gat gta gta gtt ggt ctg gaa tea ttt att ggt tct gag aga gaa 1008 
Ser Asp Val Val Val Gly Leu Glu Ser Phe He Gly Ser Glu Arg Glu 

325 330 335 

act aac cca ttg tat aag gat tat cat gga ttg att cat ata egg cag 1056 
Thr Asn Pro Leu Tyr Lys Asp Tyr His Gly Leu He His He Arg Gin 
340 345 . 350 
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att cct egg ctt aat aac ttg ate tgt gat gaa tea gat gtc aaa gac 1104 
He Pro Arg Leu Asn Asn Leu He Cys Asp Glu Ser Asp Val Lys Asp 
355 360 365 

tta get ttt aaa tta aaa agg aag eta ttc ace att gag cga ctg cat 1152 
Leu Ala Phe Lys Leu Lys Arg Lys Leu Phe Thr He Glu Arg Leu His 
370 375 380 

ttg cct cca gac ttg tea gac aca gtg age cgc tea age aaa atg gat 1200 
Leu Pro Pro Asp Leu Ser Asp Thr Val Ser Arg Ser Ser Lys Met Asp 
385 390 395 400 

ctg gca gaa tec gee aag egg ctg ggc cca ggc tgt ggc atg atg gec 1248 
Leu Ala Glu Ser Ala Lys Arg Leu Gly Pro Gly Cys Gly Met Met Ala 
405 410 415 

gga ggc aag aag cac ctg gac ttc tag 1275 
Gly Gly Lys Lys His Leu Asp Phe * 
420 



<210> 234 
<211> 424 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (1)...(424) 

<223> Xaa = Any Amino Acid 

<400> 234 

Met Ala Ala Val Ala Thr Cys Gly Ser Val Ala Ala Ser Thr Gly Ser 
15 10 15 

Ala Val Ala Thr Ala Xaa Lys Ser Asn Val Thr Ser Phe Gin Arg Arg 

20 25 30 

Gly Pro Arg Ala Ser Val Thr Asn Asp Ser Gly Pro Arg Leu Val Ser 

35 40 45 

He Ala Gly Thr Arg Pro Ser Val Arg Asn Gly Gin Leu Leu Val Ser 

50 55 60 

Thr Gly Leu Pro Ala Leu Asp Gin Leu Leu Gly Gly Gly Leu Ala Val 
65 70 75 80 

Gly Thr Val Leu Leu He Glu Glu Asp Lys Tyr Asn He Tyr Ser Pro 
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85 90 
Leu Leu Phe Lys Tyr Phe Leu Ala Glu Gly lie Val Asn 

100 105 
Leu Leu Val Ala Ser Ala Lys Glu Asp Pro Ala Asn He 
115 120 125 

Leu Pro Ala Pro Leu Leu Asp Asp Lys Cys Lys Lys Glu 

130 135 140 

Asp Val Tyr Asn His Lys Thr Pro Glu Ser Asn He Lys 
145 150 155 

Ala Trp Arg Tyr Gin Leu Leu Pro Lys Met Glu He Gly 

165 170 
Ser Ser Arg Phe Gly His Tyr Tyr Asp Ala Ser Lys Arg 

180 185 
Glu Leu He Glu Ala Ser Asn Trp His Gly Phe Phe Leu 
195 200 205 

He Ser Ser Thr Leu Lys Val Glu Pro Cys Ser Leu Thr 

210 215 220 

Thr Lys Leu Leu Gin Phe He Gin Asn He He Tyr Glu 
225 230 235 

Asp Gly Ser Asn Pro Gin Lys Lys Gin Arg Asn He Leu 

245 250 
He Gin Asn Leu Gly Ser Pro Leu Trp Gly Asp Asp He 

260 265 
Glu Asn Gly Gly Asn Ser His Ser Leu Thr Lys Phe Leu 
275 280 285 

Arg Gly Leu Leu Arg Thr Ser Leu Ser Ala Cys He He 

290 295 300 

Thr His Leu He Gin Asn Lys Ala He He Ala Arg Val 
305 310 315 

Ser Asp Val Val Val Gly Leu Glu Ser Phe He Gly Ser 

325 330 
Thr Asn Pro Leu Tyr Lys Asp Tyr His Gly Leu He His 

340 345 
He Pro Arg Leu Asn Asn Leu He Cys Asp Glu Ser Asp 
355 360 365 

Leu Ala Phe Lys Leu Lys Arg Lys Leu Phe Thr He Glu 

370 375 380 

Leu Pro Pro Asp Leu Ser Asp Thr Val Ser Arg Ser Ser 
385 390 395 

Leu Ala Glu Ser Ala Lys Arg Leu Gly Pro Gly Cys Gly 

405 410 
Gly Gly Lys Lys His Leu Asp Phe 
420 



95 

Gly His Thr 
110 

Leu Gin Glu 

Phe Asp Glu 

Met Lys He 
160 

Pro Val Ser 

175 
Met Pro Gin 
190 

Pro Glu Lys 

Pro Gly Tyr 

Glu Gly Phe 
240 

Arg He Gly 

255 
Cys Cys Ala 
270 

Tyr Val Leu 

Thr Met Pro 

Thr Thr Leu 
320 

Glu Arg Glu 

335 
He Arg Gin 
350 

Val Lys Asp 

Arg Leu His 

Lys Met Asp 
400 

Met Met Ala 
415 
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<210> 235 
<211> 1188 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (1). . .(1188) 
<400> 235 

atg gag gag etc cca ggc tat gaa gag acc ctg acc cgc ctg get gec 48 
Met Glu Glu Leu Pro Gly Tyr Glu Glu Thr Leu Thr Arg Leu Ala Ala 
1 5 10 15 

att etc gec aaa cac ttt gec gac gca cgc att gtg ggc act gac ate 96 
He Leu Ala Lys His Phe Ala Asp Ala Arg He Val Gly Thr Asp lie 
20 25 30 

cga gac tea ctg atg cag gee ctg gec age tac gtg tgc tac cca cac 144 
Arg Asp Ser Leu Met Gin Ala Leu Ala Ser Tyr Val Cys Tyr Pro His 
35 40 45 

tec ctg egg get gtg gag cga ate ccc gag gag cag cgt ate gec atg 192 
Ser Leu Arg Ala Val Glu Arg He Pro Glu Glu Gin Arg He Ala Met 
50 55 60 

gtg agg aac etc ctg gcg ccc tat gag cag egg ccc tgg gee cag acc 240 
Val Arg Asn Leu Leu Ala Pro Tyr Glu Gin Arg Pro Trp Ala Gin Thr 
65 .70 75 80 

aac tgg ate ctg gtg egg etc tgg agg ggc tgt ggc ttc ggg tac cgc 288 
Asn Trp He Leu Val Arg Leu Trp Arg Gly Cys Gly Phe Gly Tyr Arg 

85 90 95 

tat aca egg ctg cca cat ctg ctg aaa acc aaa ctt gag gac gec aat 336 
Tyr Thr Arg Leu Pro His Leu Leu Lys Thr Lys Leu Glu Asp Ala Asn 
100 105 110 

ttg ccc age etc cag aag ccc tgc cct tec acc ctg ctg cag cag cac 384 
Leu Pro Ser Leu Gin Lys Pro Cys Pro Ser Thr Leu Leu Gin Gin His 
115 120 • 125 

atg gcg gac etc eta cag cag ggt cct gat gtg gca ccc age ttc etc 432 
Met Ala Asp Leu Leu Gin Gin Gly Pro Asp Val Ala Pro Ser Phe Leu 
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130 135 140 

aac age gtc etc aat cag etc aac tgg gec ttc tct gaa ttc att ggc 480 
Asn Ser Val Leu Asn Gin Leu Asn Trp Ala Phe Ser Glu Phe He Gly 
145 150 155 160 

atg ate caa gag ate cag cag get get gag cgc ctg gag egg aac ttt 528 
Met He Gin Glu He Gin Gin Ala Ala Glu Arg Leu Glu Arg Asn Phe 

165 170 175 

gtg gac age egg cag etc aag gta tgt gee ace tgc ttt gac etc teg 576 
Val Asp Ser Arg Gin Leu Lys Val Cys Ala Thr Cys Phe Asp Leu Ser 
180 185 190 

gtc age ctg ctg cgt gtc ttg gag atg act ate aca ctg gtg cct gag 624 
Val Ser Leu Leu Arg Val Leu Glu Met Thr He Thr Leu Val Pro Glu 
195 200 205 

ata ttc ctt gac tgg ace egg cct ace tct gag atg ctg ctg egg cgt 672 
He Phe Leu Asp Trp Thr Arg Pro Thr Ser Glu Met Leu Leu Arg Arg 
210 215 220 

ctt gca cag ctg eta aac cag gtg ctg aac egg gtg aca get gag agg 720 
Leu Ala Gin Leu Leu Asn Gin Val Leu Asn Arg Val Thr Ala Glu Arg 
225 230 235 240 

aac ctg ttt gat cgt gtg gtc ace eta egg ctg cct ggc eta gag age 768 
Asn Leu Phe Asp Arg Val Val Thr Leu Arg Leu Pro Gly Leu Glu Ser 
245 250 255 

gtg gac cac tat ccc att ctg gtg gca gtg acg ggc ate ctg gtg cag 816 
Val Asp His Tyr Pro He Leu Val Ala Val Thr Gly He Leu Val Gin 
260 265 270 

etc ctg gtg cgt ggc cca gee tea gag aga gag caa gee aca tea gtg 864 
Leu Leu Val Arg Gly Pro Ala Ser Glu Arg Glu Gin Ala Thr Ser Val 
275 280 285 

etc ctg gca gat ccc tgc ttc cag eta cgc tea ata tgc tat etc ctg 912 
Leu Leu Ala Asp Pro Cys Phe Gin Leu Arg Ser He Cys Tyr Leu Leu 
290 295 300 

gga cag cca gag ccc cca gca cct ggc act get ctg cca gee cct gac 960 
Gly Gin Pro Glu Pro Pro Ala Pro Gly Thr Ala Leu Pro Ala Pro Asp 
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305 310 315 320 

egg aag cgc ttc tec ctg cag age tat gcg gat tat ate agt gee gat 1008 
Arg Lys Arg Phe Ser Leu Gin Ser Tyr Ala Asp Tyr He Ser Ala Asp 

325 330 335 

gag ctg gee caa gtg gaa cag atg ctg gcg cac ctg ace tct gca tct • 1056 
Glu Leu Ala Gin Val Glu Gin Met Leu Ala His Leu Thr Ser Ala Ser 
340 345 350 

gee cag gca gca get gee tec ctg ccc acc agt gag gag gac tct gee 1104 
Ala Gin Ala Ala Ala Ala Ser Leu Pro Thr Ser Glu Glu Asp Ser Ala 
355 360 365 

cca tct get atg ccc acc cca tct ctg ctg tgt tec age cct gtg gee 1152 
Pro Ser Ala Met Pro Thr Pro Ser Leu Leu Cys Ser Ser Pro Val Ala 
370 375 380 

aca agt cct gca aag cct gta tea acc age acc tga 1188 
Thr Ser Pro Ala Lys Pro Val Ser Thr Ser Thr * 
385 390 395 



<210> 236 
<2U> 395 
<212> PRT 
<213> Homo sapiens 

<400> 236 

Met Glu Glu Leu Pro Gly Tyr Glu Glu Thr Leu Thr Arg Leu Ala Ala 
15 10 15 

He Leu Ala Lys His Phe Ala Asp Ala Arg He Val Gly Thr Asp He 

20 25 30 

Arg Asp Ser Leu Met Gin Ala Leu Ala Ser Tyr Val Cys Tyr Pro His 

35 40 45 

Ser Leu Arg Ala Val Glu Arg He Pro Glu Glu Gin Arg lie Ala Met 

50 55 60 

Val Arg Asn Leu Leu Ala Pro Tyr Glu Gin Arg Pro Trp Ala Gin Thr 
65 70 75 80 

Asn Trp He Leu Val Arg Leu Trp Arg Gly Cys Gly Phe Gly Tyr Arg 

85 90 95 

Tyr Thr Arg Leu Pro His Leu Leu Lys Thr Lys Leu Glu Asp Ala Asn 

100 105 110 

Leu Pro Ser Leu Gin Lys Pro Cys Pro Ser Thr Leu Leu Gin Gin His 
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115 120 125 

Met Ala Asp Leu Leu Gin Gin Gly Pro Asp Val Ala Pro Ser Phe Leu 

130 135 140 

Asn Ser Val Leu Asn Gin Leu Asn Trp Ala Phe Ser Glu Phe lie Gly 
145 150 155 160 

Met He Gin Glu He Gin Gin Ala Ala Glu Arg Leu Glu Arg Asn Phe 

165 170 ~ 175 

Val Asp Ser Arg Gin Leu Lys Val Cys Ala Thr Cys Phe Asp Leu Ser 

180 185 190 

Val Ser Leu Leu Arg Val Leu Glu Met Thr He Thr Leu Val Pro Glu 

195 200 205 

He Phe Leu Asp Trp Thr Arg Pro Thr Ser Glu Met Leu Leu Arg Arg 

210 215 220 

Leu Ala Gin Leu Leu Asn Gin Val Leu Asn Arg Val Thr Ala Glu Arg 
225 230 235 240 

Asn Leu Phe Asp Arg Val Val Thr Leu Arg Leu Pro Gly Leu Glu Ser 

245 250 ' 255 

Val Asp His Tyr Pro He Leu Val Ala Val Thr Gly He Leu Val Gin 

260 265 270 

Leu Leu Val Arg. Gly Pro Ala Ser Glu Arg Glu Gin Ala Thr Ser Val 

275 280 285 

Leu Leu Ala Asp Pro Cys Phe Gin Leu Arg Ser He Cys Tyr Leu Leu 

290 295 300 

Gly Gin Pro Glu Pro Pro Ala Pro Gly Thr Ala Leu Pro Ala Pro Asp 
305 310 315 320 

Arg Lys Arg Phe Ser Leu Gin Ser Tyr Ala Asp Tyr He Ser Ala Asp 

325 330 335 

Glu Leu Ala Gin Val Glu Gin Met Leu Ala His Leu Thr Ser Ala Ser 

340 . 345 350 

Ala Gin Ala Ala Ala Ala Ser Leu Pro Thr Ser Glu Glu Asp Ser Ala 

355 360 365 

Pro Ser Ala Met Pro Thr Pro Ser Leu Leu Cys Ser Ser Pro Val Ala 

370 375 380 

Thr Ser Pro Ala Lys Pro Val Ser Thr Ser Thr 
385 390 395 



<210> 237 
<211> 1278 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 

<222> (1) . . . (1278) 
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<221> misc_feature 
<222> (1)...(1278) 
<223> n = A.T.C or G 

<400> 237 

atg gat gac ttg caa aag ttg gga gtc ata ttg cac agt get att tea 48 

Met Asp Asp Leu Gin Lys Leu Gly Val He Leu His Ser Ala He Ser 
15 10 15 

gtc cca ata agt tea gat gca tec cct ttt att ctt cca tct tat acc 96 
Val Pro He Ser Ser Asp Ala Ser Pro Phe He Leu Pro Ser Tyr Thr 
20 25 30 

gaa gca gtt ttg aca agt tta cag gaa get gta ctt aca get tta gat 144 
Glu Ala Val Leu Thr Ser Leu Gin Glu Ala Val Leu Thr Ala Leu Asp 
35 40 45 

gtt etc caa aag gee att tgt gta gga cca gaa aac atg cag ata atg 192 
Val Leu Gin Lys Ala He Cys Val Gly Pro Glu Asn Met Gin He Met 
50 55 60 

tat cca get ata ttt gac cag ttg ttg gca ttt gta gaa ttt tec tgt 240 
Tyr Pro Ala He Phe Asp Gin Leu Leu Ala Phe Val Glu Phe Ser Cys 
65 70 75 80 

aaa cct cca cag tat gga cag ctn gaa aca aag cac att gca aat gca 288 
Lys Pro Pro Gin Tyr Gly Gin Xaa Glu Thr Lys His He Ala Asn Ala 

85 90 95 

aaa tat aat cag ate caa eta ttt gca ccg gcg gaa tgg gta gee ttg 336 
Lys Tyr Asn Gin He Gin Leu Phe Ala Pro Ala Glu Trp Val Ala Leu 
100 105 110 

aat tat gtg ccg ttt get gaa agg tct tta gaa gta gtt gtg gat tta 384 
Asn Tyr Val Pro Phe Ala Glu Arg Ser Leu Glu Val Val Val Asp Leu 
115 120 125 

tac caa aaa aca gcg tgt cac aaa gca gtg gtg aat gag aaa gtg etc 432 
Tyr Gin Lys Thr Ala Cys His Lys Ala Val Val Asn Glu Lys Val Leu 
130 135 140 

cag aat att att aag act ctt agg gtt cct etc agt ttg aag tat tec 480 
Gin Asn He He Lys Thr Leu Arg Val Pro Leu Ser Leu Lys Tyr Ser 
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145 150 155 160 

tgc cct tct gaa age aca tgg aaa eta gca gta tec tct etc etc aga 528 
Cys Pro Ser Glu Ser Thr Trp Lys Leu Ala Val Ser Ser Leu Leu Arg 
165 170 175 

gtt ctt tct att ggg eta cct gtt gee egg cag cat get tct tct gga 576 
Val Leu Ser He Gly Leu Pro Val Ala Arg Gin His Ala Ser Ser Gly 
180 185 190 

aaa ttt gac agt atg tgg cca gaa eta gee aat act ttt gaa gat ttt 624 
Lys Phe Asp Ser Met Trp Pro Glu Leu Ala Asn Thr Phe Glu Asp Phe 
195 200 205 

etc ttt act aaa age ata cct cca gat aat etc tct att caa gag ttt 672 
Leu Phe Thr Lys Ser He Pro Pro Asp Asn Leu Ser He Gin Glu Phe 
210 215 220 

caa aga aat gaa aat att gat gtc gag gta gtt caa ctt ate age aat 720 
Gin Arg Asn Glu Asn He Asp Val Glu Val Val Gin Leu He Ser Asn 
225 230 235 240 

gag ata eta cct tat gee aat ttt att cct aag gaa ttt gtt ggt caa 768 
Glu He Leu Pro Tyr Ala Asn Phe He Pro Lys Glu Phe Val Gly Gin 
245 250 255 

ata atg aca atg ctt aac aag ggc tea ata cat tct cag tea tct tea 816 
He Met Thr Met Leu Asn Lys Gly Ser He His Ser Gin Ser Ser Ser 
260 265 270 

ttt aca gaa gca gag att gat att cgt ttg aga gag gaa ttt tct aaa 864 
Phe Thr Glu Ala Glu He Asp He Arg Leu Arg Glu Glu Phe Ser Lys 
275 280 285 

atg tgt ttt gaa aca tta etc cag ttt tec ttc agt aat aaa gtc aca 912 
Met Cys Phe Glu Thr Leu Leu Gin Phe Ser Phe Ser Asn Lys Val Thr 
290 295 300 

aca cct caa gaa ggc tac ate tea cga atg gca etc tea gtg ctt tta 960 
Thr Pro Gin Glu Gly Tyr He Ser Arg Met Ala Leu Ser Val Leu Leu 
305 310 315 320 

aag agg tec caa gat gta eta cat cgc tat ata gag gat gaa aga tta 1008 
Lys Arg Ser Gin Asp Val Leu His Arg Tyr He Glu Asp Glu Arg Leu 
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325 330 335 

agt ggt aaa tgc cct ctt cca agg caa caa gta aca gaa att ata ttt 1056 
Ser Gly Lys Cys Pro Leu Pro Arg Gin Gin Val Thr Glu He He Phe 
340 345 350 

gtt tta aaa gca gtc agt act ctt att gat tea ctt aag aaa act cag 1104 
Val Leu Lys Ala Val Ser Thr Leu He Asp Ser Leu Lys Lys Thr Gin 
355 360 365 

cct gag aat gtt gat gga aat acc tgg gca caa gta att gec tta tac 1152 
Pro Glu Asn Val Asp Gly Asn Thr Trp Ala Gin Val He Ala Leu Tyr 
370 375 380 

cca act tta gta gaa tgc ate acc tgt tct tct tea gaa gtc tgt tct 1200 
Pro Thr Leu Val Glu Cys He Thr Cys Ser Ser Ser Glu Val Cys Ser 
385 390 395 400 

gca ctt aaa gag gca eta gtt cct ttt aag gat ttc atg cag cca cca 1248 
Ala Leu Lys Glu Ala Leu Val Pro Phe Lys Asp Phe Met Gin Pro Pro 

405 410 415 

gca tec aga gtt caa aat gga gaa tct tga 1278 
Ala Ser Arg Val Gin Asn Gly Glu Ser * 
420 425 



<210> 238 
<211> 425 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (1). . .(425) 

<223> Xaa = Any Amino Acid 

<400> 238 

Met Asp Asp Leu Gin Lys Leu Gly Val He Leu His Ser Ala He Ser 

15 10 15 

Val Pro He Ser Ser Asp Ala Ser Pro Phe He Leu Pro Ser Tyr Thr 

20 25 30 

Glu Ala Val Leu Thr Ser Leu Gin Glu Ala Val Leu Thr Ala Leu Asp 
35 40 45 
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Val Leu Gin Lys Ala He Cys Val Gly Pro Glu Asn Met Gin He Met 

50 55 60 

Tyr Pro Ala He Phe Asp Gin Leu Leu Ala Phe Val Glu Phe Ser Cys 
65 70 75 80 

Lys Pro Pro Gin Tyr Gly Gin Xaa Glu Thr Lys His He Ala Asn Ala 

85 90 95 

Lys Tyr Asn Gin He Gin Leu Phe Ala Pro Ala Glu Trp Val Ala Leu 

100 105 110 

Asn Tyr Val Pro Phe Ala Glu Arg Ser Leu Glu Val Val Val Asp Leu 

115 120 125 

Tyr Gin Lys Thr Ala Cys His Lys Ala Val Val Asn Glu Lys Val Leu 

130 135 140 

Gin Asn He He Lys Thr Leu Arg Val Pro Leu Ser Leu Lys Tyr Ser 
145 150 155 ' 160 

Cys Pro Ser Glu Ser Thr Trp Lys Leu Ala Val Ser Ser Leu Leu Arg 

165 170 175 

Val Leu Ser He Gly Leu Pro Val Ala Arg Gin His Ala Ser Ser Gly 

180 185 190 

Lys Phe Asp Ser Met Trp Pro Glu Leu Ala Asn Thr Phe Glu Asp Phe 

195 200 205 

Leu Phe Thr Lys Ser He Pro Pro Asp Asn Leu Ser He Gin Glu Phe 

210 215 220 

Gin Arg Asn Glu Asn He Asp Val Glu Val Val Gin Leu He Ser Asn 
225 230 235 240 

Glu He Leu Pro Tyr Ala Asn Phe He Pro Lys Glu Phe Val Gly Gin 

245 250 255 

He Met Thr Met Leu Asn Lys Gly Ser He His Ser Gin Ser Ser Ser 

260 265 270 

Phe Thr Glu Ala Glu He Asp He Arg Leu Arg Glu Glu Phe Ser Lys 

275 280 285 

Met Cys Phe Glu Thr Leu Leu Gin Phe Ser Phe Ser Asn Lys Val Thr 

290 295 300 

Thr Pro Gin Glu Gly Tyr He Ser Arg Met Ala Leu Ser Val Leu Leu 
305 310 315 320 

Lys Arg Ser Gin Asp Val Leu His Arg Tyr He Glu Asp Glu Arg Leu 

325 330 335 

Ser Gly Lys Cys Pro Leu Pro Arg Gin Gin Val Thr Glu He He Phe 

340 345 350 

Val Leu Lys Ala Val Ser Thr Leu He Asp Ser Leu Lys Lys Thr Gin 

355 360 365 

Pro Glu Asn Val Asp Gly Asn Thr Trp Ala Gin Val He Ala Leu Tyr 

370 375 380 

Pro Thr Leu Val Glu Cys He Thr Cys Ser Ser Ser Glu Val Cys Ser 
385 390 395 400 
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Ala Leu Lys Glu Ala Leu Val Pro Phe Lys Asp Phe Met Gin Pro Pro 

405 410 415 

Ala Ser Arg Val Gin Asn Gly Glu Ser 
420 425 

<210> 239 
<211> 1053 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (1).. .(1053) 
<400> 239 

atg gat ttg aag get etc ctt tct tec ttg aat gac ttt gca tec etc 48 
Met Asp Leu Lys Ala Leu Leu Ser Ser Leu Asn Asp Phe Ala Ser Leu 
15 10 15 

teg ttt get gag agt tgg gac aat gtt gga tta ctg gtg gaa cca age 96 
Ser Phe Ala Glu Ser Trp Asp Asn Val Gly Leu Leu Val Glu Pro Ser 
20 25 30 

cca cca cat act gta aat aca etc ttc ctg acc aat gac ctg act gag 144 
Pro Pro His Thr Val Asn Thr Leu Phe Leu Thr Asn Asp Leu Thr Glu 
35 40 45 

gaa gtg atg gag gag gtg ctg caa aag aag gca gac etc att etc tec 192 
Glu Val Met Glu Glu Val Leu Gin Lys Lys Ala Asp Leu He Leu Ser 
50 55 60 

tac cat ccg cct ate ttc cga ccc atg aag cgc ata acc tgg aac aca 240 
Tyr His Pro Pro He Phe Arg Pro Met Lys Arg lie Thr Trp Asn Thr 
65 70 75 80 

tgg aag gag cgc ctg gtg ate egg get ctg gag aac aga gtc ggt ate 288 
Trp Lys Glu Arg Leu Val He Arg Ala Leu Glu Asn Arg Val Gly He 

85 90 95 

tac tct cct cat aca gec tat gat get gcg ccc cag ggc gtc aac aac 336 
Tyr Ser Pro His Thr Ala Tyr Asp Ala Ala Pro Gin Gly Val Asn Asn 
100 105 110 

tgg ttg get aaa ggg ctt gga get tgt acc tec agg ccc ata cat cct 384 
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Trp Leu Ala Lys Gly Leu Gly Ala Cys Thr Ser Arg Pro lie His Pro 
115 120 125 

tec aaa get ccc aac tac cct aca gag gga aac cac cga gta gaa ttc 432 
Ser Lys Ala Pro Asn Tyr Pro Thr Glu Gly Asn His Arg Val Glu Phe 
130 135 140 

aac gtt aac tac acc caa gac ctg gac aaa gtc atg tct gca gtg aaa 480 
Asn Val Asn Tyr Thr Gin Asp Leu Asp Lys Val Met Ser Ala Val Lys 
145 150 155 160 

gga att gac ggt gtt tct gtc act tct ttt tct get agg act ggt aat 528 
Gly He Asp Gly Val Ser Val Thr Ser Phe Ser Ala Arg Thr Gly Asn 

165 170 175 

gag gaa caa aca egg att aat ctg aat tgt act cag aag get ttg atg 576 > 
Glu Glu Gin Thr Arg He Asn Leu Asn Cys Thr Gin Lys Ala Leu Met 
180 185 190 

cag gtg gta gat ttt ctt tec egg aac aaa caa ctt tat cag aag acg 624 
Gin Val Val Asp Phe Leu Ser Arg Asn Lys Gin Leu Tyr Gin Lys Thr 
195 200 205 

gaa att ctg tea ctg gag aag cct ttg ctt eta cat act gga atg gga 672 
Glu He Leu Ser Leu Glu Lys Pro Leu Leu Leu His Thr Gly Met Gly 
210 215 220 

egg tta tgc aca ctg gat gaa tct gtc tec ctg gca acc atg att gat 720 
Arg Leu Cys Thr Leu Asp Glu Ser Val Ser Leu Ala Thr Met He Asp 
225 230 235 240 

cga ata aaa aga cac eta aaa eta tct cat att cgc tta gec ctt ggg 768 
Arg He Lys Arg His Leu Lys Leu Ser His He Arg Leu Ala Leu Gly 

245 250 255 

gtg ggg aga acc tta gag tct caa gtc aaa gtc gtg gec ctg tgt get 816 
Val Gly Arg Thr Leu Glu Ser Gin Val Lys Val Val Ala Leu Cys Ala 
260 265 270 

ggt tct ggg age age gtt ctg cag ggt gtt gag get gac ctt tac etc 864 
Gly Ser Gly Ser Ser Val Leu Gin Gly Val Glu Ala Asp Leu Tyr Leu 
275 280 285 

aca ggt gag atg tec cat cat gat act ttg gat get get tec caa gga 912 
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Thr Gly Glu Met Ser His His Asp Thr Leu Asp Ala Ala Ser Gin Gly 
290 295 300 



ata aat gtc ate etc tgt gaa cac age aac act gaa cga ggc ttt ctt 
lie Asn Val He Leu Cys Glu His Ser Asn Thr Glu Arg Gly Phe Leu 
305 310 315 320 



960 



tct gac ctt cga gat atg ctg gat tct cac ttg gag aat aag ata aat 
Ser Asp Leu Arg Asp Met Leu Asp Ser His Leu Glu Asn Lys He Asn 

325 330 335 



1008 



att ate eta tea gag act gac agg gac cct ctt cag gtg gta taa 
He He Leu Ser Glu Thr Asp Arg Asp Pro Leu Gin Val Val * 
340 345 350 



1053 



<210> 240 
<211> 350 
<212> PRT 

<213> Homo sapiens 



<400> 240 



Met Asp 


Leu Lys 


Ala 


Leu 


Leu Ser Ser 


Leu Asn Asp Phe Ala Ser 


Leu 


1 




5 






10 15 




Ser Phe 


Ala Glu 


Ser 


Trp 


Asp Asn Val 


Gly Leu Leu Val Glu Pro 


Ser 




20 






25 


30 




Pro Pro 


His Thr 


Val 


Asn 


Thr Leu Phe 


Leu Thr Asn Asp Leu Thr 


Glu 




35 






40 


45 




Glu Val 


Met Glu 


Glu 


Val 


Leu Gin Lys 


Lys Ala Asp Leu He Leu 


Ser 


50 








55 


60 




Tyr His 


Pro Pro 


He 


Phe 


Arg Pro Met 


Lys Arg He Thr Trp Asn 


Thr 


65 






70 




75 


80 


Trp Lys 


Glu Arg 


Leu 


Val 


He Arg Ala 


Leu Glu Asn Arg Val Gly 


He 






85 






90 95 




Tyr Ser 


Pro His 


Thr 


Ala 


Tyr Asp Ala 


Ala Pro Gin Gly Val Asn 


Asn 




100 






105 


110 




Trp Leu 


Ala Lys 


Gly 


Leu 


Gly Ala Cys 


Thr Ser Arg Pro He His 


Pro 




115 






120 


125 




Ser Lys 


Ala Pro 


Asn 


Tyr 


Pro Thr Glu 


Gly Asn His Arg Val Glu 


Phe 


130 








135 


140 




Asn Val 


Asn Tyr 


Thr 


Gin 


Asp Leu Asp 


Lys Val Met Ser Al a Val 


Lys 


145 






150 




155 


160 


Gly He 


Asp Gly 


Val 


Ser 


Val Thr Ser 


Phe Ser Ala Arg Thr Gly 


Asn 






165 






170 175 
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b 1U 


pin 
b IU 


b 1 n 


Thr* 

! nr 


Ary 




Ac n 


1 on Acn 
LcU ASM 




Ala 1 am Mo +■ 
Aid LcU net 








1 Qfi 

loU 












1 on 

iyu 


PI 

Gin 


Val 


Val 


ASP 


rne 


Leu 


J-\ 

ber 


arg ash 


Lys bin Leu iyr 


bin Lys inr 






195 












one 




Glu 


He 


Leu 


Ser 


Leu 


blU 


Lys 


pro Leu 


Leu Leu his i nr 


Plw Ma+- Pit, 

biy net bly 




210 










215 




220 




A 

Arg 


Leu 


Cys 


Thr 


Leu 


Asp 


Glu 


Ser Val 


ber Leu Ala inr 


Met I le Asp 


225 










230 






235 


O A A 

240 


Arg 


T "1 — 

He 


■ 


Arg 


His 


Leu 


Lys 


Leu Ser 


His He Arg Leu 


Ala Leu Gly 










245 








or rv 

250 


or - r 

255 


Val 


Gly 


A 

Arg 


Thr 


Leu 


Glu 


Ser 


Gin Val 


Lys Val Val Ala 


Leu Cys Ala 








r\ f\ 

260 








r\ r t~ 

265 




0*7 r\ 

270 


Gly 


Ser 


Gly 


Ser 


Ser 


Val 


Leu 


O"! Ol 

Gin Gly 


Val Glu Ala Asp 


Leu Tyr Leu 






275 










280 


285 




Thr 


Gly 


Glu 


Met 


Ser 


His 


His 


Asp Thr 


Leu Asp Ala Ala 


Ser Gin Gly 




290 










295 




300 




He 


Asn 


Val 


He 


Leu 


Cys 


Glu 


His Ser 


Asn Thr Glu Arg 


Gly Phe Leu 


305 










310 






315 


320 


Ser 


Asp 


Leu 


Arg 


Asp 


Met 


Leu 


Asp Ser 


His Leu Glu Asn 


Lys He Asn 










325 








330 


335 


He 


He 


Leu 


Ser 


Glu 


Thr 


Asp 


Arg Asp 


Pro Leu Gin Val 


Val 








340 








345 




350 



<210> 241 
<211> 933 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(933) 

<400> 241 

atg ggc gga gaa ttt tgt gtg get get ate ttc gga aca tec agg tea 48 

Met Gly Gly Glu Phe Cys Val Ala Ala He Phe Gly Thr Ser Arg Ser 
15 10 15 

tgg ttt gca aat aat gca ggt ctg aaa aga gaa aaa gat cag tec aaa 96 
Trp Phe Ala Asn Asn Ala Gly Leu Lys Arg Glu Lys Asp Gin Ser Lys 
20 25 30 



caa gtt gta gtt gag tec ctg tac att ate agt tgc tat ggc acc tta 144 
Gin Val Val Val Glu Ser Leu Tyr He He Ser Cys Tyr Gly Thr Leu 
35 40 45 
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gtg gaa cac atg atg gag ccg cga ccc etc age act gca ccc aag att 
Val Glu His Met Met Glu Pro Arg Pro Leu Ser Thr Ala Pro Lys He 
50 55 60 



192 



agt gac gac aca cca ctg gaa atg atg aca teg cct cga gee age tgg 
Ser Asp Asp Thr Pro Leu Glu Met Met Thr Ser Pro Arg Ala Ser Trp 
65 70 75 80 



240 



act ctg gtt aga ace cct caa tgg aat gaa ttg cag cca ccg ttt aat 
Thr Leu Val Arg Thr Pro Gin Trp Asn Glu Leu Gin Pro Pro Phe Asn 

85 90 95 



288 



gca aac cac cct ctg etc etc get gca gat gca gta cag tat tat cag 336 
Ala Asn His Pro Leu Leu Leu Ala Ala Asp Ala Val Gin Tyr Tyr Gin 
- ' 100 105 110 

ttc ctg ctt get ggc ctg gtt ccc cct gga agt cct ggg ccc att act 384 
Phe Leu Leu Ala Gly Leu Val Pro Pro Gly Ser Pro Gly Pro He Thr 
115 120 125 



cga cat ggg tct tac gac agt tta get tct gac cat agt gga cag gaa 
Arg His Gly Ser Tyr Asp Ser Leu Ala Ser Asp His Ser Gly Gin Glu 
130 135 140 



432 



gat gaa gaa tgg ctt tec cag gtt gaa att gta aca cac act gga ccc 
Asp Glu Glu Trp Leu Ser Gin Val Glu He Val Thr His Thr Gly Pro 
145 150 155 160 



480 



cat aga cgt ctg tgg atg ggt cca cag ttc cag ttc aaa ace ate cat 
His Arg Arg Leu Trp Met Gly Pro Gin Phe Gin Phe Lys Thr He His 

165 170 175 



528 



ccc tea ggc caa acc aca gtt ate tea tec agt tea tct gtg ttg cag 
Pro Ser Gly Gin Thr Thr Val He Ser Ser Ser Ser Ser Val Leu Gin 
180 185 190 



576 



tct cat ggt ccg agt gac acg cca cag cct ctt ttg gat ttt gat aca 
Ser His Gly Pro Ser Asp Thr Pro Gin Pro Leu Leu Asp Phe Asp Thr 
195 200 205 



624 



gat gat ctt gat etc aac agt etc agg ate cag cca gtc cgc tct gac 
Asp Asp Leu Asp Leu Asn Ser Leu Arg He Gin Pro Val Arg Ser Asp 
210 215 220 



672 
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ccc gtc age atg cca ggg tea tec cgt cca gtc tct gat cga agg gga 720 
Pro Val Ser Met Pro Gly Ser Ser Arg Pro Val Ser Asp Arg Arg Gly 
225 230 235 240 

gtt tec aca gtg att gat get gee tea ggt acc ttt gac agg age gtg 768 
Val Ser Thr Val He Asp Ala Ala Ser Gly Thr Phe Asp Arg Ser Val 
245 250 255 

acc ctg ctg gag gtg tgc ggg age tgg cct gag ggc ttc ggg ctg egg 816 
Thr Leu Leu Glu Val Cys Gly Ser Trp Pro Glu Gly Phe Gly Leu Arg 
260 265 270 

cac atg tec tec atg gag cac acg gag gag ggc tec ggg age gac ttg 864 
His Met Ser Ser Met Glu His Thr Glu Glu Gly Ser Gly Ser Asp Leu 
275 280 285 

ccg acg cca tgg ccg agt cac eta gee ggg acg teg tgg gat ccg gaa 912 
Pro Thr Pro Trp Pro Ser His Leu Ala Gly Thr Ser Trp Asp Pro Glu 
290 295 300 

cag aca cag ccc ttg acg tag 933 
Gin Thr Gin Pro Leu Thr * 
305 310 



<210> 242 
<211> 310 
<212> PRT 

<213> Homo sapiens 



<400> 242 



Met Gly 


Gly 


Glu 


Phe 


Cys Val 


Ala 


Ala 


He 


Phe Gly Thr Ser Arg Ser 


1 






5 








10 


15 


Trp Phe 


Ala 


Asn 


Asn 


Ala Gly 


Leu 


Lys 


Arg 


Glu Lys Asp Gin Ser Lys 






20 








25 




30 


Gin Val 


Val 


Val 


Glu 


Ser Leu 


Tyr 


He 


He 


Ser Cys Tyr Gly Thr Leu 




35 








40 






45 


Val Glu 


His 


Met 


Met 


Glu Pro 


Arg 


Pro 


Leu 


Ser Thr Ala Pro Lys He 


50 








55 








60 


Ser Asp 


Asp 


Thr 


Pro 


Leu Glu 


Met 


Met 


Thr 


Ser Pro Arg Ala Ser Trp 


65 








70 








75 80 


Thr Leu 


Val 


Arg 


Thr 


Pro Gin 


Trp 


Asn 


Glu 


Leu Gin Pro Pro Phe Asn 








85 








90 


95 
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A| ^ A g~- *r\ 

Ala Asn 


H1S 


rro 


LcU 


1 Ql 1 

Leu 


1 cxi i 

LcU 


Al a 
M 1 d 






1 nn 
1UU 










Hne Leu 


Leu 


Ala 

Aia 




Leu 


va i 


rro 




115 










1 on 
lev 


Arg His 


pi 

Gly 


Ser 


Tyr 


Asp 


Ser 


Leu 


130 










135 




Asp bill 


PI i . 


I rp 


Leu 


Ser 


pi « 
bin 


va I 


145 








150 






His Arg 


A 

Arg 


Leu 


Trp 


Met 


Gly 


Pro 








165 








Pro Ser 


Gly 


Gin 


Thr 


Thr 


Val 


lie 






180 










Ser His 


Gly 


Pro 


Ser 


A 

Asp 


TL _ 

Thr 


Pro 




195 










200 


Asp Asp 


Leu 


Asp 


Leu 


Asn 


Ser 


Leu 


210 










215 




Pro Val 


Ser 


Met 


Pro 


Gly 


Ser 


Ser 


225 








r\ r\ s\ 

230 






Val Ser 


Thr 


Val 


He 


Asp 


Ala 


Ala 








245 








Thr Leu 


Leu 


Glu 


Val 


Cys 


Gly 


Ser 






260 










His Met 


Ser 


Ser 


Met 


Glu 


His 


Thr 




275 










280 


Pro Thr 


Pro 


Trp 


Pro 


Ser 


His 


Leu 


290 










295 




Gin Thr 


Gin 


Pro 


Leu 


Thr 






305 








310 







<210> 243 
<211> 465 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(465) 

<221> mi sc_f eature 
<222> (1)...(465) 
<223> n = A.T.C or G 

<400> 243 
atg tnc tct ggg gcg agg aca egg 



358 



AT a 

a i a 


Acr* Ala Wal Pin 

Asp ai a va i bin 


iyr iyr bin 


iUD 




liU 


rro 


pi w c^m* n pi ti 

biy ber rro biy 


rro lie inr 




l£0 




a i a 


ber Asp his ber 


pi v/ n« pin 

biy bin blu 




140 




blU 


Tl« W-al TKo Uir 

lie val inr His 


i l-t PI .J pi _ 

inr biy Pro 




1 rr 

155 


160 


pi r\ 

bin 


rne bin rne Lys 


Inr lie His 




1 ~7/\ 

170 


175 


Ser 


Ser Ser Ser Ser 


Val Leu Gin 


185 




190 


Gin 


Pro Leu Leu Asp 


Phe Asp Thr 




r\ r\ r~ 

205 




Arg 


He Gin Pro Val 


Arg Ser Asp 




220 




Arg 


Pro Val Ser Asp 


Arg Arg Gly 




235 


240 


Ser 


Gly Thr Phe Asp 


Arg Ser Val 




250 


255 


Trp 


Pro Glu Gly Phe 


Gly Leu Arg 


265 




270 


Glu 


Glu Gly Ser Gly 


Ser Asp Leu 




285 




Ala 


Gly Thr Ser Trp 


Asp Pro Glu 




300 

• 




ctt 


ntg get net ggc 


net get gtc 
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Met Xaa Ser Gly Ala Arg Thr Arg Leu Xaa Ala Xaa Gly Xaa Ala Val 

15 10 15 

tea ctg gec net ttg ttg aat aag gcg get gat aaa gga age agg aag 96 

Ser Leu Ala Xaa Leu Leu Asn Lys Ala Ala Asp Lys Gly Ser Arg Lys 

20 25 30 

cgc tat gaa cca tea gac aag gac agg cag age cct cct cca gee aag 144 

Arg Tyr Glu Pro Ser Asp Lys Asp Arg Gin Ser Pro Pro Pro Ala Lys 

35 40 45 

egg ccc aac aca tec cca gac cga ggt tct egg gac egg aag tea ggt 192 
Arg Pro Asn Thr Ser Pro Asp Arg Gly Ser Arg Asp Arg Lys Ser Gly 
50 55 60 

ggg aga ctg ggc tec ccg aag cca gag egg cag aga ggc cag aac tec 240 

Gly Arg Leu Gly Ser Pro Lys Pro Glu Arg Gin Arg Gly Gin Asn Ser 

65 70 75 80 

aaa gee cct gca gee ccg get gac agg aag cgc can ntg tea ccc cag 288 

Lys Ala Pro Ala Ala Pro Ala Asp Arg Lys Arg Xaa Xaa Ser Pro Gin 

85 90 95 

tec aag age tec age aag gtc acg age gtg ccc ggc aaa gee teg gat 336 

Ser Lys Ser Ser Ser Lys Val Thr Ser Val Pro Gly Lys Ala Ser Asp 

100 105 110 

ccc ggc gee gee age acc aaa tea ggg aag gee age acg ctg tct egg 384 

Pro Gly Ala Ala Ser Thr Lys Ser Gly Lys Ala Ser Thr Leu Ser Arg 

115 120 125 

egg gag gag ctg ctg aaa cag ctg aag gee gtg gag gat get att gca 432 

Arg Glu Glu Leu Leu Lys Gin Leu Lys Ala Val Glu Asp Ala He Ala 
130 135 140 



cgc aag egg gee aag ate ccc ggg aaa gca tag 465 
Arg Lys Arg Ala Lys He Pro Gly Lys Ala * 
145 150 



<210> 244 
<211> 154 
<212> PRT 
<213> Homo sapiens 
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<220> 

<221> VARIANT 

<222> (1)...(154) 

<223> Xaa = Any Amino Acid 

<400> 244 



Met 


xaa 


Ser bly 


Ala 


Arg 


Thr 


Arg Leu Xaa Ala Xaa Gly 


Xaa Ala Val 


l 






r 

D 






10 


15 


Ser 


Leu 


Ala Xaa 


Leu 


Leu 


A , 

Asn 


Lys Ala Ala Asp Lys Gly 


Ser Arg Lys 






on 
OJ 








25 


30 


Arg 


Tyr 


Glu Pro 


Ser 


Asp 


Lys 


Asp Arg Gin Ser Pro Pro 


Pro Ala Lys 






35 








40 45 




Arg 


Pro 


Asn Thr 


Ser 


Pro 


Asp 


Arg Gly Ser Arg Asp Arg 


Lys Ser Gly 




50 








55 


l 60 




Gly 


Arg 


Leu Gly 


Ser 


Pro 


Lys 


Pro Glu Arg Gin Arg Gly 


Gin Asn Ser 


65 








70 




75 


80 


Lys 


Ala 


Pro Ala 


Ala 


Pro 


Ala 


Asp Arg Lys Arg Xaa Xaa 


Ser Pro Gin 








85 






90 


95 


Ser 


Lys 


Ser Ser 


Ser 


Lys 


Val 


Thr Ser Val Pro Gly Lys 


Ala Ser Asp 






100 








105 


110 


Pro 


Gly 


Ala Ala 


Ser 


Thr 


Lys 


Ser Gly Lys Ala Ser Thr 


Leu Ser Arg 






115 








120 125 




Arg 


Glu 


Glu Leu 


Leu 


Lys 


Gin 


Leu Lys Ala Val Glu Asp 


Ala He Ala 




130 








135 


140 




Arg 


Lys 


Arg Ala 


Lys 


He 


Pro 


Gly Lys Ala 




145 








150 









<210> 245 
<211> 1839 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (1). . .(1839) 
<400> 245 

atg gcg gcg gcg ggc egg etc ccg age tec tgg gec etc ttc teg ccg 48 
Met Ala Ala Ala Gly Arg Leu Pro Ser Ser Trp Ala Leu Phe Ser Pro 
15 10 15 

etc etc gca ggg ctt gca eta ctg gga gtc ggg ccg gtc cca gcg egg 96 
Leu Leu Ala Gly Leu Ala Leu Leu Gly Val Gly Pro Val Pro Ala Arg 
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20 25 30 

gcg ctg cac aac gtc acg gcc gag etc ttt ggg gec gag gec tgg ggc 144 
Ala Leu His Asn Val Thr Ala Glu Leu Phe Gly Ala Glu Ala Trp Gly 
35 40 45 

acc ctt gcg get ttc ggg gac etc aac tec gac aag cag acg gat etc 192 
Thr Leu Ala Ala Phe Gly Asp Leu Asn Ser Asp Lys Gin Thr Asp Leu 
50 * 55 60 

ttc gtg ctg egg gaa aga aat gac tta ate gtc ttt ttg gca gac cag 240 
Phe Val Leu Arg Glu Arg Asn Asp Leu He Val Phe Leu Ala Asp Gin 
65 70 75 80 

aat gca ccc tat ttt aaa ccc aaa gta aag gta tct ttc aag aat cac 288 
Asn Ala Pro Tyr Phe Lys Pro Lys Val Lys Val Ser Phe Lys Asn His 

85 90 95 

agt gca ttg ata aca agt gta gtc cct ggg gat tat gat gga gat tct 336 
Ser Ala Leu He Thr Ser Val Val Pro Gly Asp Tyr Asp Gly Asp Ser 
100 105 110 

caa atg gat gtc ctt ctg aca tat ctt ccc aaa aat tat gcc aag agt 384 
Gin Met Asp Val Leu Leu Thr Tyr Leu Pro Lys Asn Tyr Ala Lys Ser 
115 120 125 

gaa tta gga get gtt ate ttc tgg gga caa aat caa aca tta gat cct 432 
Glu Leu Gly Ala Val He Phe Trp Gly Gin Asn Gin Thr Leu Asp Pro 
130 135 140 

aac aat atg acc ata etc aat agg act ttt caa gat gag cca eta att 480 
Asn Asn Met Thr lie Leu Asn Arg Thr Phe Gin Asp Glu Pro Leu He 
145 150 155 160 

atg gat ttc aat ggt gat eta att cct gat att ttt ggt ate aca aat 528 
Met Asp Phe Asn Gly Asp Leu He Pro Asp He Phe Gly He Thr Asn 

165 170 175 

gaa tec aac cag cca cag ata eta tta gga ggg aat tta tea tgg cat 576 
Glu Ser Asn Gin Pro Gin He Leu Leu Gly Gly Asn Leu Ser Trp His 
180 185 190 

cca gca ttg acc act aca agt aaa atg cga att cca cat tct cat gca 624 
Pro Ala Leu Thr Thr Thr Ser Lys Met Arg He Pro His Ser His Ala 
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195 200 205 

ttt att gat ctg act gaa gat ttt aca gca gat tta ttc ctg acg aca 672 
Phe He Asp Leu Thr Glu Asp Phe Thr Ala Asp Leu Phe Leu Thr Thr 
210 215 220 

ttg aat gcc acc act agt acc ttc cag ttt gaa ata tgg gaa aat ttg 720 
Leu Asn Ala Thr Thr Ser Thr Phe Gin Phe Glu He Trp Glu Asn Leu 
225 230 235 240 

gat gga aac ttc tct gtc agt act ata ttg gaa aaa cct caa aat atg 768 
Asp Gly Asn Phe Ser Val Ser Thr He Leu Glu Lys Pro Gin Asn Met 
245 250 255 

atg gtg gtt gga cag tea gca ttt gca gac ttt gat gga gat gga cac 816 
Met Val Val Gly Gin Ser Ala Phe Ala Asp Phe Asp Gly Asp Gly His 
260 265 270 

atg gat cat tta ctg cca ggc tgt gaa gat aaa aat tgc caa aag agt 864 
Met Asp His Leu Leu Pro Gly Cys Glu Asp Lys Asn Cys Gin Lys Ser 
275 280 285 

acc ate tac tta gtg aga tct ggg atg aag cag tgg gtt cca gtc eta 912 
Thr He Tyr Leu Val Arg Ser Gly Met Lys Gin Trp Val Pro Val Leu 
290 295 300 

caa gat ttc age aat aag ggc aca etc tgg ggc ttt gtg cca ttt gtg 960 
Gin Asp Phe Ser Asn Lys Gly Thr Leu Trp Gly Phe Val Pro Phe Val 
305 310 315 320 

gat gaa cag caa cca act gaa ata cca att cca att acc ctt cat att 1008 
Asp Glu Gin Gin Pro Thr Glu He Pro He Pro He Thr Leu His He 
325 330 335 

gga gac tac aat atg gat ggc tat cca gac get ctg gtc ata eta aag 1056 
Gly Asp Tyr Asn Met Asp Gly Tyr Pro Asp Ala Leu Val He Leu Lys 
340 345 350 

aac aca tct gga age aac cag cag gcc ttt tta ctg gag aac gtc cct 1104 
Asn Thr Ser Gly Ser Asn Gin Gin Ala Phe Leu Leu Glu Asn Val Pro 
355 360 365 

tgt aat aat gca age tgt gaa gag gcg cgt cga atg ttt aaa gtc tac 1152 
Cys Asn Asn Ala Ser Cys Glu Glu Ala Arg Arg Met Phe Lys Val Tyr 
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370 375 380 

tgg gag ctg aca gac eta aat caa att aag gat gec atg gtt gec acc 1200 
Trp Glu Leu Thr Asp Leu Asn Gin He Lys Asp Ala Met Val Ala Thr 
385 390 395 400 

ttc ttt gac att tac gaa gat gga ate ttg gac att gta gtg eta agt 1248 
Phe Phe Asp He Tyr Glu Asp Gly He Leu Asp He Val Val Leu Ser 
405 410 415 

aaa gga tat aca aag aat gat ttt gec att cat aca eta aaa aat aac 1296 
Lys Gly Tyr Thr Lys Asn Asp Phe Ala He His Thr Leu Lys Asn Asn 
420 425 430 

ttt gaa gca gat get tat ttt gtt aaa gtt att gtt ctt agt ggt ctg 1344 
Phe Glu Ala Asp Ala Tyr Phe Val Lys Val He Val Leu Ser Gly Leu 
435 440 445 

tgt tct aat gac tgt cct cgt aag ata aca ccc ttt gga gtg aat caa 1392 
Cys Ser Asn Asp Cys Pro Arg Lys He Thr Pro Phe Gly Val Asn Gin 
450 455 460 

cct gga cct tat ate atg tat aca act gta gat gca aat ggg tat ctg 1440 
Pro Gly Pro Tyr He Met Tyr Thr Thr Val Asp Ala Asn Gly Tyr Leu 
465 470 475 480 

aaa aat gga tea get ggc caa etc age caa tec gca cat tta get etc 1488 
Lys Asn Gly Ser Ala Gly Gin Leu Ser Gin Ser Ala His Leu Ala Leu 
485 490 495 

caa eta cca tac aac gtg ctt ggt tta ggt egg age gca aat ttt ctt 1536 
Gin Leu Pro Tyr Asn Val Leu Gly Leu Gly Arg Ser Ala Asn Phe Leu 
500 505 510 

gac cat etc tac gtt ggt att ccc cgt cca tct gga gaa aaa tct ata 1584 
Asp His Leu Tyr Val Gly He Pro Arg Pro Ser Gly Glu Lys Ser lie 
515 520 525 

cga aaa caa gag tgg act gca ate att cca aat tec cag eta att gtc 1632 
Arg Lys Gin Glu Trp Thr Ala He He Pro Asn Ser Gin Leu He Val 
530 535 540 

att cca tac cct cac aat gtc cct cga agt tgg agt gec aaa ctg tat 1680 
He Pro Tyr Pro His Asn Val Pro Arg Ser Trp Ser Ala Lys Leu Tyr 
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545 550 555 560 

ctt aca cca agt aat att gtt ctg ctt act get ata get etc ate ggt 1728 
Leu Thr Pro Ser Asn He Val Leu Leu Thr Ala He Ala Leu He Gly 
565 570 575 

gtc tgt gtt ttc ate ttg gca ata att ggc att tta cat tgg cag gaa 1776 
Val Cys Val Phe He Leu Ala He He Gly He Leu His Trp Gin Glu 
580 585 590 

aag aaa gca gat gat aga gaa aaa cga caa gaa gee cac egg ttt cat 1824 
Lys Lys Ala Asp Asp Arg Glu Lys Arg Gin Glu Ala His Arg Phe His 
595 600 605 

ttt gat get atg tga 1839 
Phe Asp Ala Met * 
610 



<210> 246 
<211> 612 
<212> PRT 
<213> Homo sapiens 

<400> 246 

Met Ala Ala Ala Gly Arg Leu Pro Ser Ser Trp Ala Leu Phe Ser Pro 
1 5 10 15 

Leu Leu Ala Gly Leu Ala Leu Leu Gly Val Gly Pro Val Pro Ala Arg 

20 25 30 

Ala Leu His Asn Val Thr Ala Glu Leu Phe Gly Ala Glu Ala Trp Gly 

35 . 40 45 

Thr Leu Ala Ala Phe Gly Asp Leu Asn Ser Asp Lys Gin Thr Asp Leu 

50 55 60 

Phe Val Leu Arg Glu Arg Asn Asp Leu He Val Phe Leu Ala Asp Gin 
65 70 75 80 

Asn Ala Pro Tyr Phe Lys Pro Lys Val Lys Val Ser Phe Lys Asn His 

85 90 95 

Ser Ala Leu He Thr Ser Val Val Pro Gly Asp Tyr Asp Gly Asp Ser 

100 105 ' 110 

Gin Met Asp Val Leu Leu Thr Tyr Leu Pro Lys Asn Tyr Ala Lys Ser 

115 120 125 

Glu Leu Gly Ala Val He Phe Trp Gly Gin. Asn Gin Thr Leu Asp Pro 

130 135 140 

Asn Asn Met Thr He Leu Asn Arg Thr Phe Gin Asp Glu Pro Leu He 
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145 150 155 160 

Met Asp Phe Asn Gly Asp Leu He Pro Asp He Phe Gly He Thr Asn 

165 170 175 

Glu Ser Asn Gin Pro Gin He Leu Leu Gly Gly Asn Leu Ser Trp His 

180 ^ 185 190 

Pro Ala Leu Thr Thr Thr Ser Lys Met Arg He Pro His Ser His Ala 

195 200 205 

Phe He Asp Leu Thr Glu Asp Phe Thr Ala Asp Leu Phe Leu Thr Thr 

210 215 220 

Leu Asn Ala Thr Thr Ser Thr Phe Gin Phe Glu He Trp Glu Asn Leu 
225 230 235 240 

Asp Gly Asn Phe Ser Val Ser Thr He Leu Glu Lys Pro Gin Asn Met 

245 250 255 

Met Val Val Gly Gin Ser Ala Phe Ala Asp Phe Asp Gly Asp Gly His 

260 265 270 

Met Asp His Leu Leu Pro Gly Cys Glu Asp Lys Asn Cys Gin Lys Ser 

275 280 285 

Thr lie Tyr Leu Val Arg Ser Gly Met Lys Gin Trp Val Pro Val Leu 

290 295 300 

Gin Asp Phe Ser Asn Lys Gly Thr Leu Trp Gly Phe Val Pro Phe Val 
305 310 315 320 

Asp Glu Gin Gin Pro Thr Glu He Pro He Pro He Thr Leu His He 

325 330 335 

Gly Asp Tyr Asn Met Asp Gly Tyr Pro Asp Ala Leu Val He Leu Lys 

340 345 350 

Asn Thr Ser Gly Ser Asn Gin Gin Ala Phe Leu Leu Glu Asn Val Pro 

355 360 365 

Cys Asn Asn Ala Ser Cys Glu Glu Ala Arg Arg Met Phe Lys Val Tyr 

370 375 380 

Trp Glu Leu Thr Asp Leu Asn Gin He Lys Asp Ala Met Val Ala Thr 
385 390 395 400 

Phe Phe Asp He Tyr Glu Asp Gly He Leu Asp He Val Val Leu Ser 

405 410 415 

Lys Gly Tyr Thr Lys Asn Asp Phe Ala He His Thr Leu Lys Asn Asn 

420 425 430 

Phe Glu Ala Asp Ala Tyr Phe Val Lys Val He Val Leu Ser Gly Leu 

435 440 445 

Cys Ser Asn Asp Cys Pro Arg Lys He Thr Pro Phe Gly Val Asn Gin 

450 455 460 

Pro Gly Pro Tyr He Met Tyr Thr Thr Val Asp Ala Asn Gly Tyr Leu 
465 470 475 480 

Lys Asn Gly Ser Ala Gly Gin Leu Ser Gin Ser Ala His Leu Ala Leu 

485 490 495 

Gin Leu Pro Tyr Asn Val Leu Gly Leu Gly Arg Ser Ala Asn Phe Leu 
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500 


505 


510 




Asp His 


Leu Tyr 


Val Gly He Pro Arg Pro Ser Gly 


Glu Lys 


Ser He 




515 


520 


525 




Arg Lys 


Gin Glu 


Trp Thr Ala He He Pro Asn Ser 


Gin Leu 


He Val 


530 




535 540 






lie Pro 


Tyr Pro 


His Asn Val Pro Arq Ser TrD Ser 


Ala Lvs 


1 Pu Tvp 


545 




550 555 




560 


Leu Thr 


Pro Ser 


Asn He Val Leu Leu Thr Ala He 


Ala Leu 


He Gly 






565 570 




575 


Val Cys 


Val Phe 


lie Leu Ala He He Gly He Leu 


His Trp 


Gin Glu 




580 


585 


590 




Lys Lys 


Ala Asp 


Asp Arg Glu Lys Arg Gin Glu Ala 


His Arg 


Phe His 




595 


600 


605 




Phe Asp 


Ala Met 









610 



<210> 247 
<211> 462 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(462) 

<400> 247 

atg ggc egg etc cca ttg etc egg cgc gtt etc aag ggc ttg cag ctg 48 

Met Gly Arg Leu Pro Leu Leu Arg Arg Val Leu Lys Gly Leu Gin Leu 

1 5 10 15 

ttg ctg tct ctg ctg gee ttc ate tgt gaa gaa gtt gta tea caa tgt 96 
Leu Leu Ser Leu Leu Ala Phe He Cys Glu Glu Val Val Ser Gin Cys 
20 25 30 

act tta tgt gga gga ctt tat ttt ttt gag ttt gta age tgc agt gee 144 
Thr Leu Cys Gly Gly Leu Tyr Phe Phe Glu Phe Val Ser Cys Ser Ala 
35 40 45 

ttt ctt ctg agt etc ctt ata ctg att gtg tat tgc act cca ttt tat 192 
Phe Leu Leu Ser Leu Leu He Leu He Val Tyr Cys Thr Pro Phe Tyr 
50 55 60 

gag aga gtt gat acc aca aaa gta aaa tea teg gat ttt tat att act 240 
Glu Arg Val Asp Thr Thr Lys Val Lys Ser Ser Asp Phe Tyr He. Thr 
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65 70 75 80 

ttg gga aca gga tgt gtg ttt ttg ttg gca tec ate att ttt gtt tec 288 
Leu Gly Thr Gly Cys Val Phe Leu Leu Ala Ser He He Phe Val Ser 

85 90 95 

aca cat gac agg act tea get gag att get gca att gtg ttt gga ttt 336 
Thr His Asp Arg Thr Ser Ala Glu He Ala Ala He Val Phe Gly Phe 
100 105 110 

ata gca agt ttt atg ttc eta ctt gac ttt ate act atg ctg tat gaa 384 
He Ala Ser Phe Met Phe Leu Leu Asp Phe lie Thr Met Leu Tyr Glu 
115 120 125 

aaa cga cag gag tec cag ctg aga aaa cct gaa aat ace act agg get 432 
Lys Arg Gin Glu Ser Gin Leu Arg Lys Pro Glu Asn Thr Thr Arg Ala 
130 135 140 

gaa gee etc act gag cca ctt aat gee taa 462 
Glu Ala Leu Thr Glu Pro Leu Asn Ala * 
145 150 



<210> 248 
<211> 153 
<212> PRT 

<213> Homo sapiens 
<400> 248 

Met Gly Arg Leu Pro Leu Leu Arg Arg Val Leu Lys Gly Leu Gin Leu 
15 10 15 

Leu Leu Ser Leu Leu Ala Phe He Cys Glu Glu Val Val Ser Gin Cys 

20 25 30 

Thr Leu Cys Gly Gly Leu Tyr Phe Phe Glu Phe Val Ser Cys Ser Ala 

35 40 45 

Phe Leu Leu Ser Leu Leu He Leu lie Val Tyr Cys Thr Pro Phe Tyr 

50 55 60 

Glu Arg Val Asp Thr Thr Lys Val Lys Ser Ser Asp Phe Tyr He Thr 
65 70 75 80 

Leu Gly Thr Gly Cys Val Phe Leu Leu Ala Ser He He Phe Val Ser 

85 90 95 

Thr His Asp Arg Thr Ser Ala Glu He Ala Ala He Val Phe Gly Phe 

100 105 110 

He Ala Ser Phe Met Phe Leu Leu Asp Phe He Thr Met Leu Tyr Glu 
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115 120 125 

Lys Arg Gin Glu Ser Gin Leu Arg Lys Pro Glu Asn Thr Thr Arg Ala 

130 135 140 

Glu Ala Leu Thr Glu Pro Leu Asn Ala 
145 150 

<210> 249 
<211> 1071 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (1). . . (1071) 

<221> misc_feature 
<222> (1). . .(1071) 
<223> n = A.T.C or G 

<400> 249 

atg aca ggg acc ate ctt tea ggc tec ate age etc ggt gac agt gtg 48 

Met Thr Gly Thr He Leu Ser Gly Ser He Ser Leu Gly Asp Ser Val 
15 10 15 

gag ate cct gee etc aag gtg gtg aag aag gtg aag tec atg cag atg 96 
Glu He Pro Ala Leu Lys Val Val Lys Lys Val Lys Ser Met Gin Met 
20 25 30 

ttc cac atg ccc ate act tea gee atg caa gga gac egg ctg ggc ate 144 
Phe His Met Pro He Thr Ser Ala Met Gin Gly Asp Arg Leu Gly He 
35 40 45 

tgc gtc acc cag ttt gac cct aag ctg ctg gag cgc ggg ttg gtg tgt 192 
Cys Val Thr Gin Phe Asp Pro Lys Leu Leu Glu Arg Gly Leu Val Cys 
50 55 60 

gee ccc gag tec ctg cac act gtc cat gcg gee etc ate tct gtg gaa 240 
Ala Pro Glu Ser Leu His Thr Val His Ala Ala Leu He Ser Val Glu 
65 70 75 80 

aag ata ccg tat ttc egg ggg ccc ctg caa acc aag gee aag ttc cac 288 
Lys He Pro Tyr Phe Arg Gly Pro Leu Gin Thr Lys Ala Lys Phe His 

85 90 95 
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att aca gtg ggc cat gaa aca gtc atg ggc egg ttg atg ttc ttc agt 336 

He Thr Val Gly His Glu Thr Val Met Gly Arg Leu Met Phe Phe Ser 

100 105 110 

cct get cca gat aac ttt gac cag gag cct ata ctg gac tct ttc aac 384 
Pro Ala Pro Asp Asn Phe Asp Gin Glu Pro He Leu Asp Ser Phe Asn 
115 120 125 

ttc tct caa gaa tac ctt ttc cag gag cag tac ctg tec aag gat ttg 432 
Phe Ser Gin Glu Tyr Leu Phe Gin Glu Gin Tyr Leu Ser Lys Asp Leu 
130 135 140 

aca cca gca gtg aca gac aat gat gag gec gac aag aag gec ggc cag 480 
Thr Pro Ala Val Thr Asp Asn Asp Glu Ala Asp Lys Lys Ala Gly Gin 
145 150 155 " 160 

gec aca gag ggc cat tgt cct egg cag cag tgg gee ctg gtg gag ttt 528 
Ala Thr Glu Gly His Cys Pro Arg Gin Gin Trp Ala Leu Val Glu Phe 

165 170 175 

gag aag ccc gtc ace tgc cct egg ctg tgc ctg gtg att ggc tec agg 576 
Glu Lys Pro Val Thr Cys Pro Arg Leu Cys Leu Val He Gly Ser Arg 
180 185 190 

eta gat gcg gac att cac ace aac acg tgc egg eta gee ttc cat ggc 624 
Leu Asp Ala Asp He His Thr Asn Thr Cys Arg Leu Ala Phe His Gly 
195 200 205 

ate ctg etc cac ggg eta gag gac agg aac tac gee gac age ttc ctg 672 
He Leu Leu His Gly Leu Glu Asp Arg Asn Tyr Ala Asp Ser Phe Leu 
210 215 220 

ccc agg ctg aag gtg tac aag ctg aag cac aag cat ggc ctt gtg gag 720 
Pro Arg Leu Lys Val Tyr Lys Leu Lys His Lys His Gly Leu Val Glu 
225 230 235 240 

egg gcg atg gat gac tac agt gtg ate ggc cgc tec ctg ttc aaa aag 768 
Arg Ala Met Asp Asp Tyr Ser Val He Gly Arg Ser Leu Phe Lys Lys 
245 250 255 

gaa ace aac ate cag etc ttc gtg ggg etc aag gtg cac ttg tec act 816 
Glu Thr Asn He Gin Leu Phe Val Gly Leu Lys Val His Leu Ser Thr 
260 265 270 
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ggg gaa ctg ggc ate ate gac agt gec ttc ggc cag age ggc aag ttc 864 
Gly Glu Leu Gly He He Asp Ser Ala Phe Gly Gin Ser Gly Lys Phe 
275 280 285 

aag ate cac ate cca ggt ggc etc age ccc gag tec aag aag ate ctg 912 
Lys He His He Pro Gly Gly Leu Ser Pro Glu Ser Lys Lys He Leu 
290 295 300 

aca ccc gee etc aag aag egg gee egg get ggc cgt ggg gag gee acc 960 
Thr Pro Ala Leu Lys Lys Arg Ala Arg Ala Gly Arg Gly Glu Ala Thr 
305 310 315 320 

agg cag gag gag age gee gag egg agn ngg ccc tea cag cat gtg gtg 1008 
Arg Gin Glu Glu Ser Ala Glu Arg Xaa Xaa Pro Ser Gin His Val Val 
325 330 335 

etc age ctg act ttc aag cgt tat gtc ttc gac acc cac aag cgc atg 1056 
Leu Ser Leu Thr Phe Lys Arg Tyr Val Phe Asp Thr His Lys Arg Met 
340 345 350 

gtt cag tct ccc tga 1071 
Val Gin Ser Pro * 

355 . 



<210> 250 
<211> 356 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (1)...(356) 

<223> Xaa = Any Amino Acid 

<400> 250 

Met Thr Gly Thr He Leu Ser Gly Ser He Ser Leu Gly Asp Ser Val 

1 5 10 15 

Glu He Pro Ala Leu Lys Val Val Lys Lys Val Lys Ser Met Gin Met 

20 25 30 

Phe His Met Pro He Thr Ser Ala Met Gin Gly Asp Arg Leu Gly He 

35 40 45 

Cys Val Thr Gin Phe Asp Pro Lys Leu Leu Glu Arg Gly Leu Val Cys 
50 55 60 
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Ala Pro Glu Ser Leu His Thr Val His Ala Ala Leu lie Ser Val Glu 
65 70 75 80 

Lys He Pro Tyr Phe Arg Gly Pro Leu Gin Thr Lys Ala Lys Phe His 

85 90 95 

He Thr Val Gly His Glu Thr Val Met Gly Arg Leu Met Phe Phe Ser 

100 105 110 

Pro Ala Pro Asp Asn Phe Asp Gin Glu Pro He Leu Asp Ser Phe Asn 

115 120 125 

Phe Ser Gin Glu Tyr Leu Phe Gin Glu Gin Tyr Leu Ser Lys Asp Leu 

130 135 140 

Thr Pro Ala Val Thr Asp Asn Asp Glu Ala Asp Lys Lys Ala Gly Gin 
145 150 155 160 

Ala Thr Glu Gly His Cys Pro Arg Gin Gin Trp Ala Leu Val Glu Phe 

165 170 175 

Glu Lys Pro Val Thr Cys Pro Arg Leu Cys Leu Val He Gly Ser Arg 

180 185 190 

Leu Asp Ala Asp He His Thr Asn Thr Cys Arg Leu Ala Phe His Gly 

195 200 205 

He Leu Leu His Gly Leu Glu Asp Arg Asn Tyr Ala Asp Ser Phe Leu 

210 215 220 

Pro Arg Leu Lys Val Tyr Lys Leu Lys His Lys His Gly Leu Val Glu 
225 230 235 240 

Arg Ala Met Asp Asp Tyr Ser Val He Gly Arg Ser Leu Phe Lys Lys 

245 250 255 

Glu Thr Asn He Gin Leu Phe Val Gly Leu Lys Val His Leu Ser Thr 

260 265 270 

Gly Glu Leu Gly He He Asp Ser Ala Phe Gly Gin Ser Gly Lys Phe 

275 280 285 

Lys He His He Pro Gly Gly Leu Ser Pro Glu Ser Lys Lys He Leu 

290 295 300 

Thr Pro Ala Leu Lys Lys Arg Ala Arg Ala Gly Arg Gly Glu Ala Thr 
305 310 315 320 

Arg Gin Glu Glu Ser Ala Glu Arg Xaa Xaa Pro Ser Gin His Val Val 

325 330 335 

Leu Ser Leu Thr Phe Lys Arg Tyr Val Phe Asp Thr His Lys Arg Met 

340 345 350 

Val Gin Ser Pro 
355 



<210> 251 
<211> 567 
<212> DNA 
<213> Homo sapiens 
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<220> 

<221> CDS 

<222> (1)...(567) 

<400> 251 

atg get gec tct gec ttt get ggt gca gtg aga gca get tea gga ate 

Met Ala Ala Ser Ala Phe Ala Gly Ala Val Arg Ala Ala Ser Gly lie 

1 5 10 15 

eta egg tec ctg aat att ttg gca tct tea ace tac cgc aac tgt gtc 
Leu Arg Ser Leu Asn He Leu Ala Ser Ser Thr Tyr Arg Asn Cys Val 
20 25 30 

aag aat gec tct ctt att tct gca ttg tec act gga cgt ttt agt cat 
Lys Asn Ala Ser Leu He Ser Ala Leu Ser Thr Gly Arg Phe Ser His 
35 40 45 

att cag aca cca gtt gtt tec tec act ccc aga ctt ace aca tct gag 
He Gin Thr Pro Val Val Ser Ser Thr Pro Arg Leu Thr Thr Ser Glu 
50 55 60 

aga aac ctg aca tgt ggg cat ace tea gtg ate ctt aat aga atg gee 
Arg Asn Leu Thr Cys Gly His Thr Ser Val He Leu Asn Arg Met Ala 
65 70 75 80 

ccc gtg ctt cca agt gtc ctg aag ctg cca gtc aga tct eta aca tac 
Pro Val Leu Pro Ser Val Leu Lys Leu Pro Val Arg Ser Leu Thr Tyr 

85 90 95 

ttc agt gca aga aaa ggc aag aga aag acc gtg aaa get gtc ate gat 
Phe Ser Ala Arg Lys Gly Lys Arg Lys Thr Val Lys Ala Val He Asp 
100 105 no 

agg ttt ctt cga ctt cat tgt ggc ctt tgg gtg agg aga aag get ggc 
Arg Phe Leu Arg Leu His Cys Gly Leu Trp Val Arg Arg Lys Ala Gly 
U5 120 125 

tat aag aaa aaa tta tgg aaa aag aca cct gca agg aag aag cga ttg 
Tyr Lys Lys Lys Leu Trp Lys Lys Thr Pro Ala Arg Lys Lys Arg Leu 
130 135 140 

agg gaa ttt gta ttc tgc aat aaa acc cag agt aaa etc tta gat aaa 
Arg Glu Phe Val Phe Cys Asn Lys Thr Gin Ser Lys Leu Leu Asp Lys 
145 150 155 160 



48 



96 



144 



192 



240 



288 



336 



384 



432 



480 
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atg acg acg tec ttc tgg aag agg cga aac tgg tac gtt gat gat cct 528 
Met Thr Thr Ser Phe Trp Lys Arg Arg Asn Trp Tyr Val Asp Asp Pro 
165 170 175 

tat cag aag tat cat gat cga aca aac ctg aaa gta tag 567 
Tyr Gin Lys Tyr His Asp Arg Thr Asn Leu Lys Val * 
180 185 



<210> 252 
<211> 188 
<212> PRT 
<213> Homo sapiens 

<400> 252 

Met Ala Ala Ser Ala Phe Ala Gly Ala Val Arg Ala Ala 
1 5 10 

Leu Arg Ser Leu Asn lie Leu Ala Ser Ser Thr Tyr Arg 

20 25 
Lys Asn Ala Ser Leu He Ser Ala Leu Ser Thr 

35 40 
He Gin Thr Pro Val Val Ser Ser Thr Pro Arg 

50 55 
Arg Asn Leu Thr Cys Gly His Thr Ser Val He 
65 70 75 

Pro Val Leu Pro Ser Val Leu Lys Leu Pro Val Arg Ser 

85 go 
Phe Ser Ala Arg Lys Gly Lys Arg Lys Thr Val Lys Ala 

100 105 
Arg Phe Leu Arg Leu His Cys Gly Leu Trp Val 

115 120 
Tyr Lys Lys Lys Leu Trp Lys Lys Thr Pro Ala 

130 135 
Arg Glu Phe Val Phe Cys Asn Lys Thr Gin Ser 
145 150 155 

Met Thr Thr Ser Phe Trp Lys Arg Arg Asn Trp Tyr Val 

165 170 
Tyr Gin Lys Tyr His Asp Arg Thr Asn Leu Lys Val 
180 185 



Ser Gly He 
15 

Asn Cys Val 
30 

Gly Arg Phe Ser His 
45 

Leu Thr Thr Ser Glu 
60 

Leu Asn Arg Met Ala 

80 

Leu Thr Tyr 
95 

Val He Asp 
110 

Arg Arg Lys Ala Gly 
125 

Arg Lys Lys Arg Leu 
140 

Lys Leu Leu Asp Lys 

160 

Asp Asp Pro 
175 



<210> 253 
<211> 453 
<212> DNA 
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<213> Homo sapiens 

<220> 

<221> COS 

<222> (1). . .(453) 

<400> 253 

atg gac ttc cac ata ctg ate gtc ate ggt tgt gtg gtc age gee teg 48 

Met Asp Phe His He Leu He Val He Gly Cys Val Val Ser Ala Ser 
15 10 15 

ctg etc teg ttc ctg ttc ate aac aag ate ttc egg cgc aag act ttt 96 
Leu Leu Ser Phe Leu Phe He Asn Lys lie Phe Arg Arg Lys Thr Phe 
20 25 30 

gag gag gtg gta gec gag aag cgt gee ctg age gee aat etc tac aag 144 
Glu Glu Val Val Ala Glu Lys Arg Ala Leu Ser Ala Asn Leu Tyr Lys 
35 40 "45 

gcg gec ggt ggt gee get acc aag aag ccc aag aag aag gaa ctt aag 192 
Ala Ala Gly Gly Ala Ala Thr Lys Lys Pro Lys Lys Lys Glu Leu Lys 
50 55 60 

cgc gaa aag aag caa cgt cag egg gaa cag cag agg gat gtg aac aac 240 
Arg Glu Lys Lys Gin Arg Gin Arg Glu Gin Gin Arg Asp Val Asn Asn 
65 70 75 80 

gag ccg gaa cca gag gaa gee gaa gac tac tec gat ggt cag teg gag 288 
Glu Pro Glu Pro Glu Glu Ala Glu Asp Tyr Ser Asp Gly Gin Ser Glu 

85 90 95 

ggt cag ggc tec gtg get ggc gag gaa ccc ggt etc tec aag cag cat 336 
Gly Gin Gly Ser Val Ala Gly Glu Glu Pro Gly Leu Ser Lys Gin His 
100 105 ' 110 

gtt gaa ttt gaa ccc gat gca gag gtc etc act gat cag cga cga ccc 384 
Val Glu Phe Glu Pro Asp Ala Glu Val Leu Thr Asp Gin Arg Arg Pro 
115 120 125 

agt age gtg get gag aag gag aac caa cct tct ggg get ggc aaa aag 432 
Ser Ser Val Ala Glu Lys Glu Asn Gin Pro Ser Gly Ala Gly Lys Lys 
130 135 140 

gga aag aag gat aaa cgt taa 453 
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Gly Lys Lys Asp Lys Arg * 
145 150 



<210> 254 
<211> 150 
<212> PRT 

<213> Homo sapiens 
<400> 254 

Met Asp Phe His He Leu He Val He Gly Cys Val Val Ser Ala Ser 
1 5 10 15 

Leu Leu Ser Phe Leu Phe lie Asn Lys He Phe Arg Arg Lys Thr Phe 

20 25 30 

Glu Glu Val Val Ala Glu Lys Arg Ala Leu Ser Ala Asn Leu Tyr Lys 

35 40 45 

Ala Ala Gly Gly Ala Ala Thr Lys Lys Pro Lys Lys Lys Glu Leu Lys 

50 55 60 

Arg Glu Lys Lys Gin Arg Gin Arg Glu Gin Gin Arg Asp Val Asn Asn 
65 70 75 80 

Glu Pro Glu Pro Glu Glu Ala Glu Asp Tyr Ser Asp Gly Gin Ser Glu 

85 90 95 

Gly Gin Gly Ser Val Ala Gly Glu Glu Pro Gly Leu Ser Lys Gin His 

100 105 no 

Val Glu Phe Glu Pro Asp Ala Glu Val Leu Thr Asp Gin Arg Arg Pro 

115 120 125 

Ser Ser Val Ala Glu Lys Glu Asn Gin Pro Ser Gly Ala Gly Lys Lys 

130 135 140 

Gly Lys Lys Asp Lys Arg 
145 150 

<210> 255 
<211> 489 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(489) 



<400> 255 

atg gca ttt etc tea ccc ttg gtt etc att tgc cat cca acc cat ttt 

Met Ala Phe Leu Ser Pro Leu Val Leu He Cys His Pro Thr His Phe 

1 5 10 15 



48 
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ctt gac cca aag ctt atg aaa gaa gaa caa atg tea cag gec cag etc 96 
Leu Asp Pro Lys Leu Met Lys Glu Glu Gin Met Ser Gin Ala Gin Leu 
20 25 30 

ttc acc aga age ttt gat gat ggc ctg ggc ttt gaa tac gtg atg ttc 144 
Phe Thr Arg Ser Phe Asp Asp Gly Leu Gly Phe Glu Tyr Val Met Phe 
35 40 45 

tac aat gac att gag aaa agg atg gtt tgc tta ttt caa gga ggc cct 192 
Tyr Asn Asp He Glu Lys Arg Met Val Cys Leu Phe Gin Gly Gly Pro 
50 55 60 

tac ctg gaa gga cca cct gga ttc att cat gga ggt gec att gca acc 240 
Tyr Leu Glu Gly Pro Pro Gly Phe He His Gly Gly Ala He Ala Thr 
65 70 75 80 

atg att gat get act gtt ggt atg tgt gca atg atg get ggg gga ate 288 
Met He Asp Ala Thr Val Gly Met Cys Ala Met Met Ala Gly Gly He 

85 90 " 95 

gtc atg act gec aat etc aac ate aat tat aaa aga cct ate cct ctt 336 
Val Met Thr Ala Asn Leu Asn He Asn Tyr Lys Arg Pro He Pro Leu 
100 105 ~ 110 

tgt tct gtt gtt atg ata aat age caa ctt gat aaa gtt gaa gga agg 384 
Cys Ser Val Val Met He Asn Ser Gin Leu Asp Lys Val Glu Gly Arg 
115 120 125 

aaa ttt ttt gtt tec tgt aat gtt cag agt gtt gat gag aag acc eta 432 
Lys Phe Phe Val Ser Cys Asn Val Gin Ser Val Asp Glu Lys Thr Leu 
130 135 140 

tac tea gag gcg aca age tta ttt ata aag ctg aat cct get aaa agt 480 
Tyr Ser Glu Ala Thr Ser Leu Phe He Lys Leu Asn Pro Ala Lys Ser 
145 150 155 " 160 

ctg aca taa 489 
Leu Thr * 



<210> 256 
<211> 162 
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<212> PRT 

<213> Homo sapiens 



<400> 
Met Ala Phe 
1 

Leu Asp Pro 

Phe Thr Arg 
35 

Tyr Asn Asp 
50 

Tyr Leu Glu 
65 

Met lie Asp 



256 

Leu Ser 
5 

Lys Leu 
20 

Ser Phe 
He Glu 
Gly Pro 



Pro Leu Val Leu He Cys His Pro Thr 

10 

Gin Met Ser 



Ala Thr 
85 

Val Met Thr Ala Asn 
100 

Val Met 



Met Lys Glu Glu 
25 

Asp Asp Gly Leu Gly Phe Glu 
40 

Lys Arg Met Val 
55 

Pro Gly Phe He 
70 

Val Gly Met Cys 



Cys Ser Val 
115 

Lys Phe Phe 

130 
Tyr Ser Glu 
145 

Leu Thr 



Val Ser 
Ala Thr 



Leu Asn He Asn 
105 

He Asn Ser Gin 
120 

Cys Asn Val Gin 
135 

Ser Leu Phe lie 
150 



Cys Leu Phe 
60 

His Gly Gly 
75 

Ala Met Met 
90 

Tyr Lys Arg 



Gin Ala 
30 

Tyr Val 
45 

Gin Gly 
Ala He 
Ala Gly 



Pro He 
110 

Leu Asp Lys Val Glu 
125 

Glu Lys 



Ser Val Asp 
140 

Lys Leu Asn 
155 



Pro Ala 



His Phe 
15 

Gin Leu 

Met Phe 

Gly Pro 

Ala Thr 
80 

Gly He 
95 

Pro Leu 

Gly Arg 

Thr Leu 

Lys Ser 
160 



<210> 257 
<211> 480 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . . (480) 



<400> 257 

atg tgt ctt ttg gca gtc agt cca gat ggg aat tgg eta get gca tea 
Met Cys Leu Leu Ala Val Ser Pro Asp Gly Asn Trp Leu Ala Ala Ser 
1 5 10 15 

ggt ace agt get gga gtc cat gtc tac aac gta aaa cag eta aag ctt 
Gly Thr Ser Ala Gly Val His Val Tyr Asn Val Lys Gin Leu Lys Leu 
20 25 30 



48 



96 
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cac tgc acg gtg cct get tac aat ttc cca gtg act get atg get att 
His Cys Thr Val Pro Ala Tyr Asn Phe Pro Val Thr Ala Met Ala He 
35 40 45 



144 



gec ccc aat acc aac aac ctt gtc ate get cat teg gac cag cag gta 
Ala Pro Asn Thr Asn Asn Leu Val He Ala His Ser Asp Gin Gin Val 
50 55 60 



192 



ttt gag tac age ate cca gac aaa cag tat aca gat tgg age egg act 240 
Phe Glu Tyr Ser He Pro Asp Lys Gin Tyr Thr Asp Trp Ser Arg Thr 
65 70 75 80 

gtc cag aag cag ggc ttt cac cac ctt tgg etc caa agg gat act cct 288 
Val Gin Lys Gin Gly Phe His His Leu Trp Leu Gin Arg Asp Thr Pro 

85 90 95 

ate aca cac ate agt ttt cat ccc aag aga ccg atg cac ate ctt etc 336 
He Thr His He Ser Phe His Pro Lys Arg Pro Met His He Leu Leu 
100 105 110 

cat gat gee tac atg ttc tgc ate att gac aag tea ttg ccc ctt cca 384 
His Asp Ala Tyr Met Phe Cys He He Asp Lys Ser Leu Pro Leu Pro 
115 120 125 



aat gac aaa acc tta etc tac aat cca ttt cct ccc acg aat gac ate 432 
Asn Asp Lys Thr Leu Leu Tyr Asn Pro Phe Pro Pro Thr Asn Asp He 
130 135 140 

att get cag etc cca cca ccc att aaa aag aag aaa ttt gga acc taa 480 
He Ala Gin Leu Pro Pro Pro He Lys Lys Lys Lys Phe Gly Thr * 
145 .150 155 



<210> 258 
<211> 159 
<212> PRT 
<213> Homo sapiens 

<400> 258 

Met Cys Leu Leu Ala Val Ser Pro Asp Gly Asn Trp Leu Ala Ala Ser 
15 10 15 

Gly Thr Ser Ala Gly Val His Val Tyr Asn Val Lys Gin Leu Lys Leu 
20 25 30 
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His Cys Thr Val Pro Ala Tyr Asn Phe Pro Val Thr Ala Met Ala He 

35 40 45 

Ala Pro Asn Thr Asn Asn Leu Val He Ala His Ser Asp Gin Gin Val 

50 55 60 

Phe Glu Tyr Ser He Pro Asp Lys Gin Tyr Thr Asp Trp Ser Arg Thr 
65 70 75 80 

Val Gin Lys Gin Gly Phe His His Leu Trp Leu Gin Arg Asp Thr Pro 

85 90 " ' 95 

He Thr His He Ser Phe His Pro Lys Arg Pro Met His He Leu Leu 

100 105 110 

His Asp Ala Tyr Met Phe Cys He He Asp Lys Ser Leu Pro Leu Pro 

115 120 125 

Asn Asp Lys Thr Leu Leu Tyr Asn Pro Phe Pro Pro Thr Asn Asp He 

130 135 140 

He Ala Gin Leu Pro Pro Pro He Lys Lys Lys Lys Phe Gly Thr 
145 150 155 

<210> 259 
<211> 627 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). ..(627) 

<400> 259 

atg gcg tec tct ttg ctt gcg ggc gag cga ttg gtg cgt get ttg ggc 48 

Met Ala Ser Ser Leu Leu Ala Gly Glu Arg Leu Val Arg Ala Leu Gly 

1 5 10 15 

ccc ggc ggg gag ctg gag cca gag egg eta ccc cga aag ctg egg gec 96 
Pro Gly Gly Glu Leu Glu Pro Glu Arg Leu Pro Arg Lys Leu Arg Ala 
20 25 30 

gag ctt gag gec gcg ctg ggg aag aag cac aag ggc ggt gat age tec 144 
Glu Leu Glu Ala Ala Leu Gly Lys Lys His Lys Gly Gly Asp Ser Ser 
35 40 45 

agt ggc ccc caa cgc ttg gtt tct ttc cgt etc ate egg gat ctg cac 192 
Ser Gly Pro Gin Arg Leu Val Ser Phe Arg Leu He Arg Asp Leu His 
50 55 60 

cag cat ctg aga gaa agg gat tec aaa eta tac etc cat gag etc eta 240 
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Gin His Leu Arg Glu Arg Asp Ser Lys Leu Tyr Leu His Glu Leu Leu 
65 70 75 80 

gaa ggc agt gaa ate tat etc cca gag gtt gtg aag cct cca egg aac 288 
Glu Gly Ser Glu He Tyr Leu Pro Glu Val Val Lys Pro Pro Arg Asn 

85 90 95 

cca gaa eta gtt gec egg ctg gag aag att aag ata cag ctg gee aat 336 
Pro Glu Leu Val Ala Arg Leu Glu Lys He Lys lie Gin Leu Ala Asn 
100 105 110 

gag gaa tat aaa egg ate acc cgc aac gtc act tgt cag gat aca aga 384 
Glu Glu Tyr Lys Arg He Thr Arg Asn Val Thr Cys Gin Asp Thr Arg 
115 120 125 

cat ggt ggg act etc age gac ctg gga aag caa gtg aga tea ttg aag 432 
His Gly Gly Thr Leu Ser Asp Leu Gly Lys Gin Val Arg Ser Leu Lys 
130 135 140 

get ctg gtc ate acc ate ttc aat ttc att gtc acg gtg gtt get gee 480 
Ala Leu Val He Thr He Phe Asn Phe He Val Thr Val Val Ala Ala 
145 150 155 160 

ttc gtc tgc act tac ctt gga age caa tat ate ttc aca gaa atg gee 528 
Phe Val Cys Thr Tyr Leu Gly Ser Gin Tyr He Phe Thr Glu Met Ala 
165 170 175 

teg egg gtg eta get gca ttg ate gtc gee tct gtg gtg ggt ctg gee 576 
Ser Arg Val Leu Ala Ala Leu He Val Ala Ser Val Val Gly Leu Ala 
180 185 190 

gag ctg tat gtc atg gtg egg gca atg gaa ggc gag ctg gga gaa ctg 624 
Glu Leu Tyr Val Met Val Arg Ala Met Glu Gly Glu Leu Gly Glu Leu 
195 200 205 

taa 627 
* 



<210> 260 
<211> 208 
<212> PRT 
<213> Homo sapiens 
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<400> 260 

Met Ala Ser Ser Leu Leu Ala Gly Glu Arg Leu Val Arg Ala Leu Gly 
1 5 10 15 

Pro Gly Gly Glu Leu Glu Pro Glu Arg Leu Pro Arg Lys Leu Arg Ala 

20 25 30 

Glu Leu Glu Ala Ala Leu Gly Lys Lys His Lys Gly Gly Asp Ser Ser 

35 40 45 

Ser Gly Pro Gin Arg Leu Val Ser Phe Arg Leu He Arg Asp Leu His 

50 55 60 

Gin His Leu Arg Glu Arg Asp Ser Lys Leu Tyr Leu His Glu Leu Leu 
65 70 75 80 

Glu Gly Ser Glu He Tyr Leu Pro Glu Val Val Lys Pro Pro Arg Asn 

85 90 95 

Pro Glu Leu Val Ala Arg Leu Glu Lys He Lys He Gin Leu Ala Asn 

100 105 no 

Glu Glu Tyr Lys Arg He Thr Arg Asn Val Thr Cys Gin Asp Thr Arg 

115 120 125 

His Gly Gly Thr Leu Ser Asp Leu Gly Lys Gin Val Arg Ser Leu Lys 

130 135 140 

Ala Leu Val He Thr He Phe Asn Phe He Val Thr Val Val Ala Ala 
145 150 155 160 

Phe Val Cys Thr Tyr Leu Gly Ser Gin Tyr He Phe Thr Glu Met Ala 

165 170 175 

Ser Arg Val Leu Ala Ala Leu He Val Ala Ser Val Val Gly Leu Ala 

180 185" 190 

Glu Leu Tyr Val Met Val Arg Ala Met Glu Gly Glu Leu Gly Glu Leu 
195 200 205 

<210> 261 
<211> 1092 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (1). . .(1092) 
<400> 261 

atg gcc gca gcg gcg atg gcg gca gcg gca ggt gga ggg get ggc gcg 48 
Met Ala Ala Ala Ala Met Ala Ala Ala Ala Gly Gly Gly Ala Gly Ala 
1 5 10 15 

gcc cgc tec etc teg cgc ttc cga ggc tgc ctg get ggc gcg ctg etc 96 
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Ala Arg Ser Leu Ser Arg Phe Arg Gly Cys Leu Ala Gly Ala Leu Leu 
20 25 30 

ggg gac tgc gtg ggc tec ttc tac gag gec cac gac acc gtc gac ctg 144 
Gly Asp Cys Val Gly Ser Phe Tyr Glu Ala His Asp Thr Val Asp Leu 
35 40 45 

acg tea gtc ctg cgt cat gtc cag agt ctg gag ccg gac ccc ggc acg 192 
Thr Ser Val Leu Arg His Val Gin Ser Leu Glu Pro Asp Pro Gly Thr 
50 55 60 

ccc ggg agt gag egg aca gaa gec ttg tac tac aca gat gac aca gee 240 
Pro Gly Ser Glu Arg Thr Glu Ala Leu Tyr Tyr Thr Asp Asp Thr Ala 
65 70 75 ,80 

atg gec agg gee ctg gtg cag tec ctg eta gec aag gag gec ttt gac 288 
Met Ala Arg Ala Leu Val Gin Ser Leu Leu Ala Lys Glu Ala Phe Asp 

85 90 95 

gag gtg gac atg get cac aga ttt get cag gag tac aag aaa gac cct 336 
Glu Val Asp Met Ala His Arg Phe Ala Gin Glu Tyr Lys Lys Asp Pro 
100 105 no 

gac agg ggc tat ggt get gga gta gtc act gtc ttc aag aag etc ctg 384 
Asp Arg Gly Tyr Gly Ala Gly Val Val Thr Val Phe Lys Lys Leu Leu 
115 120 125 

aac ccc aaa tgt cgc gat gtc ttt gag cct gee egg gee cag ttt aac 432 
Asn Pro Lys Cys Arg Asp Val Phe Glu Pro Ala Arg Ala Gin Phe Asn 
130 135 140 

ggg aaa ggc tec tat ggc aat gga ggt gee atg egg gtg get ggc ate 480 
Gly Lys Gly Ser Tyr Gly Asn Gly Gly Ala Met Arg Val Ala Gly He 
145 150 155 160 

tec ctg gee tat age agt gtc cag gat gtg cag aag ttt gee egg etc 528 
Ser Leu Ala Tyr Ser Ser Val Gin Asp Val Gin Lys Phe Ala Arg Leu 
165 170 175 

teg gec cag ctg aca cac gec tec tec ctg ggt tac aat ggc gee ate 576 
Ser Ala Gin Leu Thr His Ala Ser Ser Leu Gly Tyr Asn Gly Ala He 
180 185 190 

ctg cag gee ctg get gtg cac ctg gee ttg cag ggc gag tct tec age 624 
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Leu Gin Ala Leu Ala Val His Leu Ala Leu Gin Gly Glu Ser Ser Ser 
195 200 205 

gag cac ttt etc aag caa etc ctg ggc cac atg gag gat ctg gag ggt 672 
Glu His Phe Leu Lys Gin Leu Leu Gly His Met Glu Asp Leu Glu Gly 
210 215 220 

gat gee cag tec gtc ttg gat gee agg gag ttg ggc atg gag gag cgt 720 
Asp Ala Gin Ser Val Leu Asp Ala Arg Glu Leu Gly Met Glu Glu Arg 
225 230 235 240 

cca tac tec age cgc ctg aag aag att gga gag ctt eta gac cag gca 768 
Pro Tyr Ser Ser Arg Leu Lys Lys He Gly Glu Leu Leu Asp Gin Ala 
245 250 255 

teg gtg ace agg gag gaa gtg gtg tct gag eta ggg aat ggc att get 816 
Ser Val Thr Arg Glu Glu Val Val Ser Glu Leu Gly Asn Gly He Ala 
260 265 270 

gee ttt gag teg gta ccc acc gee ate tac tgc ttc eta cgc tgc atg 864 
Ala Phe Glu Ser Val Pro Thr Ala He Tyr Cys Phe Leu Arg Cys Met 
275 280 285 

gag cca gac cct gag ate cct tct gee ttc aat age etc caa agg act 912 
Glu Pro Asp Pro Glu lie Pro Ser Ala Phe Asn Ser Leu Gin Arg Thr 
290 295 300 

etc att tat tec ate tea ctt ggt ggg gac aca gac acc att gee acc 960 
Leu He Tyr Ser He Ser Leu Gly Gly Asp Thr Asp Thr He Ala Thr 
305 310 315 320 

atg. get ggg gee att get ggt gee tac tat ggg atg gat cag gtg cca 1008 
Met Ala Gly Ala He Ala Gly Ala Tyr Tyr Gly Met Asp Gin Val Pro 
325 330 ' 335 

gag age tgg cag caa age tgt gaa ggc tac gag gag aca gac ate ctg 1056 
Glu Ser Trp Gin Gin Ser Cys Glu Gly Tyr Glu Glu Thr Asp He Leu 
340 345 350 

gee caa age ctg cac cgt gtc ttc cag aag agt tga 1092 
Ala Gin Ser Leu His Arg Val Phe Gin Lys Ser * 
355 360 
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<210> 262 

<211> 363 
<212> PRT 

<213> Homo sapiens 
<400> 262 

Met Ala Ala Ala Ala Met Ala Ala Ala Ala Gly Gly Gly Ala Gly Ala 
1 5 10 15 

Ala Arg Ser Leu Ser Arg Phe Arg Gly Cys Leu Ala Gly Ala Leu Leu 

20 25 30 

Gly Asp Cys Val Gly Ser Phe Tyr Glu Ala His Asp Thr Val Asp Leu 

35 40 45 

Thr Ser Val Leu Arg His Val Gin Ser Leu Glu Pro Asp Pro Gly Thr 

50 55 60 

Pro Gly Ser Glu Arg Thr Glu Ala Leu Tyr Tyr Thr Asp Asp Thr Ala 
65 70 75 80 

Met Ala Arg Ala Leu Val Gin Ser Leu Leu Ala Lys Glu Ala Phe Asp 

85 90 95 

Glu Val Asp Met Ala His Arg Phe Ala Gin Glu Tyr Lys Lys Asp Pro 

100 105 no 

Asp Arg Gly Tyr Gly Ala Gly Val Val Thr Val Phe Lys Lys Leu Leu 

115 120 125 

Asn Pro Lys Cys Arg Asp Val Phe Glu Pro Ala Arg Ala Gin Phe Asn 

130 135 . 140 

Gly Lys Gly Ser Tyr Gly Asn Gly Gly Ala Met Arg Val Ala Gly He 
145 150 155 160 

Ser Leu Ala Tyr Ser Ser Val Gin Asp Val Gin Lys Phe Ala Arg Leu 

165 170 175 

Ser Ala Gin Leu Thr His Ala Ser Ser Leu Gly Tyr Asn Gly Ala He 

180 185 190 

Leu Gin Ala Leu Ala Val His Leu Ala Leu Gin Gly Glu Ser Ser Ser 

195 200 205 

Glu His Phe Leu Lys Gin Leu Leu Gly His Met Glu Asp Leu Glu Gly 

210 215 220 

Asp Ala Gin Ser Val Leu Asp Ala Arg Glu Leu Gly Met Glu Glu Arg 
225 230 235 240 

Pro Tyr Ser Ser Arg Leu Lys Lys He Gly Glu Leu Leu Asp Gin Ala 

245 250 255 

Ser Val Thr Arg Glu Glu Val Val Ser Glu Leu Gly Asn Gly He Ala 

260 265 270 

Ala Phe Glu Ser Val Pro Thr Ala He Tyr Cys Phe Leu Arg Cys Met 

275 280 285 

Glu Pro Asp Pro Glu He Pro Ser Ala Phe Asn Ser Leu Gin Arg Thr 
290 295 300 
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Leu He Tyr Ser He Ser Leu Gly Gly Asp Thr Asp Thr He Ala Thr 
305 310 315 320 

Met Ala Gly Ala He Ala Gly Ala Tyr Tyr Gly Met Asp Gin Val Pro 

325 330 335 

Glu Ser Trp Gin Gin Ser Cys Glu Gly Tyr Glu Glu Thr Asp He Leu 

340 345 350 

Ala Gin Ser Leu His Arg Val Phe Gin Lys Ser 
355 360 

<210> 263 
<211> 1239 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (1). . . (1239) 



<400> 263 

atg gcc ttg gcc ctg ctg age egg ctg ctg ccc gga agt gag tac etc 
Met Ala Leu Ala Leu Leu Ser Arg Leu Leu Pro Gly Ser Glu Tyr Leu 
1 5 10 15 



48 



ace cat gag ctg ctg ctg age tgt gta ttc egg ctg gag ttc etc ccg 96 
Thr His Glu Leu Leu Leu Ser Cys Val Phe Arg Leu Glu Phe Leu Pro 
20 25 30 

gaa aga aca tea ggg ggt cca gag gca gcc gac ttc tct gac cag ctg 144 
Glu Arg Thr Ser Gly Gly Pro Glu Ala Ala Asp Phe Ser Asp Gin Leu 
35 40 45 

teg tta gga age age agg gtc cct egg tgt ggg caa ggg act ctg ctg 192 
Ser Leu Gly Ser Ser Arg Val Pro Arg Cys Gly Gin Gly Thr Leu Leu 
50 55 60 

get cag gcc tgc cag gac etc ccc age ate cgc aac tgc tac ctg act 240 
Ala Gin Ala Cys Gin Asp Leu Pro Ser He Arg Asn Cys Tyr Leu Thr 
65 70 75 80 

cat tgc teg cca gcc cga gcc agt ctg ctg gcc tec cag get ctg cac 288 
His Cys Ser Pro Ala Arg Ala Ser Leu Leu Ala Ser Gin Ala Leu His 

85 90 95 

cga ggg gag eta cag cga gtc cca ace ctg eta ctg ccc atg cct acg 336 
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Arg Gly Glu Leu Gin Arg Val Pro Thr Leu Leu Leu Pro Met Pro Thr 
100 105 no 

gag ccg ctg ctg ccc acc gac tgg ccc ttc ctg cca ctg att cgc etc 384 
Glu Pro Leu Leu Pro Thr Asp Trp Pro Phe Leu Pro Leu He Arg Leu 
115 120 125 

tac cac egg get tea gac acc ccc teg gga etc tct ccc aca gac acc 432 
Tyr His Arg Ala Ser Asp Thr Pro Ser Gly Leu Ser Pro Thr Asp Thr 
130 135 140 

atg ggc aca gee atg egg gtc ctg cag tgg gtg eta gtt ttg gag age 480 
Met Gly Thr Ala Met Arg Val Leu Gin Trp Val Leu Val Leu Glu Ser 
I 45 150 155 160 

tgg cgc ccc cag get etc tgg get gtg ccc cct get gee cgc ctg gca 528 
Trp Arg Pro Gin Ala Leu Trp Ala Val Pro Pro Ala Ala Arg Leu Ala 
165 170 175 

egg etc atg tgt gtg ttc ctg gtg gac agt gag ctg ttc egg gag tec 576 
Arg Leu Met Cys Val Phe Leu Val Asp Ser Glu Leu Phe Arg Glu Ser 
180 185 190 

cca gta cag cat ctg gtg gca gee etc etc gee cag etc tgt cag cct 624 
Pro Val Gin His Leu Val Ala Ala Leu Leu Ala Gin Leu Cys Gin Pro 
195 200 205 

caa gtc ttg cca aac etc aac ctg gac tgc cga etc cct ggc ctg acg 672 
Gin Val Leu Pro Asn Leu Asn Leu Asp Cys Arg Leu Pro Gly Leu Thr 
210 215 220 

tct ttc cct gac etc tat gee aac ttc ctg gat cat ttt gag get gtc 720 
Ser Phe Pro Asp Leu Tyr Ala Asn Phe Leu Asp His Phe Glu Ala Val 
225 230 235 240 

tct ttt ggg gac cac etc ttt ggg gee ctg gtc etc ctg ccc ctg cag 768 
Ser Phe Gly Asp His Leu Phe Gly Ala Leu Val Leu Leu Pro Leu Gin 
245 250 255 

cgt egg ttc agt gtc acc ttg cgc ctt gee etc ttt ggg gaa cac gtg 816 
Arg Arg Phe Ser Val Thr Leu Arg Leu Ala Leu Phe Gly Glu His Val 
2 60 265 270 



gga gee ttg cga get ctg age ctg cct ctg acc cag ttg cct gtg tec 



864 
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Gly Ala Leu Arg Ala Leu Ser Leu Pro Leu Thr Gin Leu Pro Val Ser 
275 280 285 

ctg gag tgt tac aca gtg cct cct gaa gac aac ctg gcc etc ctt cag . 912 
Leu Glu Cys Tyr Thr Val Pro Pro Glu Asp Asn Leu Ala Leu Leu Gin 
290 295 300 

etc tac ttc egg acc ctg gtt act ggt gcg etc cgc cca cgt tgg tgc 960 
Leu Tyr Phe Arg Thr Leu Val Thr Gly Ala Leu Arg Pro Arg Trp Cys 
305 310 315 ~ " 320 

ccc gtg etc tat get gtg get gtg get cat gtc aat age ttc ate ttc 1008 
Pro Val Leu Tyr Ala Val Ala Val Ala His Val Asn Ser Phe He Phe 
325 330 335 

tct cag gac cca cag age tea gat gag gtc aaa get gcc cgc agg agt 1056 
Ser Gin Asp Pro Gin Ser Ser Asp Glu Val Lys Ala Ala Arg Arg Ser 
340 345 350 

atg ctg cag aaa aca tgg ctg ctg gca gat gag ggt etc egg cag cac 1104 
Met Leu Gin Lys Thr Trp Leu Leu Ala Asp Glu Gly Leu Arg Gin His 
355 . 360 365 

etc ctg cac tat aag ctt ccc aat tec acg etc cca gag ggc ttt gag 1152 
Leu Leu His Tyr Lys Leu Pro Asn Ser Thr Leu Pro Glu Gly Phe Glu 
370 375 380 

etc tat tct cag ttg ccc cct ctg cgt cag cac tac etc cag aga ctg 1200 
Leu Tyr Ser Gin Leu Pro Pro Leu Arg Gin His Tyr Leu Gin Arg Leu 
385 390 395 400 

act tea aca gtg etc caa aat ggg gta tea gag acc tag 1239 
Thr Ser Thr Val Leu Gin Asn Gly Val Ser Glu Thr * 
405 410 



<210> 264 
<211> 412 
<212> PRT 

<213> Homo sapiens 
<400> 264 

Met Ala Leu Ala Leu Leu Ser Arg Leu Leu Pro Gly Ser Glu Tyr Leu 
15 10 15 
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Thr His Glu Leu Leu Leu Ser Cys Val Phe Arg Leu Glu Phe Leu Pro 

20 25 30 

Glu Arg Thr Ser Gly Gly Pro Glu Ala Ala Asp Phe Ser Asp. Gin Leu 

35 .40 45 

Ser Leu Gly Ser Ser Arg Val Pro Arg Cys Gly Gin Gly Thr Leu Leu 

50 55 60 

Ala Gin Ala Cys Gin Asp Leu Pro Ser He Arg Asn Cys Tyr Leu Thr 
65 70 75 80 

His Cys Ser Pro Ala Arg Ala Ser Leu Leu Ala Ser Gin Ala Leu His 

85 90 95 

Arg Gly Glu Leu Gin Arg Val Pro Thr Leu Leu Leu Pro Met Pro Thr 

100 105 no 

Glu Pro Leu Leu Pro Thr Asp Trp Pro Phe Leu Pro Leu He Arg Leu 

115 120 125 

Tyr His Arg Ala Ser Asp Thr Pro Ser Gly Leu Ser Pro Thr Asp Thr 

130 135 140 

Met Gly Thr Ala Met Arg Val Leu Gin Trp Val Leu Val Leu Glu Ser 
145 150 . 155 160 

Trp Arg Pro Gin Ala Leu Trp Ala Val Pro Pro Ala Ala Arg Leu Ala 

165 170 . 175 

Arg Leu Met Cys Val Phe Leu Val Asp Ser Glu Leu Phe Arg Glu Ser 

180 185 190 

Pro Val Gin His. Leu Val Ala Ala Leu Leu Ala Gin Leu Cys Gin Pro 

195 200 205 

Gin Val Leu Pro Asn Leu Asn Leu Asp Cys Arg Leu Pro Gly Leu Thr 

210 215 220 

Ser Phe Pro Asp Leu Tyr Ala Asn Phe Leu Asp His Phe Glu Ala Val 
225 230 235 240 

Ser Phe Gly Asp His Leu Phe Gly Ala Leu Val Leu Leu Pro Leu Gin 

245 250 . 255 

Arg Arg Phe Ser Val Thr Leu Arg Leu Ala Leu Phe Gly Glu His Val 

260 265 " 270 

Gly Ala Leu Arg Ala Leu Ser Leu Pro Leu Thr Gin Leu Pro Val Ser 

275 280 285 

Leu Glu Cys Tyr Thr Val Pro Pro Glu Asp Asn Leu Ala Leu Leu Gin 

290 295 300 

Leu Tyr Phe Arg Thr Leu Val Thr Gly Ala Leu Arg Pro Arg Trp Cys 
305 310 315 " 320 

Pro Val Leu Tyr Ala Val Ala Val Ala His Val Asn Ser Phe He Phe 

325 330 335 

Ser Gin Asp Pro Gin Ser Ser Asp Glu Val Lys Ala Ala Arg Arg Ser 

340 345 350 

Met Leu Gin Lys Thr Trp Leu Leu Ala Asp Glu Gly Leu Arg Gin His 
355 360 365 
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Leu Leu His Tyr Lys Leu Pro Asn Ser Thr Leu Pro Glu Gly Phe Glu 

370 375 380 

Leu Tyr Ser Gin Leu Pro Pro Leu Arg Gin His Tyr Leu Gin Arg Leu 
385 390 395 400 

Thr Ser Thr Val Leu Gin Asn Gly Val Ser Glu Thr 
405 410 

<210> 265 
<211> 576 
<212> ONA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(576) 

<400> 265 

atg gcg ggc get gca gaa gat gcg cga get ctt ttc egg get ggg gtc 48 

Met Ala Gly Ala Ala Glu Asp Ala Arg Ala Leu Phe Arg Ala Gly Val 
1 5 10 15 

tgc gcg gee ctg gag gee tgg ccg gee ttg cag ate get gtg gag aat 96 
Cys Ala Ala Leu Glu Ala Trp Pro Ala Leu Gin He Ala Val Glu Asn 
20 25 30 

ggc ttc ggg ggt gtg cac age cag gag aag gec aag tgg ctg ggg ggt 144 
Gly Phe Gly Gly Val His Ser Gin Glu Lys Ala Lys Trp Leu Gly Gly 
35 40 45 

gca gtg gag gat tac ttc atg cgc aat get gac ttg gag eta gat gag 192 
Ala Val Glu Asp Tyr Phe Met Arg Asn Ala Asp Leu Glu Leu Asp Glu 
50 55 60 

gtg gaa gac ttc ctt gga gag ctg ttg ace aac gag ttt gat aca gtt 240 
Val Glu Asp Phe Leu Gly Glu Leu Leu Thr Asn Glu Phe Asp Thr Val 
65 70 75 80 

gtg gaa gac ggg agt ctg ccc cag gtg age cag caa ctg cag ace atg 288 
Val Glu Asp Gly Ser Leu Pro Gin Val Ser Gin Gin Leu Gin Thr Met 

85 90 95 

ttc cac cac ttc cag agg ggt gat ggg get get ctg agg gag atg gee 336 
Phe His His Phe Gin Arg Gly Asp Gly Ala Ala Leu Arg Glu Met Ala 
100 105 HO 
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tec tgc ate act cag aga aaa tgc aag gtc aca gec act gca ctt aag 
Ser Cys He Thr Gin Arg Lys Cys Lys Val Thr Ala Thr Ala Leu Lys 
115 120 125 



384 



aca get aga gag act gat gag gat gaa gat gat gtg gac agt gtg gaa 
Thr Ala Arg Glu Thr Asp Glu Asp Glu Asp Asp Val Asp Ser Val Glu 
130 135 140 



432 



gag atg gag gtc aca get acg aat gat ggg get get aca gat ggg gtc 480 
Glu Met Glu Val Thr Ala Thr Asn Asp Gly Ala Ala Thr Asp Gly Val 
145 150 155 160 

tgc ccc cag cct gaa ccc tct gat cca gac get cag act att aag gaa 528 
Cys Pro Gin Pro Glu Pro Ser Asp Pro Asp Ala Gin Thr He Lys Glu 

165 170 175 

gag gat ata gtg gaa gat ggc tgg acc att gtc egg aga aaa aaa tga 576 
Glu Asp He Val Glu Asp Gly Trp Thr He Val Arg Arg Lys Lys * 
180 185 ~ 190 



<210> 266 
<211> 191 
<212> PRT 
<213> Homo sapiens 

<400> 266 

Met Ala Gly Ala Ala Glu Asp Ala Arg Ala Leu Phe Arg Ala Gly Val 
15 10 15 

Cys Ala Ala Leu Glu Ala Trp Pro Ala Leu Gin He Ala Val Glu Asn 

20 25 30 

Gly Phe Gly Gly Val His Ser Gin Glu Lys Ala Lys Trp Leu Gly Gly 

35 40 45 

Ala Val Glu Asp Tyr Phe Met Arg Asn Ala Asp Leu Glu Leu Asp Glu 

50 55 60 

Val Glu Asp Phe Leu Gly Glu Leu Leu Thr Asn Glu Phe Asp Thr Val 
65 70 75 80 

Val Glu Asp Gly Ser Leu Pro Gin Val Ser Gin Gin Leu Gin Thr Met 

85 90 95 

Phe His His Phe Gin Arg Gly Asp Gly Ala Ala Leu Arg Glu Met Ala 

100 105 110 

Ser Cys He Thr Gin Arg Lys Cys Lys Val Thr Ala Thr Ala Leu Lys 
115 120 125 
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Thr Ala Arg Glu Thr Asp Glu Asp Glu Asp Asp Val Asp Ser Val Glu 

130 135 140 

Glu Met Glu Val Thr Ala Thr Asn Asp Gly Ala Ala Thr Asp Gly Val 
145 150 155 leo 

Cys Pro Gin Pro Glu Pro Ser Asp Pro Asp Ala Gin Thr He Lys Glu 

165 170 175 

Glu Asp He Val Glu Asp Gly Trp Thr He Val Arg Arg Lys Lys 
180 185 190 

<210> 267 
<211> 567 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> CI). . .(567) 

<400> 267 

atg gtc ccc ggc gcc gcg ggc tgg tgt tgt etc gtg etc tgg etc ecc 4ft 

Met Val Pro Gly Ala Ala Gly Trp Cys Cys Leu Val Leu Trp Leu Pro 
15 io 15 

gcg tgc gtc gcg gcc cac ggc ttc cgt ate cat gat tat ttg tac ttt 96 
Ala Cys Val Ala Ala His Gly Phe Arg He His Asp Tyr Leu Tyr Phe 
20 25 30 

caa gtg ctg agt cct ggg gac att cga tac ate ttc aca gcc aca cct 144 
Gin Val Leu Ser Pro Gly Asp He Arg Tyr He Phe Thr Ala Thr Pro 
35 40 45 

gcc aag gac ttt ggt ggt ate ttt cac aca agg tat gag cag att cac 192 
Ala Lys Asp Phe Gly Gly He Phe His Thr Arg Tyr Glu Gin He His 
50 55 so 

o CC !?* 9 J a CCt CCa 9 " 9CC t9C 999 9 aa ctc a 9C aac ggt 240 
Leu Val Pro Ala Glu Pro Pro Glu Ala Cys Gly Glu Leu Ser Asn Gly 

65 70 75 80 

III n° r? f C n? 'f* 9Ct Ct9 9tg gag agg 999 99C tgc tec 288 
Phe Phe He Gin Asp Gin He Ala Leu Val Glu Arg Gly Gly Cys Ser 

85 go 95 

ttc ctc tec aag act egg gtg gtc cag gag cac ggc ggg egg gcg gtg 336 
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Phe Leu Ser Lys Thr Arg Val Val Gin Glu His Gly Gly Arg Ala Val 
100 105 ' no 

ate ate tct gac aac gca gtt gac aat gac age ttc tac gtg gag atg 384 
He He Ser Asp Asn Ala Val Asp Asn Asp Ser Phe Tyr Val Glu Met 
115 120 125 

ate cag gac agt acc cag cgc aca get gac ate ccc gee etc ttc ctg 432 
He Gin Asp Ser Thr Gin Arg Thr Ala Asp He Pro Ala Leu Phe Leu 
130 135 140 

etc ggc cga gac ggc tac atg ate cgc cgc tct ctg gaa cag cat ggg 480 
Leu Gly Arg Asp Gly Tyr Met He Arg Arg Ser Leu Glu Gin His Gly 
!45 150 155 160 

ctg cca tgg gee ate att tec ate cca gtc aat gtc acc age ate ccc 528 
Leu Pro Trp Ala He He Ser He Pro Val Asn Val Thr Ser He Pro 
165 170 175 

acc ttt gag ctg ctg caa ccg ccc tgg acc ttc tgg tag 567 
Thr Phe Glu Leu Leu Gin Pro Pro Trp Thr Phe Trp * 
180 185 



<210> 268 
<211> 188 
<212> PRT 
<213> Homo sapiens 

<400> 268 

Met Val Pro Gly Ala Ala Gly Trp Cys Cys Leu Val Leu Trp Leu Pro 
1 5 10 15 

Ala Cys Val Ala Ala His Gly Phe Arg He His Asp Tyr Leu Tyr Phe 

20 25 30 

Gin Val Leu Ser Pro Gly Asp He Arg Tyr He Phe Thr Ala Thr Pro 

35 40 45 

Ala Lys Asp Phe Gly Gly He Phe His Thr Arg Tyr Glu Gin He His 

50 55 60 

Leu Val Pro Ala Glu Pro Pro Glu Ala Cys Gly Glu Leu Ser Asn Gly 
6 5 70 75 80 

Phe Phe He Gin Asp Gin He Ala Leu Val Glu Arg Gly Gly Cys Ser 

85 90 95 

Phe Leu Ser Lys Thr Arg Val Val Gin Glu His Gly Gly Arg Ala Val 
100 105 no 
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He lie Ser Asp Asn Ala Val Asp Asn Asp Ser Phe Tyr Val Glu Met 

115 120 125 

He Gin Asp Ser Thr Gin Arg Thr Ala Asp He Pro Ala Leu Phe Leu 

130 135 140 

Leu Gly Arg Asp Gly Tyr Met lie Arg Arg Ser Leu Glu Gin His Gly 
145 150 155 160 

Leu Pro Trp Ala He He Ser He Pro Val Asn Val Thr Ser He Pro 

165 170 . 175 

Thr Phe Glu Leu Leu Gin Pro Pro Trp Thr Phe Trp 
180 185 

<210> 269 
<211> 1419 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> COS 

<222> (1). ..(1419) 
<400> 269 

atg gtg ctg gcc teg gcg ctg ctg tgt gtg att gtg tct gtt ctg acc 48 
Met Val Leu Ala Ser Ala Leu Leu Cys Val He Val Ser Val Leu Thr 
15 10 15 

aac gtg etc gtg ggt gga aac acc cca agg aag aac ccc atg cat ccc 96 
Asn Val Leu Val Gly Gly Asn Thr Pro Arg Lys Asn Pro Met His Pro 
20 25 30 

age tea agg tgg tea gag eta gac ctt ctt att ctg ttg ggg acg gcg 144 
Ser Ser Arg Trp Ser Glu Leu Asp Leu Leu He Leu Leu Gly Thr Ala 
35 40 45 

ggc cac gtc ttg age ctg ggc gcc age age ttc gtg gag gag gag cac 192 
Gly His Val Leu Ser Leu Gly Ala Ser Ser Phe Val Glu Glu Glu His 
50 55 60 

cag acc tgg tac ttc ctt gtg aac acc ctg tgt eta get ctg age caa 240 
Gin Thr Trp Tyr Phe Leu Val Asn Thr Leu Cys Leu Ala Leu Ser Gin 
65 70 75 80 

gaa acc tac aga aac tac ttt ctg gga gat gac ggt gag cct ccg tgt 288 
Glu Thr Tyr Arg Asn Tyr Phe Leu Gly Asp Asp Gly Glu Pro Pro Cys 

85 90 95 



WO 01/29221 



PCT/US00/29052 



394 



ggc etc tgt gtg gaa caa ggg cat gac ggg gec aca gca gcg tgg cag 336 
Gly Leu Cys Val Glu Gin Gly His Asp Gly Ala Thr Ala Ala Trp Gin 
100 105 no 

gac ggg cct ggc tgt gat gtc ctg gag cga gac aaa ggc cac gga age 384 
Asp Gly Pro Gly Cys Asp Val Leu Glu Arg Asp Lys Gly His Gly Ser 
115 120 125 

ccc tct acc tec gaa gtg etc aga ggc cgc gag aag tgg atg gtg ctg 432 
Pro Ser Thr Ser Glu Val Leu Arg Gly Arg Glu Lys Trp Met Val Leu 
130 135 140 

gee agt ccg tgg eta ata ctg gee tgc tgc egg ctg ctg cgc tec eta 480 
Ala Ser Pro Trp Leu lie Leu Ala Cys Cys Arg Leu Leu Arg Ser Leu 
145 150 155 ~ 160 

aac cag aca ggt gtg cag tgg get cac egg cct gac etc ggc cac tgg 528 
Asn Gin Thr Gly Val Gin Trp Ala His Arg Pro Asp Leu Gly His Trp 
165 170 175 

etc acc age tct gac cac aaa gee gag etc tct gtc ctg get gee etc 576 
Leu Thr Ser Ser Asp His Lys Ala Glu Leu Ser Val Leu Ala Ala Leu 
180 185 190 

tec etc etc gta gtt ttt gtg ctg gtg cag agg ggg tgc tec cct gtg 624 
Ser Leu Leu Val Val Phe Val Leu Val Gin Arg Gly Cys Ser Pro Val 
195 200 205 

tec aag get gee ctg gcg ctg ggg ctg ctg ggc gtc tac tgc tac egg 672 
Ser Lys Ala Ala Leu Ala Leu Gly Leu Leu Gly Val Tyr Cys Tyr Arg 
210 215 220 

gcg gee ate ggg agt gtc egg ttc ccg tgg egg ccg gac age aag gac 720 
Ala Ala He Gly Ser Val Arg Phe Pro Trp Arg Pro Asp Ser Lys Asp 
225 230 235 240 

att tec aag ggt att att gaa get cgt ttt gtt tat gtc ttt gtc ctt 768 
He Ser Lys Gly He He Glu Ala Arg Phe Val Tyr Val Phe Val Leu 
245 250 255 

ggc att ctg ttc acg ggc acc aaa gac tta ctt aaa tct caa gtc att 816 
Gly He Leu Phe Thr Gly Thr Lys Asp Leu Leu Lys Ser Gin Val He 
260 265 270 



WO 01/29221 



PCT/US00/29052 



395 



m !? f C ? C 3aa CtC 339 act 9ta 99t tta tog 9 a 9 ata tat agt 864 
Ala Ala Asp Phe Lys Leu Lys Thr Val Gly Leu Trp Glu He Tyr Ser 

275 280 285 

gga tta gtt ctt ctg gca gcc ttg etc ttt aga cca cat aat ctt ccg 912 
Gly Leu Val Leu Leu Ala Ala Leu Leu Phe Arg Pro His Asn Leu Pro 
290 295 ' 300 

P ? . tta IS? a9C Ct ° U9 3tt C39 act Cta at9 act aaa ttc a tc 960 
Val Leu Ala Phe Ser Leu Leu He Gin Thr Leu Met Thr Lys Phe He 

305 310 315 320 

tgg aag ccc ctg aga cac gat gca get gag att act gtg atg cat tat 1008 
Trp Lys Pro Leu Arg His Asp Ala Ala Glu He Thr Val Met His Tyr 
325 330 335 

l" ?f S a 9Ca UC ttC tat ttt ca9 99C aac tcc aa c aa c att 1056 
Trp Phe Gly Gin Ala Phe Phe Tyr Phe Gin Gly Asn Ser Asn Asn He 

340 345 350 

gcc acc gtg gac ate tcc gca ggc ttc gtg ggc tta gac acc tac gtg 1104 
Ala Thr Val Asp He Ser Ala Gly Phe Val Gly Leu Asp Thr Tyr Val 
355 360 365 

gaa ate cca gcc gtg etc ctg aca gcg ttt ggg acg tac gca ggg cct 1152 
Glu He Pro Ala Val Leu Leu Thr Ala Phe Gly Thr Tyr Ala Gly Pro 
370 375 380 

gtg ctg tgg gcc age cac tta gtg cac ttc ctg age tea gaa aca cgc 1200 
Val Leu Trp Ala Ser His Leu Val His Phe Leu Ser Ser Glu Thr Arg 
385 390 395 400 

agt ggt tea gca ctg agt cat get tgc ttc tgc tac gca ctg att tgt 1248 
Ser Gly Ser Ala Leu Ser His Ala Cys Phe Cys Tyr Ala Leu He Cys 
405 410 415 

tct att cca gtt ttc acg tac ate gtt ttg gtg aca tct ctg cgt tat 1296 
Ser He Pro Val Phe Thr Tyr He Val Leu Val Thr Ser Leu Arg Tyr 
42 0 425 430 

cat tta ttt ata tgg agt gta ttt tct cca aaa ctt etc tac gag gga 1344 
His Leu Phe He Trp Ser Val Phe Ser Pro Lys Leu Leu Tyr Glu Gly 
435 440 445 
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atg cac ctg etc att aca get get gtc tgt gta ttc ttc acg gca atg 
Met His Leu Leu He Thr Ala Ala Val Cys Val Phe Phe Thr Ala Met 
450 455 460 

gat caa acc aga etc aca cag tct tag 
Asp Gin Thr Arg Leu Thr Gin Ser * 
465 470 



1392 



1419 



<210> 270 
<211> 472 
<212> PRT 

<213> Homo sapiens 

9 

<400> 270 

Met Val Leu Ala Ser Ala Leu Leu Cys Val He Val Ser Val Leu Thr 
15 10 15 

Asn Val Leu Val Gly Gly Asn Thr Pro Arg Lys Asn Pro Met His Pro 

20 25 30 

Ser Ser Arg Trp Ser Glu Leu Asp Leu Leu He Leu Leu Gly Thr Ala 

35 40 45 

Gly His Val Leu Ser Leu Gly Ala Ser Ser Phe Val Glu Glu Glu His 

50 55 60 

Gin Thr Trp Tyr Phe Leu Val Asn Thr Leu Cys Leu Ala Leu Ser Gin 
65 70 75 80 

Glu Thr Tyr Arg Asn Tyr Phe Leu Gly Asp Asp Gly Glu Pro Pro Cys 

85 go 95 

Gly Leu Cys Val Glu Gin Gly His Asp Gly Ala Thr Ala Ala Trp Gin 

100 105 no 

Asp Gly Pro Gly Cys Asp Val Leu Glu Arg Asp Lys Gly His Gly Ser 

115 120 125 

Pro Ser Thr Ser Glu Val Leu Arg Gly Arg Glu Lys Trp Met Val Leu 

130 " 135 140 

Ala Ser Pro Trp Leu He Leu Ala Cys Cys Arg Leu Leu Arg Ser Leu 
145 150 155 ~ 160 

Asn Gin Thr Gly Val Gin Trp Ala His Arg Pro Asp Leu Gly His Trp 

165 170 175 

Leu Thr Ser Ser Asp His Lys Ala Glu Leu Ser Val Leu Ala Ala Leu 

180 185 190 

Ser Leu Leu Val Val Phe Val Leu Val Gin Arg Gly Cys Ser Pro Val 

195 200 205 

Ser Lys Ala Ala Leu Ala Leu Gly Leu Leu Gly Val Tyr Cys Tyr Arg 
210 215 220 ' ~ 
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Ala Ala He Gly Ser Val Arg Phe Pro 
225 230 
He Ser Lys Gly He He Glu Ala Arg 
245 

Gly He Leu Phe Thr Gly Thr Lys Asp 
260 265 
Ala Ala Asp Phe Lys Leu Lys Thr Val 

275 280 
Gly Leu Val Leu Leu Ala Ala Leu Leu 

290 295 
Val Leu Ala Phe Ser Leu Leu He Gin 
305 310 
Trp Lys Pro Leu Arg His Asp Ala Ala 
325 

Trp Phe Gly Gin Ala Phe Phe Tyr Phe 
340 345 
Ala Thr Val Asp He Ser Ala Gly Phe 

355 360 
Glu He Pro Ala Val Leu Leu Thr Ala 

370 375 
Val Leu Trp Ala Ser His Leu Val His 
385 390 
Ser Gly Ser Ala Leu Ser His Ala Cys 
405 

Ser He Pro Val Phe Thr Tyr He Val 
420 425 
His Leu Phe He Trp Ser Val Phe Ser 

435 440 
Met His Leu Leu He Thr Ala Ala Val 

450 455 
Asp Gin Thr Arg Leu Thr Gin Ser 
465 470 



Trp Arg Pro Asp Ser Lys Asp 
235 240 
Phe Val Tyr Val Phe Val Leu 
250 255 
Leu Leu Lys Ser Gin Val He 
270 

Gly Leu Trp Glu He Tyr Ser 
285 

His Asn Leu Pro 



Phe Arg Pro 
300 

Thr Leu Met 

315 
Glu He Thr 
330 

Gin Gly Asn 



Thr Lys Phe He 
320 

Val Met His Tyr 
335 

Ser Asn Asn He 
350 

Val Gly Leu Asp Thr Tyr Val 
365 

Tyr Ala Gly Pro 



Phe Gly Thr 
380 

Phe Leu Ser 

395 
Phe Cys Tyr 
410 

Leu Val Thr 



Ser Glu Thr Arg 
400 

Ala Leu He Cys 
415 

Ser Leu Arg Tyr 
430 

Pro Lys Leu Leu Tyr Glu Gly 
445 

Cys Val Phe Phe Thr Ala Met 
460 



<210> 271 
<211> 1089 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (1). . .(1089) 

<221> misc_feature 
<222> (1) . . . (1089) 
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<223> n = A.T.C or G 



<400> 271 

atg gac age ccc gag gtg acc ttc act etc gec tat ctg gtg ttc gec 

Met Asp Ser Pro Glu Val Thr Phe. Thr Leu Ala Tyr Leu Val Phe Ala 

1 5 10 15 

gtg tgc ttc gtg ttc acg ccc aac gag ttc cac gcg gcg ggg etc acg 
Val Cys Phe Val Phe Thr Pro Asn Glu Phe His Ala Ala Gly Leu Thr 
20 25 30 

gtg cag aac ctg ctg teg ggc tgg ctg ggc age gag gac gee gee ttc 
Val Gin Asn Leu Leu Ser Gly Trp Leu Gly Ser Glu Asp Ala Ala Phe 
35 40 45 

gtg ccc ttc cac ttg cgc cgc acg gee gec acg ctg ttg tgc cac teg 
Val Pro Phe His Leu Arg Arg Thr Ala Ala Thr Leu Leu Cys His Ser 
50 55 60 

ctg ctg ccg etc ggc tac tat gtg ggc atg tgc ctt gcg get tea gaa 
Leu Leu Pro Leu Gly Tyr Tyr Val Gly Met Cys Leu Ala Ala Ser Glu 
65 70 75 80 

aag egg etc cac gec etc age cag gee cct gag gee tgg egg etc ttc 
Lys Arg Leu His Ala Leu Ser Gin Ala Pro Glu Ala Trp Arg Leu Phe 

85 90 95 

ctg ctg ctg gec gtg acc etc ccc tec ate gec tgc ate ctg ate tac 
Leu Leu Leu Ala Val Thr Leu Pro Ser He Ala Cys He Leu He Tyr 
100 105 no 

tac tgg tec cgt gac egg tgg gec tgc cac cca ctg gcg cgc acc ctg 
Tyr Trp Ser Arg Asp Arg Trp Ala Cys His Pro Leu Ala Arg Thr Leu 
115 120 125 

gec etc tac gee etc cca cag tct ggc tgg cag get gtt gee tec tct 
Ala Leu Tyr Ala Leu Pro Gin Ser Gly Trp Gin Ala Val Ala Ser Ser 
130 135 140 

gtc aac act gag ttc egg egg att gac aag ttt gec acc ggt gca cca 
Val Asn Thr Glu Phe Arg Arg He Asp Lys Phe Ala Thr Gly Ala Pro 
I 45 150 155 " 160 

ggt gee cgt gtg att gtg aca gac acg tgg gtg atg aag gta acc acc 



48 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 
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Gly Ala Arg Val He Val Thr Asp Thr Trp Val Met Lys Val Thr Thr 
165 170 175 

tac cga gtg cac gtg gcc cag cag cag gac gtg cac ctg act gtg acg 576 
Tyr Arg Val His Val Ala Gin Gin Gin Asp Val His Leu Thr Val Thr 
180 185 190 

gag tct egg cag cat gag etc teg cca gac teg aac ttg ccc gtg cag 624 
61 u Ser Arg Gin His Glu Leu Ser Pro Asp Ser Asn Leu Pro Val Gin 
195 200 205 

etc etc ace ate cgt gtg gcc age acc aac cct get gtg cag gcc ttt 672 
Leu Leu Thr He Arg Val Ala Ser Thr Asn Pro Ala Val Gin Ala Phe 
210 215 220 

gac ate tgg ctg aac tec act gag tac ggg gag etc tgc gag aag etc 720 
Asp He Trp Leu Asn Ser Thr Glu Tyr Gly Glu Leu Cys Glu Lys Leu 
225 230 235 240 

egg gca ccc ate cgc agg gca gcc cat gtg gtc ate cac cag age ctg 768 
Arg Ala Pro He Arg Arg Ala Ala His Val Val lie His Gin Ser Leu 
245 250 255 

ggc gac ctg ttc ctg gag acn ttt gcc tec ctg gta gag gtc aac ccg 816 
Gly Asp Leu Phe Leu Glu Xaa Phe Ala Ser Leu Val Glu Val Asn Pro 
260 265 270 

gcc tac tea gtg ccc age age cag gag ctg gag gcc tgc ata ggc tgc 864 
Ala Tyr Ser Val Pro Ser Ser Gin Glu Leu Glu Ala Cys He Gly Cys 
275 280 285 

atg cag aca cgt gcc age gtg aag ctg gtg aag acc tgc cag gag gca 912 
Met Gin Thr Arg Ala Ser Val Lys Leu Val Lys Thr Cys Gin Glu Ala 
290 295 300 

gcc aca ggc gag tgc cag cag tgt tac tgc cgc ccc atg tgg tgc etc 960 
Ala Thr Gly Glu Cys Gin Gin Cys Tyr Cys Arg Pro Met Trp Cys Leu 
305 310 315 320 

acc tgc atg ggc aag tgg ttc gcc age cgc cag gac ccc ctg cgc cct 1008 
Thr Cys Met Gly Lys Trp Phe Ala Ser Arg Gin Asp Pro Leu Arg Pro 
325 330 335 



gac acc tgg ctg gcc age cgc gtg ccc tgc ccc acc tgc cgc gca cgc 



1056 
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Asp Thr Trp Leu Ala Ser Arg Val Pro Cys Pro Thr Cys Arg Ala Arg 
340 345 350 



ttc tgc ate ctg gat gtg tgc acc gtg cgc tga 
Phe Cys He Leu Asp Val Cys Thr Val Arg * 
355 360 



<210> 272 
<211> 362 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (1)...(362) 

<223> Xaa = Any Amino Acid 

<400> 272 

Met Asp Ser Pro Glu Val Thr Phe Thr Leu Ala Tyr Leu Val Phe Ala 
1 5 io 15 

Val Cys Phe Val Phe Thr Pro Asn Glu Phe His Ala Ala Gly Leu Thr 

20 25 30 

Val Gin Asn Leu Leu Ser Gly Trp Leu Gly Ser Glu Asp Ala Ala Phe 

35 40 45 

Val Pro Phe His Leu Arg Arg Thr Ala Ala Thr Leu Leu Cys His Ser 

50 55 60 

Leu Leu Pro Leu Gly Tyr Tyr Val Gly Met Cys Leu Ala Ala Ser Glu 
65 70 75 80 

Lys Arg Leu His Ala Leu Ser Gin Ala Pro Glu Ala Trp Arg Leu Phe 

85 90 95 

Leu Leu Leu Ala Val Thr Leu Pro Ser He Ala Cys He Leu He Tyr 

100 105 no 

Tyr Trp Ser Arg Asp Arg Trp Ala Cys His Pro Leu Ala Arg Thr Leu 

H5 120 125 

Ala Leu Tyr Ala Leu Pro Gin Ser Gly Trp Gin Ala Val Ala Ser Ser 

130 ' 135 140 

Val Asn Thr Glu Phe Arg Arg He Asp Lys Phe Ala Thr Gly Ala Pro 
i45 150 155 ' leo 

Gly Ala Arg Val He Val Thr Asp Thr Trp Val Met Lys Val Thr Thr 

165 170 " 175 

Tyr Arg Val His Val Ala Gin Gin Gin Asp Val His Leu Thr Val Thr 

180 185 190 

Glu Ser Arg Gin His Glu Leu Ser Pro Asp Ser Asn Leu Pro Val Gin 
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195 200 205 

Leu Leu Thr He Arg Val Ala Ser Thr Asn Pro Ala Val 61 n Ala Phe 

210 215 220 

Asp He Trp Leu Asn Ser Thr Glu Tyr Gly Glu Leu Cys Glu Lys Leu 
225 230 235 " 240 

Arg Ala Pro He Arg Arg Ala Ala His Val Val He His Gin Ser Leu 

245 250 255 

Gly Asp Leu Phe Leu Glu Xaa Phe Ala Ser Leu Val Glu Val Asn Pro 

260 265 270 

Ala Tyr Ser Val Pro Ser Ser Gin Glu Leu Glu Ala Cys He Gly Cys 

275 280 285 

Met Gin Thr Arg Ala Ser Val Lys Leu Val Lys Thr Cys Gin Glu Ala 

290 . 295 300 

Ala Thr Gly Glu Cys Gin Gin Cys Tyr Cys Arg Pro Met Trp Cys Leu 
305 310 315 320 

Thr Cys Met Gly Lys Trp Phe Ala Ser Arg Gin Asp Pro Leu Arg Pro 

325 330 335 

Asp Thr Trp Leu Ala Ser Arg Val Pro Cys Pro Thr Cys Arg Ala Arg 

340 345 350 

Phe Cys He Leu Asp Val Cys Thr Val Arg 
355 360 

<210> 273 
<211> 723 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(723) 

<400> 273 

atg tec cct ttg etc ttt ggg get ggg ctg gtc gtt ctg aat eta gtg 48 
Met Ser Pro Leu Leu Phe Gly Ala Gly Leu Val Val Leu Asn Leu Val 
1 5 10 15 

acg tct gec agg age cag aag aca gaa cct eta agt ggc tct ggg gac 96 
Thr Ser Ala Arg Ser Gin Lys Thr Glu Pro Leu Ser Gly Ser Gly Asp 
20 25 30 

cag cca etc ttc cgt gga get gat cga tat gac ttt gec ate atg ata 144 
Gin Pro Leu Phe Arg Gly Ala Asp Arg Tyr Asp Phe Ala He Met He 
35 40 45 
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cct cca gga ggc acg gaa tgc ttt tgg caa ttt gcc cac cag act gga 192 
Pro Pro Gly Gly Thr Glu Cys Phe Trp Gin Phe Ala His Gin Thr Gly 
50 55 60 

tac ttc tat ttc agt tac gag gtt cag egg aca gtg ggg atg tea cat 240 
Tyr Phe Tyr Phe Sen Tyr Glu Val Gin Arg Thr Val Gly Met Sen His 
65 70 75 80 

gac egg cat gtt get gcc acg gca cat aac cca cag gga ttt etc ata 288 
Asp Arg His Val Ala Ala Thr Ala His Asn Pro Gin Gly Phe Leu He 

85 90 95 

gac ace tec cag ggt gtt egg ggc cag att aac ttc tct ace caa gag 336 
Asp Thr Ser Gin Gly Val Arg Gly Gin He Asn Phe Ser Thr Gin Glu 
100 105 no 

aca ggt ttt tat cag ctt tgt eta agt aat cag cat aat cac ttc ggt 384 
Thr Gly Phe Tyr Gin Leu Cys Leu Ser Asn Gin His Asn His Phe Gly 
115 120 125 

tct gtg caa gtg tac etc aac ttt ggg gtc ttc tat gag ggg cct gag 432 
Ser Val Gin Val Tyr Leu Asn Phe Gly Val Phe Tyr Glu Gly Pro Glu 
130 135 140 

act gat cac aaa cag aag gaa aga aaa caa ctg aat gat act ctg gat 480 
Thr Asp His Lys Gin Lys Glu Arg Lys Gin Leu Asn Asp Thr Leu Asd 
145 150 155 160 

gca att gag gac ggc aca caa aag gtg cag aac aat ate ttt cac atg 528 
Ala He Glu Asp Gly Thr Gin Lys Val Gin Asn Asn He Phe His Met 
165 170 175 

tgg cga tac tac aac ttt gcc egg atg agg aaa atg get gac ttt ttc 576 
Trp Arg Tyr Tyr Asn Phe Ala Arg Met Arg Lys Met Ala Asp Phe Phe 
180 185 190 

ctt ate caa tea aac tat aac tac gtg aac tgg tgg teg aca gcc cag 624 
Leu He Gin Ser Asn Tyr Asn Tyr Val Asn Trp Trp Ser Thr Ala Gin 
195 200 205 

age ctt gtt att att ctt tct ggg ate ctg caa ctg tat ttc ttg aag 672 
Ser Leu Val He He Leu Ser Gly lie Leu Gin Leu Tyr Phe Leu Lys 
210 215 220 
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cgt etc ttc aat gtt cca aca act aca gat aca aag aag cca aga tgc 720 
Arg Leu Phe Asn Val Pro Thr Thr Thr Asp Thr Lys Lys Pro Arg Cys 
225 230 235 ' 240 



<210> 274 
<211> 240 
<212> PRT 
<213> Homo sapiens 

<400> 274 

Met Ser Pro Leu Leu Phe Gly Ala Gly Leu Val Val Leu Asn Leu Val 

1 5 10 15 

Thr Ser Ala Arg Ser Gin Lys Thr Glu Pro Leu Ser Gly Ser Gly Asp 

20 25 30 

Gin Pro Leu Phe Arg Gly Ala Asp Arg Tyr Asp Phe Ala He Met He 

35 40 45 

Pro Pro Gly Gly Thr Glu Cys Phe Trp Gin Phe Ala His Gin Thr Gly 

50 55 60 

Tyr Phe Tyr Phe Ser Tyr Glu Val Gin Arg Thr Val Gly Met Ser His 
65 70 75 " 80 

Asp Arg His Val Ala Ala Thr Ala His Asn Pro Gin Gly Phe Leu He 

85 90 95 

Asp Thr Ser Gin Gly VaT Arg Gly Gin He Asn Phe Ser Thr Gin Glu 

100 105 no 

Thr Gly Phe Tyr Gin Leu Cys Leu Ser Asn Gin His Asn His Phe Gly 

115 120 125 

Ser Val Gin Val Tyr Leu Asn Phe Gly Val Phe Tyr Glu Gly Pro Glu 

130 135 140 

Thr Asp His Lys Gin Lys Glu Arg Lys Gin Leu Asn Asp Thr Leu Asp 
14 5 150 155 160 

Ala He Glu Asp Gly Thr Gin Lys Val Gin Asn Asn He Phe His Met 

165 170 175 

Trp Arg Tyr Tyr Asn Phe Ala Arg Met Arg Lys Met Ala Asp Phe Phe 

180 185 190 

Leu He Gin Ser Asn Tyr Asn Tyr Val Asn Trp Trp Ser Thr Ala Gin 

195 200 205 

Ser Leu Val He lie Leu Ser Gly He Leu Gin Leu Tyr Phe Leu Lys 

210 215 220 

Arg Leu Phe Asn Val Pro Thr Thr Thr Asp Thr Lys Lys Pro Arg Cys 
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225 230 235 240 

<210> 275 
<211> 993 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(993) 

<221> miscfeature 
<222> (1)...(993) 
<223> n = A.T.C or G 

<400> 275 

atg get gag cac gca ggg ccc cga etc ccc ctg gtg ctg aag acg ctg 48 
Met Ala Glu His Ala Gly Pro Arg Leu Pro Leu Val Leu Lys Thr Leu 
15 10 15 

gca tgc aca cac age agt gcg tat gag aac cag agg gtg acc acc acc 96 
Ala Cys Thr His Ser Ser Ala Tyr Glu Asn Gin Arg Val Thr Thr Thr 
20 25 30 

gec ttc ctg gec gag ctg ctg aac age aac gtg gee aac gac etc atg 144 
Ala Phe Leu Ala Glu Leu Leu Asn Ser Asn Val Ala Asn Asp Leu Met 
35 40 45 

etc ttg gac teg ctg ctg gag age ctg gcg get cgc cag aag gac aca 192 
Leu Leu Asp Ser Leu Leu Glu Ser Leu Ala Ala Arg Gin Lys Asp Thr 
50 55 60 

tgc gee anc gtg egg agg ctg gtg etc cgc ggc ctg gee aac ctg gee 240 
Cys Ala Xaa Val Arg Arg Leu Val Leu Arg Gly Leu Ala Asn Leu Ala 
65 70 75 80 

tec ggc tgc cct gac aag gtg cga acc cac ggc ccc cag etc etc aca 288 
Ser Gly Cys Pro Asp Lys Val Arg Thr His Gly Pro Gin Leu Leu Thr 

85 90 95 

gec atg att ggc ggg ctg gac gac ggg gac aac cct cac age cca gtg 336 
Ala Met He Gly Gly Leu Asp Asp Gly Asp Asn Pro His Ser Pro Val 
100 105 no 
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gcc ctg gag gcc atg ctg ggc ctt gcg agg ctg gtg cac ctg gtg gag 384 
Ala Leu Glu Ala Met Leu Gly Leu Ala Arg Leu Val His Leu Val Glu 
115 120 125 

tec tgg gac ctg cgc tea ggg ctg ctg cac gtg gcc ate cgc ate egg 432 
Ser Trp Asp Leu Arg Sen Gly Leu Leu His Val Ala He Arg He Arq 
130 135 140 

cct ttc ttc gac agt gag aag atg gag ttc egg acg gca tct ate cgc 480 
Pro Phe Phe Asp Ser Glu Lys Met Glu Phe Arg Thr Ala Ser He Arq 
145 15 ° 155 i 6 o 

etc ttt ggg cac ctt aac aag gtc tgc cac gga gac tgt gag gac gtc 528 
Leu Phe Gly His Leu Asn Lys Val Cys His Gly Asp Cys Glu Asp Val 
165 i/o 175 

ttc ctg gac cag gtg gtg ggc ggg ctg gcg ccc ctg ctg ctg cac ctg 576 
Phe Leu Asp Gin Val Val Gly Gly Leu Ala Pro Leu Leu Leu His Leu 
180 185 190 

cag gac cct cag gcc ace gtg gcc age gcc tgc agg ttt gcc ctg cgc 624 
Gin Asp Pro Gin Ala Thr Val Ala Ser Ala Cys Arg Phe Ala Leu Arq 
I 95 200 205 

atg tgt ggc ccc aat ctg gca tgt gag gag etc tea get get ttc cag 672 
Met Cys Gly Pro Asn Leu Ala Cys Glu Glu Leu Ser Ala Ala Phe Gin 
210 215 220 

aaa cac ctg cag gag ggc cga gcc ctg cac ttc ggg gag ttc etc aac 720 
Lys His Leu Gin Glu Gly Arg Ala Leu His Phe Gly Glu Phe Leu Asn 
225 230 235 240 

ace ace tgc aag cac ctg atg cac cat ttc cca gac ctg ctg ggc cgt 768 
Thr Thr Cys Lys His Leu Met His His Phe Pro Asp Leu Leu Gly Arg 
245 250 255 

etc ctg ace acc tgc ctg ttc tac ttc aag age age tgg gag aac gtc 816 
Leu Leu Thr Thr Cys Leu Phe Tyr Phe Lys Ser Ser Trp Glu Asn Val 
260 265 270 

cga get get gca ccc ctg ttc acc ggg ttc ctg gtg ctg cac teg gag 864 
Arg Ala Ala Ala Pro Leu Phe Thr Gly Phe Leu Val Leu His Ser Glu 
275 280 285 
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ccc agg cag cag ccg cag gtg gac ctg gac cag etc att gcg gcg etc 
Pro Arg Gin Gin Pro Gin Val Asp Leu Asp Gin Leu lie Ala Ala Leu 
290 295 300 

cag ate ctg ctg aag gac ccg gee ccc gag gtg egg acg agg get get 
Gin He Leu Leu Lys Asp Pro Ala Pro Glu Val Arg Thr Arg Ala Ala 
305 310 315 320 

gag gee ctg ggc cgc ctg gtg aag etc gee taa 
Glu Ala Leu Gly Arg Leu Val Lys Leu Ala * 
325 330 



912 



960 



993 



<210> 276 
<211> 330 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (1). . .(330) 

<223> Xaa = Any Amino Acid 

<400> 276 

Met Ala Glu His Ala Gly Pro Arg Leu Pro Leu Val Leu Lys Thr Leu 
1 5 io 15 

Ala Cys Thr His Ser Ser Ala Tyr Glu Asn Gin Arg Val Thr Thr Thr 

20 25 " 30 

Ala Phe Leu Ala Glu Leu Leu Asn Ser Asn Val Ala Asn Asp Leu Met 

35 40 45 

Leu Leu Asp Ser Leu Leu Glu Ser Leu Ala Ala Arg Gin Lys Asd Thr 

50 55 60 

Cys Ala Xaa Val Arg Arg Leu Val Leu Arg Gly Leu Ala Asn Leu Ala 
65 70 75 80 

Ser Gly Cys Pro Asp Lys Val Arg Thr His Gly Pro Gin Leu Leu Thr 

85 90 95 

Ala Met He Gly Gly Leu Asp Asp Gly Asp Asn Pro His Ser Pro Val 

100 105 no 

Ala Leu Glu Ala Met Leu Gly Leu Ala Arg Leu Val His Leu Val Glu 

H5 120 125 

Ser Trp Asp Leu Arg Ser Gly Leu Leu His Val Ala He Arg He Arg 

130 135 
Pro Phe Phe Asp Ser Glu Lys Met Glu Phe Arg Thr Ala Ser He Arq 
145 150 155 160 
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Leu Phe Gly His Leu Asn Lys Val Cys His Gly Asp Cys Glu Asp Val 

165 170 175 

Phe Leu Asp Gin Val Val Gly Gly Leu Ala Pro Leu Leu Leu His Leu 

180 185 190 

Gin Asp Pro Gin Ala Thr Val Ala Ser Ala Cys Arg Phe Ala Leu Arq 

195 200 205 

Met Cys Gly Pro Asn Leu Ala Cys Glu Glu Leu Ser Ala Ala Phe Gin 

210 215 220 

Lys His Leu Gin Glu Gly Arg Ala Leu His Phe Gly Glu Phe Leu Asn 
225 230 235 240 

Thr Thr Cys Lys Hi s Leu Met Hi s Hi s Phe Pro Asp Leu Leu Gly Arg 

245 250 255 

Leu Leu Thr Thr Cys Leu Phe Tyr Phe Lys Ser Ser Trp Glu Asn Val 

260 265 270 

Arg Ala Ala Ala Pro Leu Phe Thr Gly Phe Leu Val Leu His Ser Glu 

275 280 285 

Pro Arg Gin Gin Pro Gin Val Asp Leu Asp Gin Leu He Ala Ala Leu 

290 295 300 

Gin He Leu Leu Lys Asp Pro Ala Pro Glu Val Arg Thr Arg Ala Ala 
305 310 315 320 

Glu Ala Leu Gly Arg Leu Val Lys Leu Ala 
325 330 

<210> 277 
<211> 642 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1).. .(642) 

<400> 277 

atg gat caa caa ctg cgt ggg aag ccg gaa tta ttg gtc ttc ttc age 48 

Met Asp Gin Gin Leu Arg Gly Lys Pro Glu Leu Leu Val Phe Phe Ser 
1 5 10 15 

act gtg gee teg gec aca get ggc atg etc tgc ctg ate gee ate ctg 96 
Thr Val Ala Ser Ala Thr Ala Gly Met Leu Cys Leu He Ala He Leu 
20 25 30 

ctg tat gtc etc gtc cag tac etc gtg aac ccc ggg gtg etc cgc acg 144 
Leu Tyr Val Leu Val Gin Tyr Leu Val Asn Pro Gly Val Leu Arg Thr 
35 40 45 
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gac ccc aga gat gtc aag aat atg aac acg tgg ctg ctg ttc etc ccc 
Asp Pro Arg Asp Val Lys Asn Met Asn Thr Trp Leu Leu Phe Leu Pro 
50 55 6 o 

ctg ttc ccg gtg cag gtg cag acc ctg ata gtc gtg ate ate ggg atg 
Leu Phe Pro Val Gin Val Gin Thr Leu He Val Val He He Gly Met 
55 70 75 8 o 

etc gtg etc ctg ctg gac ttt ctt ggc ttg gtg cac ctg ggc cag ctg 
Leu Val Leu Leu Leu Asp Phe Leu Gly Leu Val His Leu Gly Gin Leu 

85 90 95 

etc ate ttc cac ate tac ctg aag gee aag aag atg acc acc ttt gag 
Leu He Phe His He Tyr Leu Lys Ala Lys Lys Met Thr Thr Phe Glu 

ioo 105 no 

tat etc att aat aac cgc aaa gaa gag agt tea aaa cat caa gca gtg 
Tyr Leu He Asn Asn Arg Lys Glu Glu Ser Ser Lys His Gin Ala Val 
115 120 125 

agg aaa gat cca tac gtg caa atg gac aaa gga gtt etc cag caa gga 
Arg Lys Asp Pro Tyr Val Gin Met Asp Lys Gly Val Leu Gin Gin Gly 
130 135 140 

get ggc gee ctg ggc tea tct gca cag gga gtc aaa gee aag age tec 
A a Gly Ala Leu Gly Ser Ser Ala Gin Gly Val Lys Ala Lys Ser Ser 
145 150 155 160 

ctg ctg att cac aag cac tta tgt cac ttc tgc act tea gta aac cag 
Leu Leu He His Lys His Leu Cys His Phe Cys Thr Ser Val Asn Gin 
165 170 175 

gac ggg gat teg aag gca cag gaa gca gat gat gee ccg agt aca tct 
Asp Gly Asp Ser Lys Ala Gin Glu Ala Asp Asp Ala Pro Ser Thr Ser 
180 185 190 

aca ctt ggg ctg caa caa gaa aca aca gag ccc atg aaa act gac agt 
Thr Leu Gly Leu Gin Gin Glu Thr Thr Glu Pro Met Lys Thr Asp Ser 
195 200 205 

get gaa agt gaa gac tga 
Ala Glu Ser Glu Asp * 
210 



192 



240 



288 



336 



384 



432 



480 



528 



576 



624 



642 
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<210> 278 
<211> 213 
<212> PRT 

<213> Homo sapiens 
<400> 278 

Met Asp Gin Gin Leu Arg Gly Lys Pro Glu Leu Leu Val Phe Phe Ser 
1 5 10 15 

Thr Val Ala Ser Ala Thr Ala Gly Met Leu Cys Leu He Ala He Leu 

20 25 30 

Leu Tyr Val Leu Val Gin Tyr Leu Val Asn Pro Gly Val Leu Arg Thr 

35 40 45 

Asp Pro Arg Asp Val Lys Asn Met Asn Thr Trp Leu Leu Phe Leu Pro 

50 55 60 

Leu Phe Pro Val Gin Val Gin Thr Leu He Val Val He He Gly Met 
65 70 75 so 

Leu Val Leu Leu Leu Asp Phe Leu Gly Leu Val His Leu Gly Gin Leu 

85 go % 

Leu He Phe His He Tyr Leu Lys Ala Lys Lys Met Thr Thr Phe Glu 

100 105 no 

Tyr Leu He Asn Asn Arg Lys Glu Glu Ser Ser Lys His Gin Ala Val 

115 120 125 

Arg Lys Asp Pro Tyr Val Gin Met Asp Lys Gly Val Leu Gin Gin Gly 

130 135 140 

Ala Gly Ala Leu Gly Ser Ser Ala Gin Gly Val Lys Ala Lys Ser Ser 
, 145 150 155 160 

Leu Leu He His Lys His Leu Cys His Phe Cys Thr Ser Val Asn Gin 

165 no 175 

Asp Gly Asp Ser Lys Ala Gin Glu Ala Asp Asp Ala Pro Ser Thr Ser 

180 185 190 

Thr Leu Gly Leu Gin Gin Glu Thr Thr Glu Pro Met Lys Thr Asp Ser 

195 200 205 

Ala Glu Ser Glu Asp 
210 



<210> 279 
<211> 1194 
<212> DMA 
<213> Homo sapiens 



<220> 
<221> COS 
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<222> (1). . . (1194) 
<400> 279 

atg age tgg ctt ttt ccc ctg acc aag age gee tec tec tec gcg get 48 
Met Ser Trp Leu Phe Pro Leu Thr Lys Ser Ala Ser Ser Ser Ala Ala 
1 5 10 15 

ggg tec ccc ggt ggc etc acc age etc cag cag cag aag cag cgc ctg 96 
Gly Ser Pro Gly Gly Leu Thr Ser Leu Gin Gin Gin Lys Gin Arg Leu 
20 25 30 

ate gag tec etc egg aac tea cac tec agt ata gee gaa ata cag aaa 144 
He Glu Ser Leu Arg Asn Ser His Ser Ser He Ala Glu He Gin Lys 
35 40 45 

Z n? l 9d , ttQ ? a UC 3CC ata aac aac ct ^ a « att aac 192 
Asp Val Glu Tyr Arg Leu Pro Phe Thr He Asn Asn Leu Thr He Asn 

50 55 6 o 

nl Ill n 3 , U9 ? U n Ct CCa C3g tU CCt ca 9 9 aa aaa c " 9tg ate 240 
lie Asn He Leu Leu Pro Pro Gin Phe Pro Gin Glu Lys Pro Val He 

65 70 75 80 

w ?* n Ca 8ta C9a Cat Cac tta at 9 9at aaa caa gga gtg 288 
Ser Val Tyr Pro Pro He Arg His His Leu Met Asp Lys Gin Gly Val 

85 90 95 

tat gtt acc tct cca tta gta aac aat ttt aca atg cac tea aat rtt 
Tyr Val Thr Ser Pro Leu Val Asn Asn Phe Thr Me? His Ser Asp Leu 
10 ° 105 no 

nl I've n 1 ff* r" 9 ! gt Ctg " 9 9at 939 Ut l 99 aa 9 aat cct cca 384 
Gly Lys I e He Gin Ser Leu Leu Asp Glu Phe Trp Lys Asn Pro Pro 

115 120 125 

gtt tta get cct act tea aca gca ttt cct tat eta tac agt aac cca 432 
Val Leu Ala Pro Thr Ser Thr Ala Phe Pro Tyr Leu Tyr Ser Asn Pro 
130 135 ho 

agt ggg atg tct cct tat get tct cag ggt ttt cca ttt ctt cct cca 480 
Ser Gly Met Ser Pro Tyr Ala Ser Gin Gly Phe Pro Phe Leu Pro Pro 
145 150 155 i 6 o 

tat cct cca caa gaa gca aac agg agt ate act tct tta tct gtt get 528 
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Tyr Pro Pro Gin Glu Ala Asn Arg Ser He Thr Ser Leu Ser Val Ala 
165 170 175 

gac act gtt tct tct tea aca aca agt cat acc aca gec aaq cct arc w 
Asp Thr val Ser Ser Ser Thr Thr Ser His Thr Thr Sa Lys Pro aS 
180 185 m 

get cct tea ttt ggt gtc ctt tea aat ctg cca tta ccc att ccc aca 
Ala Pro Ser Phe Gly Val Leu Ser Asn Leu Pro Leu Pro He Pro Thr 
195 200 205 

9tg gat get tea ata ccg aca age caa aat ggt ttt qqa tac am *tn 
Val Asp Ala Ser He Pro Thr Ser Gin Asn §J Phe ^ y £ £ J* 672 
21" 215 220 

cca gat gtc cct gat gca ttt cca gaa etc tea gaa eta art ata tra 7?n 
ro Asp Val Pro Asp Ala Phe Pro Glu Leu Ser Glu Leu sS Va? Ser 
b 230 235 240 

caa etc aca gat atg aat gaa caa gag gag gta tta eta gaa cag ttt 768 
Gin Leu Thr Asp Met Asn Glu Gin Glu Glu Val Leu Leu Glu Gin Phe 
245 250 255 

ctg act ttg cct caa eta aaa caa att att acc gac aaa gat qac tta ftifi 
Leu Thr Leu Pro Gin Leu Lys Gin He He Thr Asp Lys £p Asp Leu 
260 265 270 

gta aaa agt att gag gaa eta gca aga aaa aat etc ctt ttg gag ccc 864 
Val Lys Ser He Glu Glu Leu Ala Arg Lys Asn Leu Leu Leu Glu Pro 
275 280 285 

age ttg gaa gec aaa aga caa act gtt tta gat aag tat gaa tta ctt 912 
Ser eu Glu Ala Lys Arg Gin Thr Val Leu Asp Lys Tyr c'lu Leu Leu 
^ yu 295 3oo 

aca cag atg aag tec act ttc gaa aag aag atg caa agg caq cat aaa qm 
Thr Gin Met Lys Ser Thr Phe Glu Lys Lys Me? Gin Arg' Gin His Glu 
J ° 5 310 315 320 

ctt agt gag age tgt agt gca agt gec ctt cag gca aga ttg aaa gta 1008 
Leu Ser Glu Ser Cys Ser Ala Ser Ala Leu Gin Ala Arg Leu Lys Val 
325 330 335 



get gca cat gaa get gag gaa gaa tct gat aat att gca gaa gac ttc 



1056 
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Ala Ala His Glu Ala Glu Glu Glu Ser Asp Asn He Ala Glu Asp Phe 
340 345 350 

ttg gag gga aag atg gaa ata gat gat ttt etc agt age ttc atg gaa 1104 
Leu Glu Gly Lys Met Glu He Asp Asp Phe Leu Ser Ser Phe Met Glu 
355 360 365 

aag aga aca att tgc cac tgt aga aga gec aag gaa gag aaa ctt cag 1152 
Lys Arg Thr He Cys His Cys Arg Arg Ala Lys Glu Glu Lys Leu Gin 
370 375 380 

cag gcg ata gca atg cac age caa ttt cat get cca eta tag 1194 
Gin Ala He Ala Met His Ser Gin Phe His Ala Pro Leu * 
385 390 395 



<210> 280 
<211> 397 
<212> PRT 

<213> Homo sapiens 



<400> 280 



Met Ser 


Trp 


Leu 


Phe 


Pro 


Leu Thr 


Lys Ser Ala Ser Ser 


Ser Ala Ala 


1 






5 






10 


15 


Gly Ser 


Pro 


Gly 


Gly 


Leu 


Thr Ser 


Leu Gin Gin Gin Lys 


Gin Arg Leu 






20 








25 


30 


He Glu 


Ser 


Leu 


Arg 


Asn 


Ser His 


Ser Ser He Ala Glu 


He Gin Lys 




35 








40 


45 




Asp Val 


Glu 


Tyr 


Arg 


Leu 


Pro Phe 


Thr He Asn Asn Leu 


Thr He Asn 


50 










55 


60 




He Asn 


He 


Leu 


Leu 


Pro 


Pro Gin 


Phe Pro Gin Glu Lys 


Pro Val He 


65 








70 




75 


80 


Ser Val 


Tyr 


Pro 


Pro 


He 


Arg His 


His Leu Met Asp Lys 


Gin Gly Val 








85 






90 


95 


Tyr Val 


Thr 


Ser 


Pro 


Leu 


Val Asn 


Asn Phe Thr Met His 


Ser Asp Leu 






100 








105 


110 


Gly Lys 


He 


He 


Gin 


Ser 


Leu Leu 


Asp Glu Phe Trp Lys 


Asn Pro Pro 




115 








120 


125 




Val Leu 


Ala 


Pro 


Thr 


Ser 


Thr Ala 


Phe Pro Tyr Leu Tyr 


Ser Asn Pro 


130 










135 


140 




Ser Gly 


Met 


Ser 


Pro 


Tyr 


Ala Ser 


Gin Gly Phe Pro Phe 


Leu Pro Pro 


145 








150 




155 


160 


Tyr Pro 


Pro 


Gin 


Glu 


Ala 


Asn Arg 


Ser He Thr Ser Leu 


Ser Val Ala 








165 






170 


175 
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Asp Thr 


Val 


Ser 


Ser 


Ser 


Thr 


Thr Ser His Thr 


Thr 


Ala 


Lys 


Pro 


Ala 






180 








185 






190 






Ala Pro 


Ser 


Phe 


Gly 


Val 


Leu 


Ser Asn Leu Pro 


Leu 


Pro 


He 


Pro 


Thr 




195 










200 




205 








Val Asp 


Ala 


Ser 


He 


Pro 


Thr 


Ser Gin Asn Gly 


Phe 


Gly 


Tyr 


Lys 


Met 


210 










215 




220 










Pro Asp 


Val 


Pro 


Asp 


Ala 


Phe 


Pro Glu Leu Ser 


Glu 


Leu 


Ser 


Val 


Ser 


225 








230 




235 










240 


Gin Leu 


Thr 


Asp 

r 


Met 


Asn 


Glu 


Gin Glu Glu Val 


Leu 


Leu 


Glu 


Gin 


Phe 








245 






250 








255 




Leu Thr 


Leu 


Pro 


Gin 


Leu 


Lys 


Gin He He Thr 


Asp 


Lys 


Asp 


Asd 


Leu 






260 








265 






270 






Val Lys 


Ser 


He 


Glu 


Glu 


Leu 


Ala Arg Lys Asn 


Leu 


Leu 


Leu 


Glu. 


Pro 




275 










280 




285 








Ser Leu 


Glu 


Ala 


Lys 


Arq 


Gin 


Thr Val Leu Asd 


Lys 


Tyr 


Glu 


Leu 


Leu 


290 










295 




300 










Thr Gin 


Met 


Lys 


Ser 


Thr 


Phe 


Glu Lys Lys Met 


Gin 


Arq 


Gin 


His 


Glu 


305 








310 




315 










320 

\J l_ W 


Leu Ser 


Glu 


Ser 


Cys 


Ser 


Ala 


Ser Ala Leu Gin 


Ala 


Ara 


Leu 


Lvs 


Val 














\J\J\J 








uJJ 




Ala Ala 


His 


Glu 


Ala 


Glu 


Glu 


Glu Ser Asp Asn 


He 


Ala 


Glu 


Asp 


Phe 






340 








345 






350 






Leu Glu 


Gly 


Lys 


Met 


Glu 


He 


Asp Asp Phe Leu 


Ser 


Ser 


Phe 


Met 


Glu 




355 










360 




365 








Lys Arg 


Thr 


lie 


Cys 


His 


Cys 


Arg Arg Ala Lys 


Glu 


Glu 


Lys 


Leu 


Gin 


370 










375 




380 










Gin Ala 


He 


Ala 


Met 


His 


Ser 


Gin Phe His Ala 


Pro 


Leu 








385 








390 




395 













<210> 281 
<211> 579 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(579) 

<400> 281 

atg gcg gcg caa att cca att gtg gcc acc act tec act ccc gga ata 48 
Met Ala Ala Gin lie Pro He Val Ala Thr Thr Ser Thr Pro Gly He 
15 10 15 

gtc egg aac age aag aag agg ccg gcc age cct tec cac aat ggc age 96 
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Val Arg Asn Ser Lys Lys Arg Pro Ala Ser Pro Ser His Asn Gly Ser 

20 25 30 

age ggc ggg ggc tat ggc gec agt aag aag aaa aaa gcg tec get tec 144 

Ser Gly Gly Gly Tyr Gly Ala Ser Lys Lys Lys Lys Ala Ser Ala Ser 
35 40 45 

age ttt gcg cag ggt ate age atg gaa gee atg agt gag aat aaa atg 192 

Ser Phe Ala Gin Gly He Ser Met Glu Ala Met Ser Glu Asn Lys Met 
50 55 60 

gtg ccc tct gag ttt age aca gga cct gtg gaa aaa get gee aaa cct 240 

Val Pro Ser Glu Phe Ser Thr Gly Pro Val Glu Lys Ala Ala Lys Pro 

55 70 75 80 

ttg cca ttt aag gat ccc aac ttt gtg cac tct ggc cac ggt ggc gca 288 

Leu Pro Phe Lys Asp Pro Asn Phe Val His Ser Gly His Gly Gly Ala 

85 90 95 

gta get ggc aag aag aac aga ace tgg aag aac ctg aaa caa ate etc 336 

Val Ala Gly Lys Lys Asn Arg Thr Trp Lys Asn Leu Lys Gin He Leu 

100 105 110 

get tct gaa agg gca ttg ccg tgg caa ctg aac gat cct aac tac ttc 384 

Ala Ser Glu Arg Ala Leu Pro Trp Gin Leu Asn Asp Pro Asn Tyr Phe 
115 120 125 

agt att gat get cct cca tec ttt aag cca get aag aag tat tct gat 432 

Ser He Asp Ala Pro Pro Ser Phe Lys Pro Ala Lys Lys Tyr Ser Asp 
130 135 140 

gtt tea ggt ctg ctt gec aac tac aca gac ccc cag age aaa ctg egg 480 

Val Ser Gly Leu Leu Ala Asn Tyr Thr Asp Pro Gin Ser Lys Leu Arg 

145 150 155 160 

ttc age acc att gaa gag ttt tec tac att egg agg ctg ccc tct gac 528 

Phe Ser Thr He Glu Glu Phe Ser Tyr He Arg Arg Leu Pro Ser Asp 

165 170 175 

gtc gtc acc ggc tac ctg gee ctg agg aag gee acg age ate gtt ccc 576 

Val Val Thr Gly Tyr Leu Ala Leu Arg Lys Ala Thr Ser He Val Pro 

180 185 190 



tga 



579 
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* 



<210> 282 
<211> 192 
<212> PRT 
<213> Homo sapiens 



<400> 282 



Mot 


M I d 


Ala 
M 1 d 


Gin 

u 1 1 1 


Tip 


Prn 
ri u 


Tip 


Val 
v a i 


1 








0 








Va 1 


Mi y 


A c n 
Mb II 


Cor 


Lys 


Lys 


Am 
"1 y 


Prn 




















£1 V 


ft! V 

u iy 


ftl V 


T\/r 

«y> 


ni v 


Al a 
m i d 


Qpr 
JCI 






35 










40 


Ser 


Phe 


Ala 


Gin 


Gly 


He 


Ser 


Met 




50 










55 




Val 


Pro 


Ser 


Glu 


Phe 


Ser 


Thr 


Gly 


65 










70 






Leu 


Pro 


Phe 


Lys 


Asp 


Pro 


Asn 


Phe 










85 








Val 


Ala 


Gly 


Lys 


Lys 


Asn 


Arg 


Thr 








100 










Ala 


Ser 


Glu 


Arg 


Ala 


Leu 


Pro 


Trp 






115 










120 


Ser 


He 


Asp 


Ala 


Pro 


Pro 


Ser 


Phe 




130 










135 




Val 


Ser 


Gly 


Leu 


Leu 


Ala 


Asn 


Tyr 


145 










150 






Phe 


Ser 


Thr 


He 


Glu 


Glu 


Phe 


Ser 










165 








Val 


Val 


Thr 


Gly 


Tyr 


Leu 


Ala 


Leu 



180 



<210> 283 
<211> 948 
<212> DNA 
<213> Homo sapiens 



Ala 

M 1 d 


Thr Thr 

■ III 1 Ml 


Qpr Thr Prn ftlv 11 p 
jci Mil nu oiy i tc 




1 0 




Ala 

r\ 1 d 


Qpr Prn 
jci r i u 


JCI ni o r\oll Vj 1 Jr JCI 


CD 






Lys 


Lyb Lyb 


i \/c Al a Cor Al a ^or 
Lyb Mid Del Mid Jci 








Glu 


Ala Met 


Ser Glu Asn Lys Met 






60 


Pro 


Val Glu 


Lys Ala Ala Lys Pro 




75 


80 


Val 


His Ser 


Gly His Gly Gly Ala 




90 


95 


Trp 


Lys Asn 


Leu Lys Gin He Leu 


105 




110 


Gin 


Leu Asn 


Asp Pro Asn Tyr Phe 






125 


Lys 


Pro Ala 


Lys Lys Tyr Ser Asp 






140 


Thr 


Asp Pro 


Gin Ser Lys Leu Arg 




155 


160 


Tyr 


He Arg 


Arg Leu Pro Ser Asp 




170 


175 


Arg 


Lys Ala 


Thr Ser He Val Pro 


185 




190 



<220> 

<221> CDS 

<222> (1). ..(948) 
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<400> 283 

atg gcc tea gca gta ctt agt tct gtt ccc acc acc get tct cgt ttt 

Met Ala Ser Ala Val Leu Ser Ser Val Pro Thr Thr Ala Ser Arg Phe 

15 10 15 

gcc ctg tta caa gtg gat agt ggc agt ggc tct gat tct gaa cct gga 

Ala Leu Leu Gin Val Asp Ser 61 y Ser Gly Ser Asp Ser Glu Pro Gly 

20 25 30 



48 



96 



aaa ggt aaa ggt cga aat act gga aag tct caa act tta gga age aag 
Lys Gly Lys Gly Arg Asn Thr Gly Lys Ser Gin Thr Leu Gly Ser Lys 
35 40 45 



144 



tea act aca aat gag aaa aaa aga gag aaa aga aga aaa aag aag gaa 
Ser Thr Thr Asn Glu Lys Lys Arg Glu Lys Arg Arg Lys Lys Lys Glu 
50 55 60 



192 



cag caa cag agt gaa gca aat gag etc agg aat ctt get ttt aag aaa 240 

Gin Gin Gin Ser Glu Ala Asn Glu Leu Arg Asn Leu Ala Phe Lys Lys 

65 70 75 80 

att ccc cag aaa tec tec cat get gtt tgt aac get caa cat gat ctt 288 

He Pro Gin Lys Ser Ser His Ala Val Cys Asn Ala Gin His Asp Leu 

85 90 95 



cca ttg tea aac cca gta cag aag gat tea cga gaa gaa aat tgg caa 
Pro Leu Ser Asn Pro Val Gin Lys Asp Ser Arg Glu Glu Asn Trp Gin 
100 105 110 



336 



gag tgg aga caa aga gat gag cag ctg aca tct gaa atg ttt gaa gca 384 
Glu Trp Arg Gin Arg Asp Glu Gin Leu Thr Ser Glu Met Phe Glu Ala 
115 120 125 

gat ctt gag aag gca ttg tta eta agt aaa eta gaa tat gaa gag cac 432 
Asp Leu Glu Lys Ala Leu Leu Leu Ser Lys Leu Glu Tyr Glu Glu His 
130 135 140 



aaa aag gag tat gaa gat get gaa aat act tea act cag tec aaa gtt 
Lys Lys Glu Tyr Glu Asp Ala Glu Asn Thr Ser Thr Gin Ser Lys Val 
145 150 155 160 



480 



atg aat aaa aaa gat aaa aga aag aat cat cag gga aaa gac aga cct 
Met Asn Lys Lys Asp Lys Arg Lys Asn His Gin Gly Lys Asp Arg Pro 

165 170 175 



528 
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etc aca gta tea eta aaa gat ttt cat teg gaa gat cac att agt aaa 576 
Leu Thr Val Ser Leu Lys Asp Phe His Ser Glu Asp His lie Ser Lys 
180 185 190 

aag act gag gaa gtg gtt ctg aaa gat gga aga att gaa aga eta aag 624 
Lys Thr Glu Glu Val Val Leu Lys Asp Gly Arg He Glu Arg Leu Lys 
195 200 205 

tta gag ctt gaa agg aaa gat get gaa ate cag aag ctg aaa aat gta 672 
Leu Glu Leu Glu Arg Lys Asp Ala Glu He Gin Lys Leu Lys Asn Val 
210 215 220 

ate act caa tgg gag gca aag tat aag gaa gta aag gca aga aat gca 720 
lie Thr Gin Trp Glu Ala Lys Tyr Lys Glu Val Lys Ala Arg Asn Ala 
225 230 235 , 240 

caa tta ttg aaa atg ctt cag gaa ggt gaa atg aaa gat aag gca gaa 768 
Gin Leu Leu Lys Met Leu Gin Glu Gly Glu Met Lys Asp Lys Ala Glu 
245 250 255 

ata ctt ctg caa gtt gat gaa tea caa agt ate aag aat gag etc act 816 
He Leu Leu Gin Val Asp Glu Ser Gin Ser He Lys Asn Glu Leu Thr 
260 265 270 

att cag gtg act tea ctt cat get gca tta gaa caa gaa aga tct aaa 864 
He Gin Val Thr Ser Leu His Ala Ala Leu Glu Gin Glu Arg Ser Lys 
275 280 285 

gtg aaa gta tta caa gca gag tta gee aaa tac cag ggt ggc aga aaa 912 
Val Lys Val Leu Gin Ala Glu Leu Ala Lys Tyr Gin Gly Gly Arg Lys 
290 295 300 



ggg aaa aga aac tct gaa tec gac cag tgt agg tga 948 
Gly Lys Arg Asn Ser Glu Ser Asp Gin Cys Arg * 
305 310 315 



<210> 284 
<211> 315 
<212> PRT 
<213> Homo sapiens 



<400> 284 
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Met Ala 


Ser 


Ala 


Val 


Leu 


Ser 


Ser 


1 

X 






5 








Al a 1 pu 

»» 1 VJ LCU 


1 PU 


Gin 

\_j ill 


Val 


Asd 


Ser 


Gly 






20 










1 vs Glv 

LJTo V3IJT 


Lvs 


Glv 


Ara 

n| y 


Asn 


Thr 


Gly 




U J 










40 


Cpr Thr 

JC 1 1 1 II 


Thr 


Asn 

*VO l 1 


Glu 


Lvs 

LJO 


Lys 


Ara 


JVJ 










j j 




Gin Gin 


Gin 


^pr 


Glu 


Ala 


Asn 


Glu 

VJ 1 VJ 


Oj 








70 






Tip Pro 
lie r i w 


Gin 

VJ 1 1 1 


1 vs 


^pr 


Spr 


His 


Ala 








O J 








Prn 1 pi i 


Spr 

JCI 


Asn 

rvo 1 1 


Prn 


Val 

v a i 


Gin 

VJ 1 1 1 


Lvs 

Ljo 






i no 

1UU 










Gin Trn 
o i U lip 


Arn 
mi y 


Gin 

U 1 1 1 


Arn 
Ml y 


Acn 
r\op 


Gin 

U 1 U 


Gin 

VJ 11 1 




110 










i?o 

l£vj 


A c r\ Ion 
Mbp LcU 


Glu 
\j i u 


1 vc 
Lys 


Ala 
M I a 


t OI 1 
LcU 


t Al 1 
LcU 


1 PI 1 
LCU 


loU 










IOJ 




1 v/c 1 v/c 
Lyb Lyb 


Glu 

u 1 U 


Tv/r 


Gin 

VJ 1 u 


Acn 


Ala 

M 1 u 


Glu 

Vj 1 u 


1 








10U 






Mpt" Acn 
1 Ic L Mb 1 1 


1 vc 
Lyb 


1 vc 


Acn 
Mbp 


1 vs 


Arn 
mi y 


1 VS 

Lyb 








IOj 








LcU Ifli 


v a i 


jci 


1 PI i 
LcU 


1 vs 
Lyb 


Acn 

Mop 


Php 
n ic 






10U 










1 v/c Thr 

L j o 1 1 1 1 


Gin 

U 1 u 


Glu 

VJ 1 u 


Val 
v a i 


Val 
v a i 


1 PU 


1 VS 




IQ^ 

1Z7J 










200 




! oi i 
LCU 


Gin 
U 1 u 


Arn 
Mi y 


1 vc 
Lyb 


Acn 
Mop 


Ala 

r\ 1 a 


?10 










21^ 




Tip Thr 

1IC 1 1 II 


Gin 

UNI 


Trn 
I f p 


Glu 

U 1 u 


Ala 


1 VS 


Tvr 


22s 








210 

C_ J U 






Gin Leu 


Leu 


Lvs 


Met 


Leu 


Gin 


Glu 
















lie Leu 


Leu 


Gin 


Val 


Asp 


Glu 


Ser 






260 










He Gin 


Val 


Thr 


Ser 


Leu 


His 


Ala 




275 










280 


Val Lys 


Val 


Leu 


Gin 


Ala 


Glu 


Leu 


290 










295 




Gly Lys 


Arg 


Asn 


Ser 


Glu 


Ser 


Asp 


305 








310 







<210> 285 
<211> 1308 
<212> DNA 
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Val 


Pro 


Thr 


Thr 


Ala 


Ser 


Arg 


Phe 




10 










15 




Ser 


Gly 


Ser 


Asd 


Ser 


Glu 


Pro 


Gly 


25 










30 

J VJ 






Lys 


Ser 


Gin 


Thr 


Leu 

l»— V-p V* 


Gly 


Ser 


Lys 










45 

~T J 








Glu 


1 vs 

LJO 


Arn 
mi y 


Arn 

r\l y 


Lvs 

ljto 


Lvs 
ljto 


Lvs 

Ljo 


Glu 

VJ 1 VJ 








fiO 

uu 










1 PU 

LCU 


Ara 


Asn 

/VJ 1 1 


1 PU 
LCU 


Ala 


PhP 

r i ic 


I VS 
Lyo 


L vs 

LJo 






7S 










R0 
ou 


Val 

v a i 


fvs 


A^n 

MOl 1 


Ala 

r\ 1 u 


Gin 

VJ 1 1 1 


His 

n i o 


A<^n 

rvo p 


1 PI 1 
LCU 




Q0 

jU 










jj 




Asn 

nop 


Spr 


Aro 


Glu 

VJ 1 u 


Glu 


Asn 

r\0 1 1 


Trn 
1 1 p 


Gin 

VJ 1 1 1 


lflR 
1UJ 










110 

1 1U 






1 PI 1 
LCU 


Thr 
1 1 ii 


Spr 

JCI 


Glu 

u 1 U 


Mpf 

I IC L 


Php 

r i ic 


Glu 

VJ 1 u 


Ala 










12^ 

XC.D 








^pr 


1 vs 
Lyb 


! Pu 


Glu 

VJ 1 u 


Tvr 


Glu 

VJ 1 LI 


Glu 

VJ 1 Li 


His 

1 1 1 o 








140 
IHU 










Acn 

Mol 1 


Thr 
tin 


Sor 

JCI 


Thr 
1 1 ii 


Gin 


Spr 

JCI 


1 VS 

Lyb 


Val 
v a i 






lR^ 

lOO 










lfiO 

lUU 


Asn 

rAol 1 


His 

n i o 


Gin 

VJ 1 1 1 


Glv 
a \y 


1 vs 

L^b 


Asn 


Arn 
mi y 


Prn 
r i u 




170 
1/ u 










17^ 

I/O 




His 

1 1 1 o 


*\pr 

JCI 


Glu 

\J 1 Li 


Asn 

nop 


His 

II 1 o 


Tip 

1 1 c 


*spr 

JC 1 


1 VS 


lOO 










1Q0 






Acn 
Mbp 


Glv 
U \y 


Arn 
mi y 


Tip 

1 1 c 


Glu 

u 1 U 


Arn 
mi y 


i PI 1 
LCU 


1 VS 










20S 

LUJ 








Glu 

U 1 U 


Tip 

1 1 c 


Gin 

VJ 1 1 1 


1 vs 

Ljrb 


1 PU 
LCU 


1 vs 

LjVO 


Asn 

noi I 


Val 








220 










1 vs 

Ljro 


Glu 


Val 

V U 1 


Lvs 

LJO 


Ala 


Ara 

rvi y 


Asn 

noi i 


Ala 






235 










240 


Gly 


Glu 


Met 


Lys 


Asp 


Lys 


Ala 


Glu 




250 










255 




Gin 


Ser 


He 


Lys 


Asn 


Glu 


Leu 


Thr 


265 










270 






Ala 


Leu 


Glu 


Gin 


Glu 


Arg 


Ser 


Lys 










285 








Ala 


Lys 


Tyr 


Gin 


Gly 


Gly 


Arg 


Lys 



300 



Gin Cys Arg 
315 
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<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(1308) 



<400> 
atg ggc acc 
Met Gly Thr 
1 


285 
tct 
Ser 


gtc 
Val 
5 


acc 
Thr 


ggc 

Gly 


ttg tat 
Leu Tyr 


cca gag ctg ttc act 
Pro Glu Leu Phe Thr 
10 


etc etc 
Leu Leu 
15 


48 


ctg aag 
Leu Lys 


ctg 
Leu 


gtt 
Val 
20 


age 
Ser 


tgc 
Cys 


aca 
Thr 


ctg ggc 
Leu Gly 
25 


cag aag atg ccc act 
Gin Lys Met Pro Thr 

30 


tgt ccc 
Cys Pro 


96 


tgg age 
Trp Ser 


cat 
His 
35 


agg 
Arg 


egg 
Arg 


cat 
His 


gtg 
Val 


atg cag 
Met Gin 
40 


cag gga gaa cag cag 
Gin Gly Glu Gin Gin 
45 


cag ate 
Gin He 


144 


cca gac 
Pro Asp 
50 


ccc 
Pro 


tgc 
Cys 


agg 

Arg 


ctt 
Leu 


tea 
Ser 
55 


act get 
Thr Ala 


act tta aaa tgt ttg 
Thr Leu Lys Cys Leu 
60 


caa gcc 
Gin Ala 


192 


Ldd yv-L. 

Gin Ala 

65 


d Ly 

Met 


aga 
Arg 


gaa 
Glu 


ggc 

Gly 
70 


ctt 
Leu 


gca aag 
Ala Lys 


gaa tct gat gag ggg 
Glu Ser Asp Glu Gly 
75 


gac aac 
Asp Asn 
80 


240 


tta tgg 
Leu Trp 


act 
Thr 


eta 
Leu 


etc 
Leu 


age 
Ser 


agt 
Ser 


cct agt 
Pro Ser 


acc cac cac ata ggc 
Thr His His He Gly 

go 


gta tgt 
Val Cys 
95 


288 


tea ctg 
Ser Leu 


gcc 
Ala 


agg 
Arg 
100 


age 
Ser 


atg 
Met 


gca 
Ala 


gtg tgg 
Val Trp 
105 


caa cac gga gtc ata 
Gin His Gly Val He 

110 


ctg gac 
Leu Asp 


336 


ate atg 
lie Met 


gaa 
Glu 
115 


cag 
Gin 


ctg 
Leu 


etc 
Leu 


tea 
Ser 


tct ctt 
Ser Leu 
120 


acc tec tec teg gag 
Thr Ser Ser Ser Glu 
125 


aac tac 
Asn Tyr 


384 


egg ata 
Arg He 
130 


acc 
Thr 


ggc 

Gly 


gca 
Ala 


get 
Ala 


ttc 
Phe 
135 


ttc tct 
Phe Ser 


gag etc atg aag gaa 
Glu Leu Met Lys Glu 
140 


cca ate 
Pro He 


432 


ctt tgg 


aag 


cat 


ggg 


aat 


ctg 


cga aat 


gtg ctg ate ttg atg 


gat caa 


480 
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Leu Trp Lys His Gly Asn Leu Arg Asn Val Leu He Leu Met Asp Gin 

145 150 155 160 

agt gcc tgg gac tec aac gec act ctg agg cag atg gec ate cga ggg 528 

Ser Ala Trp Asp Ser Asn Ala Thr Leu Arg Gin Met Ala He Arg Gly 
165 170 175 

etc ggc aac aca gca tec ggg get cct cac aag gtg aag. aaa cat aag 576 

Leu Gly Asn Thr Ala Ser Gly Ala Pro His Lys Val Lys Lys His Lys 
180 185 190 

cag tta atg eta gaa tct ate ate aga ggc ctg tat cac eta get cgc 624 

Gin Leu Met Leu Glu Ser He He Arg Gly Leu Tyr His Leu Ala Arg 
195 200 205 

act gaa gtc gtc tgt gaa age ttg aag get eta aaa aaa ate ctg gag 672 

Thr Glu Val Val Cys Glu Ser Leu Lys Ala Leu Lys Lys He Leu Glu 
210 215 220 

ctg ctg aca gac cga gac gtg age ttc tac ttc aag gaa ata gtg ctg 720 

Leu Leu Thr Asp Arg Asp Val Ser Phe Tyr Phe Lys Glu He Val Leu 

225 230 235 240 

caa aca agg acc ttc ttt gaa gat gag cag gat gat gtg aga ttg act 768 

Gin Thr Arg Thr Phe Phe Glu Asp Glu Gin Asp Asp Val Arg Leu Thr 
245 250 255 

gcc ate ttc tta ttt gag gac ctg gca ccc eta aca gga aga agg tgg 816 

Ala He Phe Leu Phe Glu Asp Leu Ala Pro Leu Thr Gly Arg Arg Trp 
260 265 270 

aag att ttt ttt get gaa gaa ata aaa aag age ctg att tea ttc ctt 864 

Lys He Phe Phe Ala Glu Glu He Lys Lys Ser Leu He Ser Phe Leu 
275 280 285 

ctg cac ctt tgg gat ccc aac ccc aag att gga gtt get tgc cgt gat 912 

Leu His Leu Trp Asp Pro Asn Pro Lys He Gly Val Ala Cys Arg Asp 
290 295 . 300 

gtc ttg atg gtc tgc att ccc ttt ttg ggc etc cag gag etc tat ggg 960 

Val Leu Met Val Cys He Pro Phe Leu Gly Leu Gin Glu Leu Tyr Gly 

305 310 315 320 

gta tta gac cgt etc ctt gat cag gat eta cca agg gcc agg gat ttc 1008 
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Val Leu Asp 


Arg Leu Leu Asp Gin Asp 


Leu 


Pro Arg Ala Arg Asp Phe 






325 


330 


335 




tac agg caa 


ttc tgt gtg aaa ctg gee 


aag 


aaa aac cag gaa att ctg 


1056 


Tyr Arg Gin 


Phe Cys Val Lys Leu Ala 


Lys 


Lys Asn Gin Glu He Leu 






340 345 




350 




tqq ate etc 


cac aca cac tec ttc acc 


ttc 


ttc acc age acc tgg gag 


1104 


Tpd lie Leu 


His Thr His Ser Phe Thr 


Phe 


Phe Thr Ser Thr Trp Glu 




355 


360 




365 




qtq ate agg 


agt gca get gtc aaa etc 


aca 


gat gee gtt gtt etc aat 


1152 


Val He Arq 


Ser Ala Ala Val Lys Leu 


Thr 


Asp Ala Val Val Leu Asn 




370 


375 




380 




tta acc aoc 


caa tat qtq gag tta eta 


gac 


aga gaa caa ctg acc aca 


1200 


Leu Thr Ser 


Gin Tyr Val Glu Leu Leu 


Asp 


Arg Glu Gin Leu Thr Thr 




385 


390 




395 400 




cga etc caa 


gca ctt cgt caa gat ccg 


tgt 


att agt gtc cag aga gca 


1248 


Arq Leu Gin 


Ala Leu Arg Gin Asp Pro 


Cys 


He Ser Val Gin Arg Ala 






405 


410 


415 




get gag get 


get ttg caa acc etc ctg 


aga 


agg tgt aaa gag aca age 


1296 


Ala Glu Ala 


Ala Leu Gin Thr Leu Leu 


Arg 


Arg Cys Lys Glu Thr Ser 






420 425 




430 




att cct ctg 


taa 






1308 


He Pro Leu 










435 










<210> 


286 








<211> 


435 








<212> 


PRT 








<213> 


Homo sapiens 








<400> 


286 








Met Gly Thr 


Ser Val Thr Gly Leu Tyr 


Pro 


Glu Leu Phe Thr Leu Leu 




1 


5 


10 


15 




Leu Lys Leu 


Val Ser Cys Thr Leu Gly 


Gin 


Lys Met Pro Thr Cys Pro 






20 25 




30 




Trp Ser His 


Arg Arg His Val Met Gin 


Gin 


Gly Glu Gin Gin Gin He 




35 


40 




45 





WO 01/29221 



PCTAJS00/29O52 



Pro Asp 


Pro Cys Arg Leu 


Ser 


Thr 


50 




55 




Gin Ala 


Met Arg Glu Gly 


Leu 


Ala 


65 


70 






Leu Trp 


Thr Leu Leu Ser 


Ser 


Pro 




85 






Ser Leu 


Ala Arq Ser Met 


Ala 


Val 




100 






He Met 


Glu Gin Leu Leu 


Ser 


Ser 




115 




120 


Ara lie 


Thr Gly Ala Ala 


Phe 


Phe 


130 




135 




Lpu Tpd 


Lvs His Gly Asn 


Leu 


Ara 

9\\ \A 


145 


150 

X. WW 






Ser Ala 


TrD Asd Ser Asn 


Ala 


Thr 




165 






Leu Glv 


Asn Thr Al a Ser 

9 II llll 4 \ i \A kJ w 1 


Gly 
u i j 


Ala 




180 






Gin Leu 

VJ III LuU 


Met Leu Glu Ser 


He 


He 




195 




200 


Thr Glu 


Val Val Cys Glu 


Ser 


Leu 


210 




215 

t— X. \J 




Leu Leu 


Thr Asd Arq Asd 


Val 


Ser 


225 


230 






Gin Thr 

III 1 1 1 1 


Ara Thr Phe Phe 

f\l ^4 fill 1 1 1 V- f 1 1 x~ 


Glu 


Asd 




245 






Ala He 


Phe Leu Phe Glu 


Asp 


Leu 




250 






Lys He 


Phe Phe Ala Glu 


Glu 


He 




275 




280 


Leu His 


Leu Trp Asp Pro 


Asn 


Pro 


290 




295 




Val Leu 


Met Val Cys He 


Pro 


Phe 


305 


310 






Val Leu 


Asp Arg Leu Leu 


Asp 

r 


Gin 




325 






Tyr Arg 


Gin Phe Cys Val 


Lys 


Leu 




340 






Trp He 


Leu His Thr His 


Ser 


Phe 




355 




360 


Val He 


Arg Ser Ala Ala 


Val 


Lys 


370 




375 




Leu Thr 


Ser Gin Tyr Val 


Glu 


Leu 


385 


390 







422 



Ala 


Thr 


Leu 


Lys 


Cys 


Leu 


Gin 


Ala 








60 










Lys 


Glu 


Ser 


Asp 


Glu 


Gly 


Asp 


Asn 






75 










80 


Ser 


Thr 


His 


His 


He 


Gly 


Val 


Cys 




90 










95 




Trp 


Gin 


His 


Gly 


Val 


He 


Leu 


Asp 


105 










110 

X J» V 






Leu 


Thr 


Ser 


Ser 


Ser 


Glu 


Asn 


Tyr 










125 

JL km* VJ 








Ser 


Glu 


Leu 


Met 


Lys 


Glu 


Pro 


He 








140 










Asn 


Val 


Leu 


He 


Leu 


Met 


Asd 


Gin 






155 










160 

X \J\J 


Leu 


Ara 


Gin 


Met 


Ala 


He 


Ara 


Gly 




170 

X / \J 










175 




Pro 


His 


Lys 


Val 


Lys 


Lvs 


His 


Lys 


185 










190 

X J \J 






Arg 


Gly 


Leu 


Tyr 


His 


Leu 

L^. >w KA 


Ala 


Ara 










205 








Lys 


Ala 


Leu 


Lys 


Lys 


He 


Lpu 

L_V_ LJ 


Glu 








220 










Phe 


Tyr 


Phe 


Lys 


Glu 


He 


Val 


Leu 






235 










240 

LIU 


Glu 


Gin 


Asd 


Asp 


Val 


Ara 


Leu 


Thr 




250 

w VJ V 










255 

W \J \S 




Ala 


Pro 


Leu 


Thr 


Gly 


Arq 


Arq 


Trp 


265 










270 






Lys 


Lys 


Ser 


Leu 


He 


Ser 


Phe 


Leu 






» 




285 








Lys 


He 


Gly 


Val 


Ala 


Cys 


Arq 


Asp 








300 










Leu 


Gly 


Leu 


Gin 


Glu 


Leu 


Tyr 


Gly 






315 










320 


Asp 


Leu 


Pro 


Arg 


Ala 


Arg 


Asp 


Phe 




330 










335 




Ala 


Lys 


Lys 


Asn 


Gin 


Glu 


He 


Leu 


345 










350 






Thr 


Phe 


Phe 


Thr 


Ser 


Thr 


Trp 


Glu 










365 








Leu 


Thr 


Asp 


Ala 


Val 


Val 


Leu 


Asn 








380 










Leu 


Asp 


Arg 


Glu 


Gin 


Leu 


Thr 


Thr 



395 400 
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Arg Leu Gin Ala Leu Arg Gin Asp Pro Cys He Ser Val Gin Arg Ala 

405 410 415 

Ala Glu Ala Ala Leu Gin Thr Leu Leu Arg Arg Cys Lys Glu Thr Ser 
420 425 430 

He Pro Leu 
435 

<210> 287 
<211> 822 
<212> DNA 

<213> Homo sapiens 
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a L.y y a t 




gta 


ccc 


ggg 
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teg 
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/"N /-N /~W 

ccg 


ctg 


get 




ctg 


gec 


AQ 

HO 


Met ASp 


rro 


Val 


Pro 


Gly 


inr Asp 


ber 


Ala 


pro 


Leu 


AT ^ 

a i a 


o iy 


Leu 


AT 3 

a i a 




1 ■ 






5 








10 










15 






tgg teg 


teg 


gec 


tct 


gca 




ccg 


cyy 


nnn 

gyy 




dyL 


y^y 


u LL. 






Trp Ser 


Ser 


AT a 

a i a 


Ser 


Ala 


rro rro 


rro 


Mi y 


v3 iy 


Dho 
rile 


Cnp 
JCI 


Al ^ 
M I d 


T1p 
1 1 c 


JCI 






on 

20 








do 










oU 








tgc acc 


gtc 


gag 


ggg 


gca 


ccc gec 


age 


ttt 


ggc 


aag 


age 


ttc 


gcg 


cag 


144 


Cys Thr 


Val 


Glu 


Gly 


Ala 


Pro Ala 


Ser 


Phe 


Gly 


Lys 


Ser 


Phe 


Ala 


Gin 






35 








40 










45 










aaa tct 


ggc 


tac 


ttc 


ctg 


tgc ctt 


agt 


tct 


ctg 


ggc 


age 


eta 


gag 


aac 


192 


Lys Ser 


Gly 


Tyr 


Phe 


Leu 


Cys Leu 


Ser 


Ser 


Leu 


Gly 


Ser 


Leu 


Glu 


Asn 




50 










55 








60 












ccg cag 


gag 


aac 


gtg 


gtg 


gec gat 


ate 


cag 


ate 


gtg 


gtg 


gac 


aag 


age 


240 


Pro Gin 


Glu 


Asn 


Val 


Val 


Ala Asp 


He 


Gin 


He 


val 


Val 


Asp 


Lys 


Ser 




65 








70 








75 










80 




ccc ctg 


ccg 


ctg 


ggc 


ttc 


tec ccc 


gtc 


tgc 


gac 


ccc 


atg 


gat 


tec 


aag 


288 


Pro Leu 


Pro 


Leu 


Gly 


Phe 


Ser Pro 


Val 


Cys 


Asp 


Pro 


Met 


Asp 


Ser 


Lys 










85 








90 










95 






gec tct 


gtg 


tec 


aag 


aag 


aaa cgc 


atg 


tgt 


gtg 


aag 


ctg 


ttg 


ccc 


ctg 


336 


Ala Ser 


Val 


Ser 


Lys 


Lys 


Lys Arg 


Met 


Cys 


Val 


Lys 


Leu 


Leu 


Pro 


Leu 








100 








105 










110 
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gga gcc acg gac acg get gtg ttt gat gtc egg ctg agt ggg aag acc 384 

Gly Ala Thr Asp Thr Ala Val Phe Asp Val Arg Leu Ser Gly Lys Thr 
115 120 125 

aag aca gtg cct gga tac ctt cga ata ggg gac atg ggc ggc ttt gcc 432 

Lys Thr Val Pro Gly Tyr Leu Arg lie Gly Asp Met Gly Gly Phe Ala 
130 135 140 

ate tgg tgc aag aag gcc aag gcc ccg agg cca gtg ccc aag ccc cga 480 

He Trp Cys Lys Lys Ala Lys Ala Pro Arg Pro Val Pro Lys Pro Arg 
145 150 155 160 

ggt etc age egg gac atg cag ggc etc tct ctg gat gca gcc age cag 528 

Gly Leu Ser Arg Asp Met Gin Gly Leu Ser Leu Asp Ala Ala Ser Gin 

165 170 175 

cca agt aag ggc ggc etc ctg gag egg aca gcg tea agg ctg ggc tct 576 

Pro Ser Lys Gly Gly Leu Leu Glu Arg Thr Ala Ser Arg Leu Gly Ser 
180 185 190 

egg gca tec act ctg egg agg aat gac tec ate tac gag gcc tec age 624 

Arg Ala Ser Thr Leu Arg Arg Asn Asp Ser He Tyr Glu Ala Ser Ser 
195 200 205 

etc tat ggc ate tea gcc atg gat ggg gtt ccc ttc aca etc cac cca 672 

Leu Tyr Gly He Ser Ala Met Asp Gly Val Pro Phe Thr Leu His Pro 
210 215 220 

cga ttt gag ggc aag age tgc age ccc ctg gcc ttc tct get ttt ggg 720 

Arg Phe Glu Gly Lys Ser Cys Ser Pro Leu Ala Phe Ser Ala Phe Gly 
225 230 235 240 

gac ctg acc ate aag tct ctg gcg gac att gag gag gag tat aac tac 768 

Asp Leu Thr He Lys Ser Leu Ala Asp He Glu Glu Glu Tyr Asn Tyr 

245 250 255 

ggc ttc gtg gtg gag aag acc gcg get gcc cgc ctg ccc ccc age gtc 816 

Gly Phe Val Val Glu Lys Thr Ala Ala Ala Arg Leu Pro Pro Ser Val 
260 265 -270 



tea tag 
Ser * 



822 
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<210> 288 

<211> 273 
<212> PRT 

<213> Homo sapiens 
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u ijr* 
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Thr 


Acn 


Thr 
1 1 1 1 


Ala 


Val 
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v u i i\i y LCU V. 1 


Glv Lvs Thr 

VJ I J L jr J i i 1 1 






115 

J. J. \J 










120 
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X C 




Lvc 


Thr 


Val 


Pro 


Glv 


Tvr 


Leu 


Ara He 


Gly Asd Met Glv 


Glv Phe Ala 
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X*-ru 




He 


Trp 


Cys 


Lys 


Lys 


Ala 


Lys 


Ala Pro 


Arg Pro Val Pro 


Lys Pro Arg 


145 










150 






155 


160 


Gly 


Leu 


Ser 


Arg 


Asp 


Met 


Gin 


Gly Leu 


Ser Leu Asp Ala 


Ala Ser Gin 










165 








170 


175 


Pro 


Ser 


Lys 


Gly 


Gly 


Leu 


Leu 


Glu Arg 


Thr Ala Ser Arg 


Leu Gly Ser 








180 








185 




190 


Arg 


Ala 


Ser 


Thr 


Leu 


Arg 


Arg 


Asn Asp 


Ser He Tyr Glu 


Ala Ser Ser 






195 










200 


205 




Leu 


Tyr 


Gly 


He 


Ser 


Ala 


Met 


Asp Gly 


Val Pro Phe Thr 


Leu His Pro 




210 










215 




220 




Arg 


Phe 


Glu 


Gly 


Lys 


Ser 


Cys 


Ser Pro 


Leu Ala Phe Ser 


Ala Phe Gly 


225 










230 






235 


240 


Asp 


Leu 


Thr 


lie 


Lys 


Ser 


Leu 


Ala Asp 


He Glu Glu Glu 


Tyr Asn Tyr 










245 








250 


255 


Gly 


Phe 


Val 


Val 


Glu 


Lys 


Thr 


Ala Ala 


Ala Arg Leu Pro 


Pro Ser Val 








260 








265 




270 



Ser 
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<210> 289 
<211> 744 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> COS 

<222> (1)...(744) 



atg 
Met 
1 


<400> 
cca gga 
Pro Gly 


289 
cgt 
Arg 


tec 
Ser. 
5 


agt 
Ser 


tea 
Ser 


aat tea 
Asn Ser 


ggt tea act ggt 
Gly Ser Thr Gly 
10 


ttc ate tec 
Phe He Ser 
15 


48 


ttc 
Phe 


ant 
ay l 

Ser 


yyi 
Gly 


gta 
Val 
20 


gag 
Glu 


tct 
Ser 


get 
Ala 


etc tec 
Leu Ser 
25 


tec ttg aaa aac 
Ser Leu Lys Asn 


ttc caa gee 
Phe Gin Ala 
30 


96 


tgt 
Cys 


ate 
He 


aac 
Asn 
35 


tct 
Ser 


ggt 

Gly 


atg 
Met 


gac 
Asp 


aca get 
Thr Ala 
40 


tct agt gtt get 
Ser Ser Val Ala 
45 


ttg gat ctt 
Leu Asp Leu 


144 


gtg 
Val 


gaa 
Glu 
50 


agt 
Ser 


cag 
Gin 


act 
Thr 


gaa 
Glu 


gtg 
Val 
55 


agt agt 
Ser Ser 


gaa tat agt atg 
Glu Tyr Ser Met 
60 


gac aag gca. 
Asp Lys Ala 


i no 


atg 
Met 
65 


gtt 
Val 


gaa 
Glu 


ttt 
Phe 


get 
Ala 


aca 
Thr 
70 


ttg 
Leu 


gat egg 
Asp Arg 


caa eta aac cat 
Gin Leu Asn His 
75 


tat gta aag 
Tyr Val Lys 
80 


240 


get 
Ala 


gtt 
Val 


caa 
Gin 


tct 
Ser 


aca 
Thr 
85 


ata 
He 


aat 
Asn 


cat gtg 
His Val 


aaa gaa gaa cgt 
Lys Glu Glu Arg 
90 


cca gaa aaa 
Pro Glu Lys 
95 


288 


ata 
He 


cca 
Pro 


gat 
Asp 


tta 
Leu 
100 


aaa 
Lys 


tta 
Leu 


ttg 
Leu 


gta gag 
Val Glu 
105 


aag aaa ttt ttg 
Lys Lys Phe Leu 


get tta cag 
Ala Leu Gin 
110 


336 


age 
Ser 


aag 
Lys 


aat 
Asn 
115 


tct 
Ser 


gat 
Asp 


gca 
Ala 


gac 
Asp 


ttt caa 
Phe Gin 
120 


aat aat gaa aaa 
Asn Asn Glu Lys 
125 


ttt gta cag 
Phe Val Gin 


384 



ttt aaa caa cag ctg aaa gaa eta aag aag caa tgt ggt ctt caa get 



432 
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Phe Lys Gin Gin Leu Lys Glu Leu Lys Lys Gin Cys Gly Leu Gin Ala 
130 135 ' 140 

gac aga gaa get gac gga aca gaa gga gtg gat gaa gat ata att gtg 480 
Asp Arg Glu Ala Asp Gly Thr Glu Gly Val Asp Glu Asp He He Val 
145 150 155 160 

acc caa agt cag acc aac ttc acc tgc ccc att aca aag gag gaa atg 528 
Thr Gin Ser Gin Thr Asn Phe Thr Cys Pro He Thr Lys Glu Glu Met 

165 170 175 

aag aag cca gtg aaa aat aaa gtg tgt ggc cac acc tat gaa gag gac 576 
Lys Lys Pro Val Lys Asn Lys Val Cys Gly His Thr Tyr Glu Glu Asp 
180 185 . 190 

gec att gtt cgc atg att gag tec agg caa aag egg aag aaa aag gee 624 
Ala He Val Arg Met He Glu Ser Arg Gin Lys Arg Lys Lys Lys Ala 
195 200 205 

tat tgc cct caa att ggc tgt age cac acg gat ata aga aag tea gat 672 
Tyr Cys Pro Gin He Gly Cys Ser His Thr Asp He Arg Lys Ser Asp 
210 215 220 

ctt ate cag gat gaa gca ctt aga agg gca att gag aac cat aac aag 720 
Leu He Gin Asp Glu Ala Leu Arg Arg Ala He Glu Asn His Asn Lys 
225 230 235 240 

aaa aga cat cgt cat tec gag tag 744 
Lys Arg His Arg His Ser Glu * 
245 



<210> 290 
<211> 247 
. <212> PRT 
<213> Homo sapiens 

<400> 290 

Met Pro Gly Arg Ser Ser Ser Asn Ser Gly Ser Thr Gly Phe He Ser 
15 10 15 

Phe Ser Gly Val Glu Ser Ala Leu Ser Ser Leu Lys Asn Phe Gin Ala 

20 25 30 

Cys He Asn Ser Gly Met Asp Thr Ala Ser Ser Val Ala Leu Asp Leu 
35 40 45 
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Leu 

W. Vp» 


Lys 


Lys 


Gin 


Cys 


Gly 


Leu 


Gin Ala 

*»<4 WWW t 1 ■ VI 


"no 










135 










140 








A^n Aro 


Glu 


Ala 


Asd 


Glv 


Thr 


Glu 


Gly 


Val 


Asp 


Glu 


Asp 


He 


He Val 










150 










155 








160 


Thr Gin 

1 1 II Vj 1 1 1 


^pr 


Gin 


Thr 


Asn 


Phe 


Thr 
1 1 1 1 


Cvs 


Pro 


lie 


Thr 


Lys 


Glu 


Glu Met 








165 










170 










175 


1 \JQ 1 \JZ 
L. Jr O I_J o 


Pro 


Val 

V U 1 


Lvs 


Asn 


Lvs 


Val 


Cys 


Gly 


His 


Thr 


Tvr 


Glu 


Glu Asd 






180 










185 










190 




Ala He 


Val 


Arg 


Met 


He 


Glu 


Ser 


Arg 


Gin 


Lys 


Arg 


Lys 


Lys 


Lys Ala 




195 










200 










205 






Tyr Cys 


Pro 


Gin 


He 


Gly 


Cys 


Ser 


His 


Thr 


Asp 


He 


Arg 


Lys 


Ser Asp 


210 










215 










220 








Leu He 


Gin 


Asp 


Glu 


Ala 


Leu 


Arg 


Arg 


Ala 


He 


Glu 


Asn 


His 


Asn Lys 


225 








230 










235 








240 


Lys Arg 


His 


Arg 


His 


Ser 


Glu 



















245 

<210> 291 
<211> 957 • 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . . (957) 

<221> misc_feature 
<222> (1). . .(957) 
<223> n = A.T.C or G~ 

<400> 291 

atg get gag cac gca ggg ccc cga etc ccc ctg gtg ctg aag acg ctg 48 

Met Ala Glu His Ala Gly Pro Arg Leu Pro Leu Val Leu Lys Thr Leu 

15 10 15 
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gca tgc aca cac age agt gcg tat gag aac cag agg gtg acc acc acc 96 
Ala Cys Thr His Ser Ser Ala Tyr Glu Asn Gin Arg Val Thr Thr Thr 
20 25 30 

gec ttc ctg gec gag ctg ctg aac age aac gtg gee aac gac etc atg 144 
Ala Phe Leu Ala Glu Leu Leu Asn Ser Asn Val Ala Asn Asp Leu Met 
35 40 45 

etc ttg gac teg ctg ctg gag age ctg gcg get cgc cag aag gac aca 192 
Leu Leu Asp Ser Leu Leu Glu Ser Leu Ala Ala Arg Gin Lys Asp Thr 
50 55 60 

tgc gee anc gtg egg agg ctg gtg etc cgc ggc ctg gee aac ctg gee 240 
Cys Ala Xaa Val Arg Arg Leu Val Leu Arg Gly Leu Ala Asn Leu Ala 
65 70 75 80 

tec ggc tgc cct gac aag gtg cga acc cac ggc ccc cag etc etc aca 288 
Ser Gly Cys Pro Asp Lys Val Arg Thr His Gly Pro Gin Leu Leu Thr 

85 90 95 

gec atg att ggc ggg ctg gac gac ggg gac aac cct cac age cca gtg 336 
Ala Met He Gly Gly Leu Asp Asp Gly Asp Asn Pro His Ser Pro Val 
100 105 110 

gec ctg gag gee atg ctg ggc ctt gcg agg ctg gtg cac ctg gtg gag 384 
Ala Leu Glu Ala Met Leu Gly Leu Ala Arg Leu Val His Leu Val Glu 
115 120 125 

tec tgg gac ctg cgc tea ggg ctg ctg cac gtg gee ate cgc ate egg 432 
Ser Trp Asp Leu Arg Ser Gly Leu Leu His Val Ala He Arg lie Arg 
130 135 140 

cct ttc ttc gac agt gag aag atg gag ttc egg acg gca tct ate cgc 480 
Pro Phe Phe Asp Ser Glu Lys Met Glu Phe Arg Thr Ala Ser He Arg 
145 150 155 160 

etc ttt ggg cac ctt aac aag gtc tgc cac gga gac tgt gag gac gtc 528 
Leu Phe Gly His Leu Asn Lys Val Cys His Gly Asp Cys Glu Asp Val 

165 170 175 

ttc ctg gac cag gtg gtg ggc ggg ctg gcg ccc ctg ctg ctg cac ctg 576 
Phe Leu Asp Gin Val Val Gly Gly Leu Ala Pro Leu Leu Leu His Leu 
180 185 190 
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cag gac cct cag gcc acc gtg gcc age gec tgc agg ttt gec ctg cgc 624 
Gin Asp Pro Gin Ala Thr Val Ala Ser Ala Cys Arg Phe Ala Leu Arg 
195 200 205 

atg tgt ggc ccc aat ctg gca tgt gag gag etc tea get get ttc cag 672 
Met Cys Gly Pro Asn Leu Ala Cys Glu Glu Leu Ser Ala Ala Phe Gin 
210 215 220 

aaa cac ctg cag gag ggc cga gcc ctg cac ttc ggg gag ttc etc aac 720 
Lys His Leu Gin Glu Gly Arg Ala Leu His Phe Gly Glu Phe Leu Asn 
225 230 235 240 

acc acc tgc aag cac ctg atg cac cat ttc cca gac ctg ctg ggc cgt 768 
Thr Thr Cys Lys His Leu Met His His Phe Pro Asp Leu Leu Gly Arg 
245 250 255 

etc ctg acc acc tgc ctg ttc tac ttc aag age age tgg gag aac gtc 816 
Leu Leu Thr Thr Cys Leu Phe Tyr Phe Lys Ser Ser Trp Glu Asn Val 
260 265 270 

cga get get gca ccc ctg ttc acc ggg ttc ctg gtg ctg cac teg gag 864 
Arg Ala Ala Ala Pro Leu Phe Thr Gly Phe Leu Val Leu His Ser Glu 
275 280 285 

ccc agg cag cag ccg cag gtg gac ctg gac cag etc att gcg ggt gag 912 
Pro Arg Gin Gin Pro Gin Val Asp Leu Asp Gin Leu He Ala Gly Glu 
290 295 300 

cac ccc tec acg ggg ccc etc cgc tgg gcc ctg ctg acc ctg tag 957 
His Pro Ser Thr Gly Pro Leu Arg Trp Ala Leu Leu Thr Leu * 
305 310 315 



<210> 292 
<211> 318 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (1)...(318) 

<223> Xaa = Any Amino Acid 
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<400> 


292 
















Met Ala 


Glu 


His 


Ala 


Gly 


Pro 


Arq 


Leu 


Pro Leu 


Val Leu Lys Thr Leu 


1 






5 










10 


15 


Ala Cys 


Thr 


His 


Ser 


Ser 


Ala 


Tyr 


Glu 


Asn Gin 


Ara Val Thr Thr Thr 

# 11 ^-J * ■ I'll lift Mil 






20 










25 




30 


Ala Phe 


Leu 


Ala 


Glu 


Leu 


Leu 


Asn 


Ser 


Asn Val 


Ala Asn Asd Leu Met 




35 










40 






45 


Leu Leu 


Asd 

r 


Spr 


1 PtJ 

l_ V_ Li 


l PU 

L_ V- U 


Glu 


Spr 
ot i 


[ pi j 

1— t L* 


Ala Ala 

n 1 Q n 1 u 


Ara Gin 1 vs Asn Thr 

ni y vj 1 1 1 i-jro no yj 


50 










55 








60 


Cys Ala 


Xaa 


Val 


Ara 

ni y 


Ara 

m y 


Leu 


Val 


Leu 

1— V- \A 


Ara Glv 

ni y vj i j* 


Leu Al a Asn 1 pu Al a 

i_ v» w n i u noi i lcu n i □ 


65 








70 








7S 
/ «j 


fin 


Ser Gly 


Cys 


Pro 


Asn 

no Li 


Lvs 

L/o 


Val 


Ara 

ni y 


Thr 


His Glv 

1 1 1 O U 1 J 


Pro Hln 1 pu 1 pu Thr 

r 1 VJ VJ I I I LCU LCU 1 1 II 




















-/sj 


Ala Met 


He 


Gl v 


Gl v 


1 P(j 

I— C LJ 


Asn 

nop 


Asn 

no JJ 


Glv 

VJ 1 J 


Asn Asn 

no l/ no 1 1 


Pro Hi s *^pr Prn Val 

i i vj 1 1 i o jci r i vj v a 1 






inn 










inR 




nn 


Ala Leu 


Glu 


Al a 

n 1 u 


Mpf 

1 lc L 


1 PI 1 
lcu 


Gl v 


1 PI I 


Ala 

n 1 a 


Arn 1 pi i 
Ml y LCU 


Val Hi c 1 pu WaI Hln 
vai nio Leu val UIU 




115 










120 

leu 






IPS 


Ser Tro 


Asd 


t PI 1 
LCU 


Am 
ni y 




Gl v 


I Pll 


1 PI 1 
LCU 


His Val 
nio v a i 


AIa T1p Am Tip Arn 
nia lie ni y lie ni y 


130 




















Pro Phe 


Phe 


Acn 
nop 


Spr 

OCI 


niu 


1 vs 
Lyb 


Mpt 
i ic u 


Gil] 
O 1 u 


Php Arn 
rue ni y 


Thr A1a Spp T1p Arn 
• lit nlu jcl lie HI y 


145 




















Leu Phe 


Gly 


Hi s 

M 1 O 


1 PN 


Asn 


t vs 

LJo 


Val 


Cvs 


His Glv 

I II o VJ 1 Jr 


A<;n P vc f^ln Acn VaI 

nofJ Ljro vj 1 U no|J Val 








lnS 














Phe Leu 


Asp 


Gin 


Val 

v a i 


Val 


Glv 


Glv 


1 PU 

LLU 


Ala Pro 

n i a r i u 


1 pu 1 pu 1 pu Hi s 1 pu 

LCU LCU LCU 1 1 1 O LCU 




















iQn 


Gin Asp 


Pro 


Gin 


Ala 

n i a 


Thr 

Mil 


Val 

V tj 1 


Ala 


Spr 


Ala Cvs 

n 1 U Lyjr O 


Ara Php Ala 1 pu Arn 

m y r i ic n i □ lcu ni y 




195 










200 






20S 

Cm\J\J 


Met Cys 


Gly 


Pro 

r i vj 


Asn 


I PU 


Ala 


Cvs 


Glu 

VJ 1 U 


Glu 1 Pu 

VJ 1 U LCU 


Spr Ala Ala Php Gin 

jci niu nio riic vjiM 


210 










215 








220 

LLU 


Lys His 


Leu 


Gin 


Glu 


Gly 


Ara 

' >' y 


Ala 


Lpu 

1— w L4 


His Phe 

1 1 1 O II It- 


Glv Glu Phe Lpu Asn 


225 








230 








235 


240 


Thr Thr 


Cys 


Lys 


His 


Leu 

1— V— W 


Met 

1 • V- L* 


His 


His 


Phe Pro 


Asd Leu Leu Glv Ara 








24S 














Leu Leu 


Thr 


Thr 


Cys 


Leu 


Phe 


Tyr 


Phe 


Lys Ser 


Ser Trp Glu Asn Val 






260 










255 




270 


Arg Ala 


Ala 


Ala 


Pro 


Leu 


Phe 


Thr 


Gly 


Phe Leu 


Val Leu His Ser Glu 




275 










280 






285 


Pro Arg 


Gin 


Gin 


Pro 


Gin 


Val 


Asp 


Leu 


Asp Gin 


Leu He Ala Gly Glu 


290 










295 








300 


His Pro 


Ser 


Thr 


Gly 


Pro 


Leu 


Arg 


Trp 


Ala Leu 


Leu Thr Leu 


305 








310 








315 





<210> 293 
<211> 1107 
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432 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . . (1107) 

<400> 293 

atg cag cct gga tec age egg tgt gaa gag gag ace cct tec etc ttg 48 

Met Gin Pro Gly Ser Ser Arg Cys Glu Glu Glu Thr Pro Ser Leu Leu 
15 10 15 

tgg ggt ttg gat cct gtg ttt eta gee ttt gca aaa etc tac ate agg 96 
Trp Gly Leu Asp Pro Val Phe Leu Ala Phe Ala Lys Leu Tyr He Arg 
20 25 30 

gat ate ctg gac atg aag gag tec cgc cag gtg cca ggt gta ttt ttg 144 
Asp He Leu Asp Met Lys Glu Ser Arg Gin Val Pro Gly Val Phe Leu 
35 40 45 

tac aat gga cat cca ata aaa cag gta gat gtc ttg gga act gtc att 192 
Tyr Asn Gly His Pro He Lys Gin Val Asp Val Leu Gly Thr Val He 
50 55 60 

gga gtg aga gaa aga gat get ttc tac agt tat gga gtg gat gac age 240 
Gly Val Arg Glu Arg Asp Ala Phe Tyr Ser Tyr Gly Val Asp Asp Ser 
65 70 75 80 

act gga gtt ata aac tgc ate tgc tgg aaa aag ttg aat act gag tct 288 
Thr Gly Val He Asn Cys He Cys Trp Lys Lys Leu Asn Thr Glu Ser 

85 90 95 

gta tea get get cca agt gca gca aga gag etc age tta acc tea caa 336 
Val Ser Ala Ala Pro Ser Ala Ala Arg Glu Leu Ser Leu Thr Ser Gin 
100 105 110 

ctt aag aag eta caa gag acc att gag cag aaa aca aag ata gag ate 384 
Leu Lys Lys Leu Gin Glu Thr He Glu Gin Lys Thr Lys He Glu He 
115 120 125 

ggg gac acg ate cga gtc aga ggc agt ate cgc aca tac aga gaa gag 432 
Gly Asp Thr He Arg Val Arg Gly Ser He Arg Thr Tyr Arg Glu Glu 
130 135 140 
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cga gag att cat gcc acc get tac tat aaa gtg gac gac cca gtg tgg 480 
Arg Glu He His Ala Thr Ala Tyr Tyr Lys Val Asp Asp Pro Val Trp 
145 150 155 160 

aac att caa att gca agg atg ctt gag ctg ccc act ate tac agg aaa 528 
Asn He Gin He Ala Arg Met Leu Glu Leu Pro Thr He Tyr Arg Lys 

165 170 " 175 

gtt tat gac cag cct ttt cac age tea gcc eta gag aaa gaa gag gca 576 
Val Tyr Asp Gin Pro Phe His Ser Ser Ala Leu Glu Lys Glu Glu Ala 
. 180 185 190 

eta age aat cca ggc gcc ctg gac etc ccc agt etc acg agt ttg ctg 624 
Leu Ser Asn Pro Gly Ala Leu Asp Leu Pro Ser Leu Thr Ser Leu Leu 
195 200 205 

agt gaa aaa gcc aaa gaa ttc etc atg gag aac aga gtg cag age ttt 672 
Ser Glu Lys Ala Lys Glu Phe Leu Met Glu Asn Arg Val Gin Ser Phe 
210 215 220 

tac cag cag gag ctg gaa atg gtg gag tct ttg ctg tec ctt gcc aat 720 
Tyr Gin Gin Glu Leu Glu Met Val Glu Ser Leu Leu Ser Leu Ala Asn 
225 230 235 240 

cag cct gtg att cac agt gcc tgc tec gac caa gtg aat ttt aag aag 768 
Gin Pro Val He His Ser Ala Cys Ser Asp Gin Val Asn Phe Lys Lys 
245 250 255 

gac acc act tec aag gca att cat agt ata ttt aag aat get ata caa 816 
Asp Thr Thr Ser Lys Ala He His Ser He Phe Lys Asn Ala He Gin 
260 265 270 

ctg ctg cag gaa aaa gga ctt gtt ttc cag aaa gat gat ggt ttt gat 864 
Leu Leu Gin Glu Lys Gly Leu Val Phe Gin Lys Asp Asp Gly Phe Asp 
275 280 285 

aac eta tac tat gta acc aga gaa gac aaa gac ctg cac aga aag ate 912 
Asn Leu Tyr Tyr Val Thr Arg Glu Asp Lys Asp Leu His Arg Lys He 
290 295 300 

cac egg ate att cag cag gac tgc cag aaa cca aat cac atg gag aag 960 
His Arg lie He Gin Gin Asp Cys Gin Lys Pro Asn His Met Glu Lys 
305 310 315 320 
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ggc tgt cac ttc ctg cac ate ttg gec tgt get cgc ctg age ate cgc 
Gly Cys His Phe Leu His He Leu Ala Cys Ala Arg Leu Ser He Arg 

325 330 335 



1008 



ccg ggc ctg age gag get gtg ctg cag caa gtt ctg gag etc ctg gag 
Pro Gly Leu Ser Glu Ala Val Leu Gin Gin Val Leu Glu Leu Leu Glu 
340 345 350 



1056 



gac cag agt gac att gtc age aca atg gag cac tac tac aca gcg ttc 
Asp Gin Ser Asp He Val Ser Thr Met Glu His Tyr Tyr Thr Ala Phe 
355 360 365 



1104 



tga 
* 



1107 



<210> 294 
<211> 368 
<212> PRT 
<213> Homo sapiens 

<400> 294 

Met Gin Pro Gly Ser Ser Arg Cys Glu Glu Glu Thr Pro Ser Leu Leu 

15 10 15 

Trp Gly Leu Asp Pro Val Phe Leu Ala Phe Ala Lys Leu Tyr He Arg 

20 25 30 

Asp He Leu Asp Met Lys Glu Ser Arg Gin Val Pro Gly Val Phe Leu 

35 40 45 

Tyr Asn Gly His Pro He Lys Gin Val Asp Val Leu Gly Thr Val He 

50 55 60 

Gly Val Arg Glu Arg Asp Ala Phe Tyr Ser Tyr Gly Val Asp Asp Ser 
65 70 75 80 

Thr Gly Val He Asn Cys He Cys Trp Lys Lys Leu Asn Thr Glu Ser 

85 90 95 

Val Ser Ala Ala Pro Ser Ala Ala Arg Glu Leu Ser Leu Thr Ser Gin 

100 105 110 

Leu Lys Lys Leu Gin Glu Thr He Glu Gin Lys Thr Lys He Glu He 

115 120 125 

Gly Asp Thr He Arg Val Arg Gly Ser He Arg Thr Tyr Arg Glu Glu 

130 135 140 

Arg Glu He His Ala Thr Ala Tyr Tyr Lys Val Asp Asp Pro Val Trp 
145 150 155 160 

Asn He Gin He Ala Arg Met Leu Glu Leu Pro Thr He Tyr Arg Lys 
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165 




170 


175 


Val Tyr 


Asd Gin Pro 


Phe His 


Ser Ser Ala 


Leu Glu Lvs Glu Glu Ala 




180 




185 


190 


Leu Ser 


Asn Pro Gly 

w * ■ ■ ■ x^ x^ t _ y 


Ala Leu 


Asd Leu Pro 

* *x^ - Xj» xm t l X^ 


Ser Leu Thr Ser Leu Leu 




195 




200 


205 


Ser Glu 


Lys Ala Lvs 


Glu Phe 


Leu Met Glu 


Asn Ara Val Gin Ser Php 


210 

t— X V/ 




215 




220 


Tyr Gin 


Gin Glu Leu 

« » ■ x^ * x« ^* >•» x^ 


Glu Met 


Val Glu Ser 


Leu Leu Ser Leu Ala Asn 


225 




230 

t_ w \J 




235 240 


Gin Pro 


Val He His 

• X* V -A 1 X^ II* X* 


Ser Ala 


Cvs Ser Asd 


Gin Val Asn Phe I v<; 1 vs 

vj i 1 1 i u i r\j ii ii it • y o LJ> O 




245 




250 




Asd Thr 


Thr Ser Lvs 

■ III x- | L. / x^ 


Ala He 


His Ser He 


Phe Lvs Asn Ala Hp Gin 

i lit i_jr o nj ii niu lit Vjim 




260 




265 




Leu Leu 


Gin Glu Lvs 

III U 1 U 1— J — t 


Glv Leu 


Val Phe Gin 

¥ Li 1 II It Will 


1 v^ A^n A^n Gl v Php A<;n 




275 




280 




Asn Lpu 


Tvr Tvr Val 


Thr Ara 


Glu A^n 1 


A<in 1 Pii Hi <; Am 1 T1p 


290 
t_ j \j 




29^ 




?nn 

ouu 


His Ara 


He He Gin 


Gin Asd 


Cvs Gin 1 vs 


Prn A«;n Hi «: Mpt Gin 1 vc 






n 




olD OilU 


Gly Cys 


His Phe Leu 


His He 


Leu Ala Cys 


Ala Arg Leu Ser He Arg 




325 




330 


335 


Pro Gly 


Leu Ser Glu 


Ala Val 


Leu Gin Gin 


Val Leu Glu Leu Leu Glu 




340 




345 


350 


Asp Gin 


Ser Asp He 


Val Ser 


Thr Met Glu 


His Tyr Tyr Thr Ala Phe 




355 




360 


365 



<210> 295 
<211> 558 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(558) 

<400> 295 

atg att aaa age gec cct gtg ggt cct gtg get gga ggg ate atg gga 48 

Met He Lys Ser Ala Pro Val Gly Pro Val Ala Gly Gly He Met Gly 
15 10 15 

tgc ate atg gtc ttg gtc ctg gcg gtg tat gec tac cgc cac cag att 96 
Cys He Met Val Leu Val Leu Ala Val Tyr Ala Tyr Arg His Gin He 
20 25 30 
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cat cgc egg age cat cag cat atg tct cct ctt get gee caa gaa atg 144 
His Arg Arg Ser His Gin His Met Ser Pro Leu Ala Ala Gin Glu Met 
35 40 45 

tea gtg cgt atg tec aac ctg gag aat gac aga gat gaa agg gac gac 192 
Ser Val Arg Met Ser Asn Leu Glu Asn Asp Arg Asp Glu Arg Asp Asp 
50 55 60 

gac age cac gaa gac aga ggc ate ate age aac act egg ttt ata get 240 
Asp Ser His Glu Asp Arg Gly He He Ser Asn Thr Arg Phe lie Ala 
65 70 75 80 

gcg gtc ate gaa cga cat gca cac agt cca gaa aga agg cgc cgc tac 288 
Ala Val He Glu Arg His Ala His Ser Pro Glu Arg Arg Arg Arg Tyr 

85 90 ~ 95 

tgg ggt cga tea gga aca gaa agt gat cat ggt tac age acc atg age 336 
Trp Gly Arg Ser Gly Thr Glu Ser Asp His Gly Tyr Ser Thr Met Ser 
100 105 110 

cca cag gag gac agt gaa aat cct cca tgc aac aat gac ccc ttg tea 384 
Pro Gin Glu Asp Ser Glu Asn Pro Pro Cys Asn Asn Asp Pro Leu Ser 
115 120 125 

gee ggg gtc gat gtg gga aac cat gat gag gac tta gac ctg gat acc 432 
Ala Gly Val Asp Val Gly Asn His Asp Glu Asp Leu Asp Leu Asp Thr 
130 135 140 

ccc cct cag act get gee eta eta agt cac aag ttc cac cac tac egg 480 
Pro Pro Gin Thr Ala Ala Leu Leu Ser His Lys Phe His His Tyr Arg 
145 150 155 160 

tea cac cac cct aca ctt cat cat age cac cac tta cag gcg gee gtc 528 
Ser His His Pro Thr Leu His His Ser His His Leu Gin Ala Ala Val 

165 170 175 

acg gta cac act gtc gat gca gaa tgc taa 558 
Thr Val His Thr Val Asp Ala Glu Cys * 
180 185 



<210> 296 
<211> 185 
<212> PRT 
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<213> Homo sapiens 



<400> 296 



Met He 


Lvs 


Spr 


Ala 

n i u 


Pro 


Val 

V U 1 


Glv Pro 


Val Ala Glv Glv 


lie Met Glv 


1 






5 








10 


15 


fv<; Hp 

\s J O IIC 


Mpt 

1 IC t> 


Val 

V U 1 


1 Pll 

LCU 


Val 

v a i 


1 Pll 


Ala Val 

nio vol 


Tvr Al a Tvr Arn 

i J i rv i u i jr 1 ni y 


Hie Gin Tip 
nio u hi lie 














25 






Hie Arn 
nio ni y 


mi y 


Oci 


Hie 
n i o 


Gin 


Hi c. 
n i o 


Mpt ^pr 

I IC L OCI 


Prn 1 pi i Ala Al t\ 

rl \J LCU nld nld 


Gin Gin Mpt 
u III ulu I let 




35 
oo 










40 


45 

"O 




oei v a i 


mi y 


Mpt 

1 IC L 


OCI 


Acn 

rVO 1 1 


1 pi i 


Gin Acn 

vj 1 U no 1 1 


Acn Am Acn Rlii 
Hop mi y HOp ulu 


Apn Acn Acn 
Ml y Mop Mop 












oo 




Ou 




Acn Cop 
Mop OCT 


Hi c 
n i o 


Gill 

U 1 u 


Acn 
Mop 


Ann 

mi y 


Gl V 


T1p Hp 
lie lie 


Qor Acn "Thr 1 Arn 
OCI Moll Mil Ml y 


Php Tip Ala 
rnc lie Mia 


DO 








/ u 






/o 


OU 


Ala Wal 
Mid V d 1 


I 1 c 


£1 II 
a 1 U 


Arn 

Mrg 


Hi c 
n i o 


Al a 

M 1 a 


Hi c Qor 
n 1 o oci 


Drn f^l ii Ar»n Ar»n 
rl U u 1 U Ml y Ml y 


Af*n Ai^/i Two 

Mry mi y lyr 








OJ 








Qn 

-7U 




Trp Gly 


Arg 


Ser 


Gly 


Thr 


Glu 


Ser Asp 


His Gly Tyr Ser 


Thr Met Ser 






100 








105 




110 


Pro Gin 


Glu 


Asp 


Ser 


Glu 


Asn 


Pro Pro 


Cys Asn Asn Asp 


Pro Leu Ser 




115 










120 


125 




Ala Gly 


Val 


Asp 


Val 


Gly 


Asn 


His Asp 


Glu Asp Leu Asp 


Leu Asp Thr 


130 










135 




140 




Pro Pro 


Gin 


Thr 


Ala 


Ala 


Leu 


Leu Ser 


His Lys Phe His 


His Tyr Arg 


145 








150 






155 


160 


Ser His 


His 


Pro 


Thr 


Leu 


His 


His Ser 


His His Leu Gin 


Ala Ala Val 








165 








170 


175 


Thr Val 


His 


Thr 


Val 


Asp 


Ala 


Glu Cys 







180 185 



<210> 297 
<211> 501 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(501) 

<400> 297 

atg gat gat att gtg gtt gta get cag ggc tec cag gec tea egg aac 48 

Met Asp Asp lie Val Val Val Ala Gin Gly Ser Gin Ala Ser Arg Asn 

15 10 15 



gtc age aac gat ccc gat gtc ate aag ttg caa gag att cca ace ttc 
Val Ser Asn Asp Pro Asp Val He Lys Leu Gin Glu He Pro Thr Phe 



96 
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20 



25 



30 



cag ccc ctt ttg aaa ggg eta ttg agt ggc cag act tec cca aca aat 
Gin Pro Leu Leu Lys Gly Leu Leu Ser Gly Gin Thr Ser Pro Thr Asn 
35 40 45 



144 



gec aaa ttg gag aaa ctg gac tct cag cag gtg ttg cag etc tgc etc 
Ala Lys Leu Glu Lys Leu Asp Ser Gin Gin Val Leu Gin Leu Cys Leu 
50 55 60 



192 



cga tat caa gat cac ctg cat cag tgt gca gag gec gtt get ttt gac 
Arg Tyr Gin Asp His Leu His Gin Cys Ala Glu Ala Val Ala Phe Asp 
65 70 75 80 



240 



cag aat get ttg gtt aaa cga ate aaa gag atg gat ctg tct gta gaa 
Gin Asn Ala Leu Val Lys Arg He Lys Glu Met Asp Leu Ser Val Glu 

85 90 95 



288 



act ctg ttc age ttc atg cag gag cgc cag aaa aga tac gee aag tat 
Thr Leu Phe Ser Phe Met Gin Glu Arg Gin Lys Arg Tyr Ala Lys Tyr 
100 105 110 



336 



gee gag cag ate cag aaa gtg aac gag atg tec gec ate etc cgc cgc 
Ala Glu Gin He Gin Lys Val Asn Glu Met Ser Ala He Leu Arg Arg 
115 120 125 



384 



ata cag atg ggc ate gac cag act gtg ccc ctg ctg gac agg etc aac 
He Gin Met Gly lie Asp Gin Thr Val Pro Leu Leu Asp Arg Leu Asn 
130 135 140 



432 



age atg ctg ccc gag ggc gag egg ctg gag ccc ttc age atg aag ccc 
Ser Met Leu Pro Glu Gly Glu Arg Leu Glu Pro Phe Ser Met Lys Pro 
145 150 155 160 



480 



gac cgc gag etc agg ctg tag 
Asp Arg Glu Leu Arg Leu * 

165 



501 



<210> 298 
<211> 166 
<212> PRT 
<213> Homo sapiens 
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<400> 298 

Met Asp Asp He Val Val Val Ala Gin Gly Ser Gin Ala Ser Arg Asn 
1 5 10 .15 

Val Ser Asn Asp Pro Asp Val He Lys Leu Gin Glu He Pro Thr Phe 

20 25 30 

Gin Pro Leu Leu Lys Gly Leu Leu Ser Gly Gin Thr Ser Pro Thr Asn 

35 40 45 

Ala Lys Leu Glu Lys Leu Asp Ser Gin Gin Val Leu Gin Leu Cys Leu 

50 55 60 

Arg Tyr Gin Asp His Leu His Gin Cys Ala Glu Ala Val Ala Phe Asp 
65 70 75 80 

Gin Asn Ala Leu Val Lys Arg He Lys Glu Met Asp Leu Ser Val Glu 

85 90 95 

Thr Leu Phe Ser Phe Met Gin Glu Arg Gin Lys Arg Tyr Ala Lys Tyr 

100 105 110 

Ala Glu Gin He Gin Lys Val Asn Glu Met Ser Ala lie Leu Arg Arg 

115 120 125 

He Gin Met Gly He Asp Gin Thr Val Pro Leu Leu Asp Arg Leu Asn 

130 135 140 

Ser Met Leu Pro Glu Gly Glu Arg Leu Glu Pro Phe Ser Met Lys Pro 
145 150 155 160 

Asp Arg Glu Leu Arg Leu 

165 

<210> 299 
<211> 828 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(828) 

<221> misc_feature 
<222> (1). . .(828) 
<223> n = A.T.C or G 

. <400> 299 

atg agt gaa gag cct gac get eta teg gta gtt aac cag tta egg gat 48 

Met Ser Glu Glu Pro Asp Ala Leu Ser Val Val Asn Gin Leu Arg Asp 

15 10 15 

eta gca gca gat ccg tta aac aga aga gee ate gtc cag gat cag gga 96 
Leu Ala Ala Asp Pro Leu Asn Arg Arg Ala He Val Gin Asp Gin Gly 
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20 25 30 

tgt ctg cct ggc ctt att tta ttt atg gac cat ccc aac cct cca gtc 144 
Cys Leu Pro Gly Leu lie Leu Phe Met Asp His Pro Asn Pro Pro Val 
35 40 45 

gtc cac tec get ttg ctt get ctt cga tac ttg gca gaa tgc cgt gca 192 
Val His Ser Ala Leu Leu Ala Leu Arg Tyr Leu Ala 61 u Cys Arg Ala 
50 55 60 

aac aga gaa aag atg aaa gga gaa ctg ggt atg atg ttg age tta caa 240 
Asn Arg Glu Lys Met Lys Gly Glu Leu Gly Met Met Leu Ser Leu Gin 
65 70 75 80 

aat gtt ata cag aaa act aca act cca gga gaa aca aaa ctt ctg gee 288 
Asn Val He Gin Lys Thr Thr Thr Pro Gly Glu Thr Lys Leu Leu Ala 

85 90 95 

tct gaa ate tat gac att ctt cag tec tec aat atg gca gat ggt gat 336 
Ser Glu He Tyr Asp lie Leu Gin Ser Ser Asn Met Ala Asp Gly Asp 
100 105 110 

agt ttt aat gag atg aat tea cgt cga agg aaa get can ttt ttt ctg 384 
Ser Phe Asn Glu Met Asn Ser Arg Arg Arg Lys Ala Xaa Phe Phe Leu 
115 120 125 

gga act aca aac aaa cgt gee aaa aca gtg gtt ttg cat ata gat ggc 432 
Gly Thr Thr Asn Lys Arg Ala Lys Thr Val Val Leu His He Asp Gly 
130 135 140 

ctt gat gat acg tct egg aga aat eta tgt gaa gag get ttg tta aaa 480 
Leu Asp Asp Thr Ser Arg Arg Asn Leu Cys Glu Glu Ala Leu Leu Lys 
145 150 155 160 

att aaa ggt gtt att age ttt act ttt caa atg get gtt caa agg tgt 528 
He Lys Gly Val He Ser Phe Thr Phe Gin Met Ala Val Gin Arg Cys 
165 170 175 

gtg gtg cga ate cgt tea gat ttg aaa get gag get ttg gca tea gca 576 
Val Val Arg He Arg Ser Asp Leu Lys Ala Glu Ala Leu Ala Ser Ala 
180 185 190 

ata gca tea acc aag gtt atg aaa get cag caa gtt gtg aaa agt gaa 624 
He Ala Ser Thr Lys Val Met Lys Ala Gin Gin Val Val Lys Ser Glu 
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195 200 205 

agt gga gaa gag atg ttg gtc cca ttc caa gat act cct gtg gaa gtt 672 
Ser Gly Glu Glu Met Leu Val Pro Phe Gin Asp Thr Pro Val Glu Val 
210 215 220 

gaa cag aac aca gag eta cct gac tac ctg cct gag gat gag agt ccc 720 
Glu Gin Asn Thr Glu Leu Pro Asp Tyr Leu Pro Glu Asp Glu Ser Pro 
225 230 235 240 

aca aag gaa cag gac aaa gcg gtg tec egg gtc ggc tea cac cca gaa 768 
Thr Lys Glu Gin Asp Lys Ala Val Ser Arg Val Gly Ser His Pro Glu 

245 250 255 

ggt gga get age tgg ctt age aca get gca aac ttt tta tec aga tea 816 
Gly Gly Ala Ser Trp Leu Ser Thr Ala Ala Asn Phe Leu Ser Arg Ser 
260 265 270 

ttt tat tgg tga 828 
Phe Tyr Trp * 
275 



<210> 300 
<211> 275 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (1)...(275) 

<223> Xaa = Any Amino Acid 

<400> 300 

Met Ser Glu Glu Pro Asp Ala Leu Ser Val Val Asn Gin Leu Arg Asp 
15 10 15 

Leu Ala Ala Asp Pro Leu Asn Arg Arg Ala He Val Gin Asp Gin Gly 

20 25 30 

Cys Leu Pro Gly Leu He Leu Phe Met Asp His Pro Asn Pro Pro Val 

35 40 45 

Val His Ser Ala Leu Leu Ala Leu Arg Tyr Leu Ala Glu Cys Arg Ala 

50 55 60 

Asn Arg Glu Lys Met Lys Gly Glu Leu Gly Met Met Leu Ser Leu Gin 
65 70 75 80 
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Asn 


Val 


He Gin Lys 


Thr Thr Thr Pro 


Gly Glu 


Thr 


Lys Leu Leu Ala 






85 




90 




95 


Ser 


Glu 


He Tyr Asp 


lie Leu Gin Ser 


Ser Asn 


Met 


Ala Asd Glv Asd 






100 


105 






110 

X X Is 


Ser 


Phe 


Asn Glu Met 


Asn Ser Arq Arq 


Arq Lys 


Ala 


Xaa Phe Phe Leu 






115 

X X %s 


120 

A fc» V 






125 


Gly 


Thr 


Thr Asn Lys 


Ara Ala Lvs Thr 


Val Val 


Lpu 

L. t vl 


His He Asd Glv 

i ii j lie njL/ vj i j 




130 




135 




X~U 




Lpu 


Asd 


Asd Thr Ser 


Ara Ara Asn 1 pu 


Cvs Glu 


Glu 

Vj 1 u 


AT a 1 pi j 1 pi i 1 v< 

nlu LcU UCU Ljro 


145 






150 

_L \*J \J 


155 




xuu 


He 


Lys 


Gly Val He 


Ser Phe Thr Phe 

N— ' V* 1 III V* llll 1 1 IL 


Gin Met 

\J III 1 l\_ L. 


Ala 


Val Gin Ara fvs 






165 




170 




17^ 
x / o 


Val 


Val 

v U 1 


Ara He Ara 


Ser Asd Leu Lvs 


Ala Glu 


Ala 


1 pu Al a ^pr Al t\ 






180 


185 








lie 


Ala 


Spp Thr 1 v*; 

JL 1 1 III l_J O 


Val Met Lvs Ala 

V U 1 1 ItT L l_Jr O / \ 1 u 


Gin Gin 

VJ 1 1 1 UMI 


Val 

v a t 


Val 1 vs Spr £1u 

Val Ljro OCI UIU 






195 








?nc; 




Gly 


Glu Glu Met 

UIU U IU 1 IC u 


1 pu Val Prn Php 


Gin Asn 


Thr 


Prn Val Glu Val 

rfU Val UIU vul 




CIV 








ecu 




Glu 


Gin 


Asn Thr Glu 


Leu Pro Asp Tyr 


Leu Pro 


Glu 


Asp Glu Ser Pro 


225 






230 


235 




240 


Thr 


Lys 


Glu Gin Asp 


Lys Ala Val Ser 


Arg Val 


Gly 


Ser His Pro Glu 






245 




250 




255 


Gly 


Gly 


Ala Ser Trp 


Leu Ser Thr Ala 


Ala Asn 


Phe 


Leu Ser Arg Ser 






260 


265 






270 


Phe 


Tyr 


Trp 














275 











<210> 301 
<211> 1101 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (1). . .(1101) 

<221> misc_feature 
<222> (1) . . . (1101) 
<223> n = A.T.C or G 

<400> 301 

atg gec tea gca gta ctt agt tct gtt ccc acc acc get tct cgt ttt 48 

Met Ala Ser Ala Val Leu Ser Ser Val Pro Thr Thr Ala Ser Arg Phe 
15 10 15 
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gcc ctg tta caa gtg gat agt ggc agt ggc tct gat tct gaa cct gga 96 
Ala Leu Leu Gin Val Asp Ser Gly Ser Gly Ser Asp Ser Glu Pro Gly 
20 25 30 

aaa ggt aaa ggt cga aat act gga aag tct caa act tta gga age aag 144 
Lys Gly Lys Gly Arg Asn Thr Gly Lys Ser Gin Thr Leu Gly Ser Lys 
35 40 45 

tea act aca aat gag aaa aaa aga gag aaa aga aga aaa aag aag gaa 192 
Ser Thr Thr Asn Glu Lys Lys Arg Glu Lys Arg Arg Lys Lys Lys Glu 
50 55 60 

cag caa cag agt gaa gca aat gag etc agg aat ctt get ttt aag aaa 240 
Gin Gin Gin Ser Glu Ala Asn Glu Leu Arg Asn Leu Ala Phe Lys Lys 
65 70 75 80 

att ccc cag aaa tec tec cat get gtt tgt aac get caa cat gat ctt 288 
He Pro Gin Lys Ser Ser His Ala Val Cys Asn Ala Gin His Asp Leu 

85 90 95 

cca ttg tea aac cca gta cag aag gat tea cga gaa gaa aat tgg caa 336 
Pro Leu Ser Asn Pro Val Gin Lys Asp Ser Arg Glu Glu Asn Trp Gin 
100 105 110 

gag tgg aga caa aga gat gag cag ctg aca tct gaa atg ttt gaa gca 384 
Glu Trp Arg Gin Arg Asp Glu Gin Leu Thr Ser Glu Met Phe Glu Ala 
115 120 125 

gat ctt gag aag gca ttg tta eta agt aaa eta gaa tat gaa gag cac 432 
Asp Leu Glu Lys Ala Leu Leu Leu Ser Lys Leu Glu Tyr Glu Glu His 
130 135 140 

aaa aag gag tat gaa gat get gaa aat act tea act cag tec aaa gtt 480 
Lys Lys Glu Tyr Glu Asp Ala Glu Asn Thr Ser Thr Gin Ser Lys Val 
145 150 155 160 

atg aat ann aaa gat aaa aga aag aat cat cag gga aaa gac aga cct 528 
Met Asn Xaa Lys Asp Lys Arg Lys Asn His Gin Gly Lys Asp Arg Pro 

165 170 175 



etc aca gta tea eta aaa gat ttt cat teg gaa gat cac att agt aaa 
Leu Thr Val Ser Leu Lys Asp Phe His Ser Glu Asp His lie Ser Lys 
180 185 190 



576 
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aag act gag gaa ttg agt tct tct cag act tta tea cat gat gga gga 624 
Lys Thr Glu Glu Leu Ser Ser Ser Gin Thr Leu Ser His Asp Gly Gly 
195 200 205 

ttc ttc aat aga ctg gaa gat gat gtt cat aaa att ctt att aga gaa 672 
Phe Phe Asn Arg Leu Glu Asp Asp Val His Lys He Leu He Arg Glu 
210 215 220 

aaa cga aga gaa cag ctt aca gaa tat aat gga aca gat aat tgt aca 720 
Lys Arg Arg Glu Gin Leu Thr Glu Tyr Asn Gly Thr Asp Asn Cys Thr 
225 230 235 240 

get cat gaa cac aac cag gaa gtg gtt ctg aaa gat gga aga att gaa 768 
Ala His Glu His Asn Gin Glu Val Val Leu Lys Asp Gly Arg He Glu 

245 250 255 

aga eta aag tta gag ctt gaa agg aaa gat get gaa ate cag aag ctg 816 
Arg Leu Lys Leu Glu Leu Glu Arg Lys Asp Ala Glu He Gin Lys Leu 
260 265 270 

aaa aat gta ate act caa tgg gag gca aag tat aag gaa gta aag gca 864 
Lys Asn Val He Thr Gin Trp Glu Ala Lys Tyr Lys Glu Val Lys Ala 
275 280 285 

aga aat gca caa tta ttg aaa atg ctt cag gaa ggt gaa atg aaa gat 912 
Arg Asn Ala Gin Leu Leu Lys Met Leu Gin Glu Gly Glu Met Lys Asp 
290 295 300 

aag gca gaa ata ctt ctg caa gtt gat gaa tea caa agt ate aag aat 960 
Lys Ala Glu He Leu Leu Gin Val Asp Glu Ser Gin Ser He Lys Asn 
305 310 315 320 

gag etc act att cag gtg act tea ctt cat get gca tta gaa caa gaa 1008 
Glu Leu Thr He Gin Val Thr Ser Leu His Ala Ala Leu Glu Gin Glu 

325 330 335 

aga tct aaa gtg aaa gta tta caa gca gag tta gee aaa tac cag ggt 1056 
Arg Ser Lys Val Lys Val Leu Gin Ala Glu Leu Ala Lys Tyr Gin Gly 
340 345 350 



ggc aga aaa ggg aaa aga aac tct gaa tec gac cag tgt agg tga 
Gly Arg Lys Gly Lys Arg Asn Ser Glu Ser Asp Gin Cys Arg * 
355 360 365 



1101 
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<210> 302 
<211> 366 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (1)...(366) 

<223> Xaa = Any Amino Acid 



<400> 302 



Met Ala 


Ser Ala 


va i 


Leu 


Ser 


Ser 


va I 


pro 


inr i nr Ala 


ber Arg Phe 


i 




r 
O 










1U 




lb 


a i a Leu 


Leu b i n 


va i 


ASp 


/"y 

ber 


biy 


ber 


b iy 


ber Asp ber 


PI i 1 Qnn Pin 

b I u rro b ly 














CD 






oU 


1 WC CI V/ 

Lys biy 


Lys biy 


Arg 


Asn 


i nr 


biy 


Lys 


ber 


Pin Thr 1 rn i 

bin inr Leu 


biy ber Lys 




00 








AO 










oer inr 


i nr asm 


£i n 

u 1 U 


1 v/c 

Lys 


1 \/c 

Lys 


arg 


Gl 1 1 


1 \/c 

Lys 


Arg Arg Lys 


1 V/C 1 V/C Pill 

Lys Lys b iu 


JU 
















fin 




Gin Gin 

ulfl U III 


Gin <spr 


Gill 
u 1 U 


Al a 
M \ a 


Ac n 

Mil 1 


Glu 
U 1 u 


1 pi i 


mi y 


Acn 1 or i Ala 
Mbi 1 LtrU M 1 d 


rile Ljro Ljro 


65 






70 










75 


80 


He Pro 


Gin Lys 


Ser 


Ser 


His 


Ala 


Val 


Cys 


Asn Ala Gin 


His Asp Leu 






85 










90 




95 


Pro Leu 


Ser Asn 


Pro 


Val 


Gin 


Lys 


Asp 


Ser 


Arg Glu Glu 


Asn Trp Gin 




100 










105 






110 


Glu Trp 


Arg Gin 


Arg 


Asp 


Glu 


Gin 


Leu 


Thr 


Ser Glu Met 


Phe Glu Ala 




115 








120 






125 




Asp Leu 


Glu Lys 


Ala 


Leu 


Leu 


Leu 


Ser 


Lys. 


Leu Glu Tyr 


Glu Glu His 


130 








135 








140 




Lys Lys 


Glu Tyr 


Glu 


Asp 


Ala 


Glu 


Asn 


Thr 


Ser Thr Gin 


Ser Lys Val 


145 






150 










155 


160 


Met Asn 


Xaa Lys 


Asp 


Lys 


Arg 


Lys 


Asn 


His 


Gin Gly Lys 


Asp Arg Pro 






165 










170 




175 


Leu Thr 


Val Ser 


Leu 


Lys 


Asp 


Phe 


His 


Ser 


Glu Asp His 


He Ser Lys 




180 










185 






190 


Lys Thr 


Glu Glu 


Leu 


Ser 


Ser 


Ser 


Gin 


Thr 


Leu Ser His 


Asp Gly Gly 




195 








200 






205 




Phe Phe 


Asn Arg 


Leu 


Glu 


Asp 


Asp 


Val 


His 


Lys He Leu 


He Arg Glu 


210 








215 








220 




Lys Arg 


Arg Glu 


Gin 


Leu 


Thr 


Glu 


Tyr 


Asn 


Gly Thr Asp 


Asn Cys Thr 


225 






230 










235 


240 


Ala His 


Glu His 


Asn 


Gin 


Glu 


Val 


Val 


Leu 


Lys Asp Gly 


Arg He Glu 
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245 


250 


255 


Ara Leu 


Lvs Leu 


Glu 1 pu Glu Ara 


Lvs Asn Ala Glu Tip 


Gl n 1 vs 1 pm 

u 1 H l_Jr O LCU 




260 
t_ \j \j 




265 


270 


Lvs Asn 


Val He 


Thr Gin TrD Glu 

till U 1 1 1 1 1 U VJ 1 u 


Ala Lvs Tvr 1 vs Glu 


Val Lvs Ala 

Vui L. Jr o nlu 




275 


2R0 


PAR 




Ara Asn 

r\i y /\o I ■ 


Ala Gin 

ft 1 vi \J III 


1 pu 1 pu 1 vs Met 


Lpu Gin Glu Glv Glu 


Mpf 1 vs Asn 

1 ICL LjrO A"\0|J 








oUU 




Lys Ala 


Glu He 


Leu Leu Gin Val 


Asp Glu Ser Gin Ser 


lie Lys Asn 


305 




310 ' 


315 


320 


Glu Leu 


Thr He 


Gin Val Thr Ser 


Leu His Ala Ala Leu 


Glu Gin Glu 






325 


330 


335 


Arg Ser 


Lys Val 


Lys Val Leu Gin 


Ala Glu Leu Ala Lys 


Tyr Gin Gly 




340 




345 


350 


Gly Arg 


Lys Gly 


Lys Arg Asn Ser 


Glu Ser Asp Gin Cys 


Arg 




355 


3.60 


365 





<210> 303 
<211> 807 
<212> ONA 
<213> Homo sapiens 

<220> 
<221> CDS 
. <222> (1)...(807) 

<400> 303 

atg eta agg aag ctg tgg caa gaa aat aaa gca acc aac aca gac cat 48 

Met Leu Arg Lys Leu Trp Gin Glu Asn Lys Ala Thr Asn Thr Asp His 

15 10 15 

tta acc acg gta etc tac etc cag ctt get att tgt tea agt ttg cag 96 
Leu Thr Thr Val Leu Tyr Leu Gin Leu Ala He Cys Ser Ser Leu Gin 
20 25 30 

aac ttg gag aaa aca att ttc tgc ctg cag aaa ctg att tct ttg cat 144 
Asn Leu Glu Lys Thr He Phe Cys Leu Gin Lys Leu He Ser Leu His 
35 40 45 

cct ttt aat cct tgg aac tgg ggc aaa ttg gca gag get tac ctg aat 192 
Pro Phe Asn Pro Trp Asn Trp Gly Lys Leu Ala Glu Ala Tyr Leu Asn 
50 55 60 



ctg ggg cca get ctt tea gca gca ctt gcg tea tct cag aaa cag cac 240 
Leu Gly Pro Ala Leu Ser Ala Ala Leu Ala Ser Ser Gin Lys Gin His 
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65 70 75 80 

agt ttc acc tea agt gac aaa act ate aaa tec ttc ttt cca cac tea 288 
Ser Phe Thr Ser Ser Asp Lys Thr He Lys Ser Phe Phe Pro His Ser 

85 90 95 

gga aaa gac tgt ctt ttg tgt ttt cct gaa acc ttg cct gag age tct 336 
Gly Lys Asp Cys Leu Leu Cys Phe Pro Glu Thr Leu Pro Glu Ser Ser 
100 105 110 

tta ttt tct gtg gaa gcg aat age agt aat age cag aaa aat gag aaa 384 
Leu Phe Ser Val Glu Ala Asn Ser Ser Asn Ser Gin Lys Asn Glu Lys 
115 120 125 

get ctg aca aat ate caa aac tgt atg gca gaa aag aga gaa aca gtg 432 
Ala Leu Thr Asn He Gin Asn Cys Met Ala Glu Lys Arg Glu Thr Val 
130 135 140 

ttg ata gag act cag ctg aaa gca tgt gee tct ttt ata cga acc agg 480 
Leu He Glu Thr Gin Leu Lys Ala Cys Ala Ser Phe He Arg Thr Arg 
145 150 155 160 

ctt ctg ctt cag ttt acc caa cct cag caa aca teg ttt get ttg gag 528 
Leu Leu Leu Gin Phe Thr Gin Pro Gin Gin Thr Ser Phe Ala Leu Glu 

165 170 175 

agg aac tta agg act cag cag gaa att gaa gat aaa atg aaa ggg ttc 576 
Arg Asn Leu Arg Thr Gin Gin Glu He Glu Asp Lys Met Lys Gly Phe 
180 185 190 

age ttc aaa gaa gac act ttg ctg ttg ata get gag gtt atg gga gaa 624 
Ser Phe Lys Glu Asp Thr Leu Leu Leu He Ala Glu Val Met Gly Glu 
195 200 205 

gat ate cca gaa aaa ata aaa gat gaa gtt cac cca gag gtg aag tgt 672 
Asp He Pro Glu Lys lie Lys Asp Glu Val His Pro Glu Val Lys Cys 
210 215 220 

gtt ggc tec gta gee ctg act gee ttg gtg act gta tec tea gaa gaa 720 
Val Gly Ser Val Ala Leu Thr Ala Leu Val Thr Val Ser Ser Glu Glu 
225 230 235 240 

ttt gaa gac aag tgg ttc aga aag ate aaa gac cat ttc tgt cca ttt 768 
Phe Glu Asp Lys Trp Phe Arg Lys He Lys Asp His Phe Cys Pro Phe 
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448 

250 



255 



gaa aat cag ttc cat aca gag ata caa ate ttg get tag 
Glu Asn Gin Phe His Thr Glu He Gin He Leu Ala * 
260 265 



807 



<210> 304 
<211> 268 
<212> PRT 

<213> Homo sapiens 



<400> 304 

Met Leu Arg Lys Leu Trp Gin Glu Asn Lys Ala Thr Asn 
1 5 10 

Leu Thr Thr Val Leu Tyr Leu Gin Leu Ala He Cys Ser 

20 25 
Asn Leu Glu Lys Thr He Phe Cys Leu Gin Lys Leu He 
35 40 45 

Pro Phe Asn Pro Trp Asn Trp Gly Lys Leu Ala Glu Ala 

50 55 60 

Leu Gly Pro Ala Leu Ser Ala Ala Leu Ala Ser Ser Gin 
65 70 75 

Ser Phe Thr Ser Ser Asp Lys Thr He Lys Ser Phe Phe 

85 90 
Gly Lys Asp Cys Leu Leu Cys Phe Pro Glu Thr Leu Pro 

100 105 
Leu Phe Ser Val Glu Ala Asn Ser Ser Asn Ser Gin Lys 
115 120 125 

Ala Leu Thr Asn He Gin Asn Cys Met Ala Glu Lys Arg 

130 135 140 

Leu He Glu Thr Gin Leu Lys Ala Cys Ala Ser Phe He 
145 150 155 

Leu Leu Leu Gin Phe Thr Gin Pro Gin Gin Thr Ser Phe 

165 170 
Arg Asn Leu Arg Thr Gin Gin Glu He Glu Asp Lys Met 

180 185 
Ser Phe Lys Glu Asp Thr Leu Leu Leu He Ala Glu Val 
195 . 200 205 

Asp He Pro Glu Lys He Lys Asp Glu Val His Pro Glu 

210 215 220 

Val Gly Ser Val Ala Leu Thr Ala Leu Val Thr Val Ser 
225 230 235 

Phe Glu Asp Lys Trp Phe Arg Lys He Lys Asp His Phe 



Thr Asp His 
15 

Ser Leu Gin 
30 

Ser Leu His 

Tyr Leu Asn 

Lys Gin His 
80 

Pro His Ser 
95 

Glu Ser Ser 
110 

Asn Glu Lys 

Glu Thr Val 

Arg Thr Arg 
160 

Ala Leu Glu 

175 
Lys Gly Phe 
190 

Met Gly Glu 

Val Lys Cys 

Ser Glu Glu 
240 

Cys Pro Phe 
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245 250 255 

Glu Asn Gin Phe His Thr Glu He Gin He Leu Ala 
260 265 

<210> 305 
<211> 810 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(810) 

<400> 305 

atg gcc ata ttt ctg cag cat gcc gca gga etc tta cat gca atg tgt 48 

Met Ala He Phe Leu Gin His Ala Ala Gly Leu Leu His Ala Met Cys 
15 10 15 

aca ctg tgc ttt get gtc act gga agg tea tac age ata ttt gac aat 96 
Thr Leu Cys Phe Ala Val Thr Gly Arg Ser Tyr Ser He Phe Asp Asn 
20 25 30 

aat cgc cag gat ccc aca ggg ctg aca get get ctt cag gca ace gac 144 
Asn Arg Gin Asp Pro Thr Gly Leu Thr Ala Ala Leu Gin Ala Thr Asp 
35 40 45 

ctg get gga gtt ctt cat atg etc tac tgt gtc etc ttc cat ggc acc 192 
Leu Ala Gly Val Leu His Met Leu Tyr Cys Val Leu Phe His Gly Thr 
50 55 60 

ate ttg gac ccc age act gcc agt ccc aag gag aat tac act caa aat 240 
He Leu Asp Pro Ser Thr Ala Ser Pro Lys Glu Asn Tyr Thr Gin Asn 
65 70 75 80 

acc ate caa gtg gcc att cag agt tta cgt ttc ttc aac age ttt gca 288 
Thr He Gin Val Ala He Gin Ser Leu Arg Phe Phe Asn Ser Phe Ala 

85 90 95 

get ctt cat ctg cct get ttt cag tct att gta ggg gca gag ggc ttg 336 
Ala Leu His Leu Pro Ala Phe Gin Ser He Val Gly Ala Glu Gly Leu 
100 105 110 

tec ctt gca ttc egg cac atg gcc age tec ctg ctg ggc cac tgc age 384 
Ser Leu Ala Phe Arg His Met Ala Ser Ser Leu Leu Gly His Cys Ser 
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115 



120 



125 



caa gtc tec tgt gaa age etc ctt cat gag gtc ate gtc tgt gtg ggc 
Gin Val Ser Cys Glu Ser Leu Leu His Glu Val He Val Cys Val Gly 
130 135 140 



432 



tac ttc act gtc aac cac cca gat aac cag gtg ate gtg cag tec ggc 
Tyr Phe Thr Val Asn His Pro Asp Asn Gin Val He Val Gin Ser Gly 
145 150 155 160 



480 



cgc cac ccc aca gtg ctg cag aag etc tgc cag ttg ccc ttc cag tat 
Arg His Pro Thr Val Leu Gin Lys Leu Cys Gin Leu Pro Phe Gin Tyr 

165 170 175 



528 



ttc agt gac cca egg ctg ate aaa gta ctg ttc cct tea ctt ate get 
Phe Ser Asp Pro Arg Leu He Lys Val Leu Phe Pro Ser Leu He Ala 
180 • 185 190 



576 



get tgt tac aac aac cat cag aac aag ate att ctg gag caa gag atg 
Ala Cys Tyr Asn Asn His Gin Asn Lys He He Leu Glu Gin Glu Met 
195 200 205 



624 



age tgt gtt tta ctg gec act ttc att cag gat ttg gca cag act cca 
Ser Cys Val Leu Leu Ala Thr Phe He Gin Asp Leu Ala Gin Thr Pro 
210 215 220 



672 



ggt caa gcg gaa aac cag cct tac caa ccc aaa ggg aaa tgc ctt ggt 
Gly Gin Ala Glu Asn Gin Pro Tyr Gin Pro Lys Gly Lys Cys Leu Gly 
225 230 235 240 



720 



tec caa gac tat ctt gag ctg get aac aga ttt cct cag cag gee tgg 
Ser Gin Asp Tyr Leu Glu Leu Ala Asn Arg Phe Pro Gin Gin Ala Trp 
245 250 255 



768 



gaa gaa get cga cag ttt ttc ttg aaa aaa gag aaa aaa taa 
Glu Glu Ala Arg Gin Phe Phe Leu Lys Lys Glu Lys Lys * 
260 265 



810 



<210> 306 
<211> 269 
<212> PRT 
<213> Homo sapiens 
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<400> 306 

Met Ala He Phe Leu Gin His Ala Ala Gly Leu Leu His Ala Met Cys 
1 5 10 15 

Thr Leu Cys Phe Ala Val Thr Gly Arg Ser Tyr Ser He Phe Asp Asn 

20 25 30 

Asn Arg Gin Asp Pro Thr Gly Leu Thr Ala Ala Leu Gin Ala Thr Asp 

35 40 45 

Leu Ala Gly Val Leu His Met Leu Tyr Cys Val Leu Phe His Gly Thr 

50 55 60 

He Leu Asp Pro Ser Thr Ala Ser Pro Lys Glu Asn Tyr Thr Gin Asn 
65 70 75 80 

Thr He Gin Val Ala He Gin Ser Leu Arg Phe Phe Asn Ser Phe Ala 

85 90 . 95 

Ala Leu His Leu Pro Ala Phe Gin Ser He Val Gly Ala Glu Gly Leu 

100 105 110 

Ser Leu Ala Phe Arg His Met Ala Ser Ser Leu Leu Gly His Cys Ser 

115 120 125 

Gin Val Ser Cys Glu Ser Leu Leu His Glu Val He Val Cys Val Gly 

130 135 140 

Tyr Phe Thr Val Asn His Pro Asp Asn Gin Val He Val Gin Ser Gly 
145 150 155 160 

Arg His Pro Thr Val Leu Gin Lys Leu Cys Gin Leu Pro Phe Gin Tyr 

165 170 175 

Phe Ser Asp Pro Arg Leu He Lys Val Leu Phe Pro Ser Leu He Ala 

180 185 190 

Ala Cys Tyr Asn Asn His Gin Asn Lys He He Leu Glu Gin Glu Met 

195 200 205 

Ser Cys Val Leu Leu Ala Thr Phe He Gin Asp Leu Ala Gin Thr Pro 

210 215 220 

Gly Gin Ala Glu Asn Gin Pro Tyr Gin Pro Lys Gly Lys Cys Leu Gly 
225 230 235 " 240 

Ser Gin Asp Tyr Leu Glu Leu Ala Asn Arg Phe Pro Gin Gin Ala Trp 

245 250 255 

Glu Glu Ala Arg Gin Phe Phe Leu Lys Lys Glu Lys Lys 
260 265 

<210> 307 

<211> 831 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(831) 
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<400> 307 

atg cag aac aag gtg act cag eta gtc ctg tct gec ttg cag tec ctg 
Met Gin Asn Lys Val Thr Gin Leu Val Leu Ser Ala Leu Gin Ser Leu 
15 10 15 

act gac acc ttg ctt ttt ccc ttt tat tct ggg ccg agt ggt acc ctg 
Thr Asp Thr Leu Leu Phe Pro Phe Tyr Ser Gly Pro Ser Gly Thr Leu 
20 25 30 

aaa aca gec ctg ctg gac tac ate aaa cgc tgc cgt cct gga gac agt 
Lys Thr Ala Leu Leu Asp Tyr lie Lys Arg Cys Arg Pro Gly Asp Ser 
35 40 45 



48 



96 



144 



gaa aag cac aat atg att gee ctg tgc ttc age atg tgc egg gag att 
Glu Lys His Asn Met He Ala Leu Cys Phe Ser Met Cys Arg Glu He 
50 55 60 



192 



ggc gag aac cac gag gca get gec cgc ate caa ctg aaa ttg att gag 240 
Gly Glu Asn His Glu Ala Ala Ala Arg He Gin. Leu Lys Leu He Glu ■ 
65 70 75 ' 80 

tct cag ccc tgg gag gac age etc aag gat ggg cac cag ctg aaa caa 288 
Ser Gin Pro Trp Glu Asp Ser Leu Lys Asp Gly His Gin Leu Lys Gin 

85 90 95 

ctg ctg ctg aag gec ctg act ctg atg ttg gat gca gca gag agt tat 336 
Leu Leu Leu Lys Ala Leu Thr Leu Met Leu Asp Ala Ala Glu Ser Tyr 
100 105 110 



gee aag gac tec tgt gtg cga cag gee cag cac tgt cag egg etc acc 
Ala Lys Asp Ser Cys Val Arg Gin Ala Gin His Cys Gin Arg Leu Thr 
115 120 125 



384 



aag ttg ata act ctg cag att cac ttt ctg aac act ggc cag aac aca 
Lys Leu He Thr Leu Gin He His Phe Leu Asn Thr Gly Gin Asn Thr 
130 135 140 



432 



atg etc ate aac ttg ggc cgc cac aag ctg atg gac tgt att ctg gee 480 
Met Leu lie Asn Leu Gly Arg His Lys Leu Met Asp Cys He Leu Ala 
145 150 155 160 

eta cct egg ttc tac cag get tct att gtg get gag gec tac gat ttt 528 
Leu Pro Arg Phe Tyr Gin Ala Ser He Val Ala Glu Ala Tyr Asp Phe 
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165 170 175 

gtt cca gat tgg get gaa att tta tac cag caa gtg att ctt aaa gga 576 
Val Pro Asp Trp Ala Glu He Leu Tyr Gin Gin Val lie Leu Lys Gly 
180 185 190 

gac ttt aat tac ttg gaa gaa ttt aag cag caa agg tta tta aag tec 624 
Asp Phe Asn Tyr Leu Glu Glu Phe Lys Gin Gin Arg Leu Leu Lys Ser 
195 200 205 

agt ata ttt gaa gag att tec aaa aaa tat aaa caa cat cag cct act 672 
Ser He Phe Glu Glu He Ser Lys Lys Tyr Lys Gin His Gin Pro Thr 
210 215 220 

gac atg gtc atg gaa aac ctg aag aaa tta etc aca tat tgt gaa gat 720 
Asp Met Val Met Glu Asn Leu Lys Lys Leu Leu Thr Tyr Cys Glu Asp 
225 230 235 240 

gtt tac ctg tat tac aag ttg gca tac gaa cac aag ttt tat gaa att 768 
Val Tyr Leu Tyr Tyr Lys Leu Ala Tyr Glu His Lys Phe Tyr Glu He 
245 250 255 

gta aat gtg ctt ctg aag gac cct cag aca ggt tgc tgt eta aag gac 816 
Val Asn Val Leu Leu Lys Asp Pro Gin Thr Gly Cys Cys Leu Lys Asp 
260 265 270 

atg eta gca ggt tag 831 
Met Leu Ala Gly * 
275 



<210> 308 
<211> 276 
<212> PRT 

<213> Homo sapiens 
<400> 308 

Met Gin Asn Lys Val Thr Gin Leu Val Leu Ser Ala Leu Gin Ser Leu 
15 10 15 

Thr Asp Thr Leu Leu Phe Pro Phe Tyr Ser Gly Pro Ser Gly Thr Leu 

20 25 30 

Lys Thr Ala Leu Leu Asp Tyr He Lys Arg Cys Arg Pro Gly Asp Ser 

35 40 45 

Glu Lys His Asn Met He Ala Leu Cys Phe Ser Met Cys Arg Glu He 
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50 55 60 

Gly Glu Asn His Glu Ala Ala Ala Arg He Gin Leu Lys Leu He Glu 
65 70 75 80 

Ser Gin Pro Trp Glu Asp Ser Leu Lys Asp Gly His Gin Leu Lys Gin 

85 90 95 

Leu Leu Leu Lys Ala Leu Thr Leu Met Leu Asp Ala Ala Glu Ser Tyr 

100 105 110 

Ala Lys Asp Ser Cys Val Arg Gin Ala Gin His Cys Gin Arg Leu Thr 

115 120 125 

Lys Leu He Thr Leu Gin He His Phe Leu Asn Thr Gly Gin Asn Thr 

130 135 140 

Met Leu He Asn Leu Gly Arg His Lys Leu Met Asp Cys He Leu Ala 
145 150 155 160 

Leu Pro Arg Phe Tyr Gin Ala Ser He Val Ala Glu Ala Tyr Asp Phe 

165 ' 170 175 

Val Pro Asp Trp Ala Glu He Leu Tyr Gin Gin Val He Leu Lys Gly 

180 185 190 

Asp Phe Asn Tyr Leu Glu Glu Phe Lys Gin Gin Arg Leu Leu Lys Ser 

195 200 205 

Ser He Phe Glu Glu He Ser Lys Lys Tyr Lys Gin His Gin Pro Thr 

210 215 220 

Asp Met Val Met Glu Asn Leu Lys Lys Leu Leu Thr Tyr Cys Glu Asp 
225 230 235 240 

Val Tyr Leu Tyr Tyr Lys Leu Ala Tyr Glu His Lys Phe Tyr Glu He 

245 250 255 

Val Asn Val Leu Leu Lys Asp Pro Gin Thr Gly Cys Cys Leu Lys Asp 

260 265 ' 270 

Met Leu Ala Gly 
275 



<210> 309 
<211> 369 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). ..(369) 

<400> 309 

atg agg aca att gat gac aga ata gta cat gaa tta aac act acg gtt 48 

Met Arg Thr He Asp Asp Arg He Val His Glu Leu Asn Thr Thr Val 
1 5 10 15 
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cca aca get tec ttt gca ggg aaa att gat gec age caa ace tgt aaa 96 
Pro Thr Ala Ser Phe Ala Gly Lys He Asp Ala Ser Gin Thr Cys Lys 
20 25 30 

caa ctt tat gag tct ttg atg gca get cat gec agt aga gac aga gtc 144 
Gin Leu Tyr Glu Ser Leu Met Ala Ala His Ala Ser Arg Asp Arg Val 
35 40 45 

ata aaa. aac tgt ata gec cag act tea gca gta gta aaa aac etc cga 192 
He Lys Asn Cys He Ala Gin Thr Ser Ala Val Val Lys Asn Leu Arg 
50 55 60 

gaa gag aga gaa aag aat ttg gac gat tta acg tta tta aaa caa ctt 240 
Glu Glu Arg Glu Lys Asn Leu Asp Asp Leu Thr Leu Leu Lys Gin Leu 
65 70 75 80 

aga aaa gag cag aca aag ttg aaa tgg atg cag tea gaa ctg aat gtt 288 
Arg Lys Glu Gin Thr Lys Leu Lys Trp Met Gin Ser Glu Leu Asn Val 

85 90 95 

gaa gaa gtg gta aat gac agg age tgg aag gtg ttt aat gaa cgc tgc ■ 336 
Glu Glu Val' Val Asn Asp Arg Ser Trp Lys Val Phe Asn Glu Arg Cys 
100 105 110 

cga att cac ttc aag cct cca aag aat gaa taa 369 
Arg He His Phe Lys Pro Pro Lys Asn Glu * 
115 120 



<210> 310 
<211> 122 
<212> PRT 
<213> Homo sapiens 

<400> 310 

Met Arg Thr He Asp Asp Arg He Val His Glu Leu Asn Thr Thr Val 

15 10 15 

Pro Thr Ala Ser Phe Ala Gly Lys He Asp Ala Ser Gin Thr Cys Lys 

20 25 30 

Gin Leu Tyr Glu Ser Leu Met Ala Ala His Ala Ser Arg Asp Arg Val 

35 40 45 

He Lys Asn Cys He Ala Gin Thr Ser Ala Val Val Lys Asn Leu Arg 

50 55 60 

Glu Glu Arg Glu Lys Asn Leu Asp Asp Leu Thr Leu Leu Lys Gin Leu 
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65 70 75 80 

Arg Lys Glu Gin Thr Lys Leu Lys Trp Met Gin Ser Glu Leu Asn Val 

85 90 95 

Glu Glu Val Val Asn Asp Arg Ser Trp Lys Val Phe Asn Glu Arg Cys 

100 105 110 

Arg He His Phe Lys Pro Pro Lys Asn Glu 
115 120 

<210> 311 
<211> 549 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(549) 

<400> 311 

atg gtc ccc gcc gcc ggc gcg ctg ctg tgg gtc ctg ctg ctg aat ctg 48 
Met Val Pro Ala Ala Gly Ala Leu Leu Trp Val Leu Leu Leu Asn Leu 
1 5 10 15 

ggt ccc egg gcg gcg ggg gcc caa ggc ctg acc cag act ccg acc gaa 96 
Gly Pro Arg Ala Ala Gly Ala Gin Gly Leu Thr Gin Thr Pro Thr Glu 
20 25 30 

atg cag egg gtc agt tta cgc ttt ggg ggc ccc atg acc cgc age tac 144 
Met Gin Arg Val Ser Leu Arg Phe Gly Gly Pro Met Thr Arg Ser Tyr 
35 40 45 

egg age acc gcc egg act ggt ctt ccc egg aag aca agg ata ate eta 192 
Arg Ser Thr Ala Arg Thr Gly Leu Pro Arg Lys Thr Arg He He Leu 
50 55 60 

gag gac gag aat gat gcc atg gcc gac gcc gac cgc ctg get gga cca 240 
Glu Asp Glu Asn Asp Ala Met Ala Asp Ala Asp Arg Leu Ala Gly Pro 
65 70 75 80 

gcg get gcc gag etc ttg gcc gcc acg gtg tec acc ggc ttt age egg 288 
Ala Ala Ala Glu Leu Leu Ala Ala Thr Val Ser Thr Gly Phe Ser Arg 

85 90 95 

teg tec gcc att aac gag gag gat ggg tct tea gaa gag ggg gtt gtg 336 
Ser Ser Ala lie Asn Glu Glu Asp Gly Ser Ser Glu Glu Gly Val Val 
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100 105 110 

att aat get gat gec ctg ggg ccc gtg gca ctg cca ctg caa gtc ggg 384 
He Asn Ala Asp Ala Leu Gly Pro Val Ala Leu Pro Leu Gin Val Gly 
115 120 125 

cac cat gag ccg gag ccg gtc tgg gaa get gca egg cct ttc egg gcg 432 
His His Glu Pro Glu Pro Val Trp Glu Ala Ala Arg Pro Phe Arg Ala 
130 135 140 

cct teg agt tgg ggc get gag cca get ccg cac gga gca caa gee ttg 480 
Pro Ser Ser Trp Gly Ala Glu Pro Ala Pro His Gly Ala Gin Ala Leu 
145 150 155 160 

cac eta tea aca atg tec ctg caa ccg act teg gga aga gtg ccc cct 528 
His Leu Ser Thr Met Ser Leu Gin Pro Thr Ser Gly Arg Val Pro Pro 

165 170 175 

gga cac aag tct ctg tac tga 549 
Gly His Lys Ser Leu Tyr * 
180 



<210> 312 
<211> 182 
<212> PRT 
<213> Homo sapiens 



<400> 312 



Met Val 


Pro Al a 


Ala 


Gly 


Ala Leu 


1 




5 






Gly Pro 


Arg Ala 


Ala 


Gly 


Ala Gin 




20 








Met Gin 


Arg Val 


Ser 


Leu 


Arg Phe 




35 






40 


Arg Ser 


Thr Ala 


Arg 


Thr 


Gly Leu 


50 








55 


Glu Asp 


Glu Asn 


Asp 


Ala 


Met Ala 


65 






70 




Ala Ala 


Ala Glu 


Leu 


Leu 


Ala Ala 






85 






Ser Ser 


Ala He 


Asn 


Glu 


Glu Asp 




100 








He Asn 


Ala Asp 


Ala 


Leu 


Gly Pro 



Leu Trp Val Leu Leu Leu Asn Leu 

10 15 
Gly Leu Thr Gin Thr Pro Thr Glu 
25 30 
Gly Gly Pro Met Thr Arg Ser Tyr 

45 

Pro Arg Lys Thr Arg He lie Leu 
60 

Asp Ala Asp Arg Leu Ala Gly Pro 
75 80 
Thr Val Ser Thr Gly Phe Ser Arg 

90 95 
Gly Ser Ser Glu Glu Gly Val Val 
105 110 
Val Ala Leu Pro Leu Gin Val Gly 
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115 120 125 

His His Glu Pro Glu Pro Val Trp Glu Ala Ala Arg Pro Phe Arg Ala 

130 135 140 

Pro Ser Ser Trp Gly Ala Glu Pro Ala Pro His Gly Ala Gin Ala Leu 
145 150 155 160 

His Leu Ser Thr Met Ser Leu Gin Pro Thr Ser Gly Arg Val Pro Pro 

165 170 175 

Gly His Lys Ser Leu Tyr 
180 

<210> 313 
<211> 225 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(225) 

<221> mi sc_f eature 
<222> (1)...(225) 
<223> n = A.T.C or G 

<400> 313 

atg cac cca get aag act ggc ttg acc gnn age ctg gec ttt ggt ggg 48 
Met His Pro Ala Lys Thr Gly Leu Thr Xaa Ser Leu Ala Phe Gly Gly 
15 10 15 

ggg ctt cct ggg gec tgg gga aag ctg gec acc ttc aac age tgg tac 96 
Gly Leu Pro Gly Ala Trp Gly Lys Leu Ala Thr Phe Asn Ser Trp Tyr 
20 25 30 

etc ttc aac agt gtg gec ttt caa aat gca gat gee acc agg aga aca 144 
Leu Phe Asn Ser Val Ala Phe Gin Ash Ala Asp Ala Thr Arg Arg Thr 
35 40 45 

tgc cca cag etc acc acc tat gga tgc cat ggc tct ggg cag ctt tea 192 
Cys Pro Gin Leu Thr Thr Tyr Gly Cys His Gly Ser Gly Gin Leu Ser 
50 55 60 



aag cag gtt cct gtg gtc 
Lys Gin Val Pro Val Val 
65 70 



tec tea get gtt 
Ser Ser Ala Val 



tga 
* 



225 
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<210> 314 
<211> 74 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (1). . .(74) 

<223> Xaa = Any Amino Acid 

<400> 314 

Met His Pro Ala Lys Thr Gly Leu Thr Xaa Ser Leu Ala Phe Gly Gly 

1 '5 10 15 

Gly Leu Pro Gly Ala Trp Gly Lys Leu Ala Thr Phe Asn Ser Trp Tyr 

20 25 30 

Leu Phe Asn Ser Val Ala Phe Gin Asn Ala Asp Ala Thr Arg Arg Thr 

35 40 45 

Cys Pro Gin Leu Thr Thr Tyr Gly Cys His Gly Ser Gly Gin Leu Ser 

50 55 60 

Lys Gin Val Pro Val Val Ser Ser Ala Val 
65 70 

<210> 315 
<211> 1086 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . . (1086) 

<400> 315 

atg gcc age ctg ggg ctg ctg etc ctg etc tta ctg aca gca ctg cca 48 

Met Ala Ser Leu Gly Leu Leu Leu Leu Leu Leu Leu Thr Ala Leu Pro 

15 10 15 

ccg ctg tgg tec tec tea ctg cct ggg ctg gac act get gaa agt aaa 96 
Pro Leu Trp Ser Ser Ser Leu Pro Gly Leu Asp Thr Ala Glu Ser Lys 
20 25 30 

gcc acc att gca gac ctg ate ctg tct gcg ctg gag aga gcc acc gtc 144 
Ala Thr He Ala Asp Leu He Leu Ser Ala Leu Glu Arg Ala Thr Val 
35 40 45 
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ttc eta gaa cag agg ctg cct gaa ate aac ctg gat ggc atg gtg ggg 192 
Phe Leu 61 u Gin Arg Leu Pro Glu He Asn Leu Asp Gly Met Val Gly 
50 55 60 

gtc cga gtg ctg gaa gag cag eta aaa agt gtc egg gag aag tgg gee 240 
Val Arg Val Leu Glu Glu Gin Leu Lys Ser Val Arg Glu Lys Trp Ala 
65 70 75 80 

cag gag ccc ctg ctg cag ccg ctg age ctg cgc gtg ggg atg ctg ggg 288 
Gin Glu Pro Leu Leu Gin Pro Leu Ser Leu Arg Val Gly Met Leu Gly 

85 90 95 

gag aag ctg gag get gec ate cag aga tec etc cac tac etc aag ctg 336 
Glu Lys Leu Glu Ala Ala He Gin Arg Ser Leu His Tyr Leu Lys Leu 
100 105 110 

agt gat ccc aag tac eta aga gag ttc cag ctg ace etc cag ccc ggg 384 
Ser Asp Pro Lys Tyr Leu Arg Glu Phe Gin Leu Thr Leu Gin Pro Gly 
115 120 125 

ttt tgg aag etc cca cat gee tgg ate cac act gat gee tec ttg gtg 432 
Phe Trp Lys Leu Pro His Ala Trp He His Thr Asp Ala Ser Leu Val 
130 135 140 

tac ccc acg ttc ggg ccc cag gac tea ttc tea gag gag aga agt gac 480 
Tyr Pro Thr Phe Gly Pro Gin Asp Ser Phe Ser Glu Glu Arg Ser Asp 
145 150 155 ~ 160 

gtg tgc ctg gtg cag ctg ctg gga acc ggg acg gac age age gag ccc 528 
Val Cys Leu Val Gin Leu Leu Gly Thr Gly Thr Asp Ser Ser Glu Pro 

165 170 175 

tgc ggc etc tea gac etc tgc agg age etc atg acc aag ccc ggc tgc 576 
Cys Gly Leu Ser Asp Leu Cys Arg Ser Leu Met Thr Lys Pro Gly Cys 
180 185 190 

tea ggc tac tgc ctg tec cac caa ctg etc ttc ttc etc tgg gee aga 624 
Ser Gly Tyr Cys Leu Ser His Gin Leu Leu Phe Phe Leu Trp Ala Arg 
195 200 205 

atg agg gga tgc aca cag gga cca etc caa cag age cag gac tat ate 672 
Met Arg Gly Cys Thr Gin Gly Pro Leu Gin Gin Ser Gin Asp Tyr He 
210 215 220 
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aac etc ttc tgc gec aac atg atg gac ttg aac cgc aga get gag gec 720 
Asn Leu Phe Cys Ala Asn Met Met Asp Leu Asn Arg Arg Ala Glu Ala 
225 230 235 " 240 

ate gga tac gee tac cct ace egg gac ate ttc atg gaa aac ate atg 768 
He Gly Tyr Ala Tyr Pro Thr Arg Asp He Phe Met Glu Asn He Met 
245 250 255 

ttc tgt gga atg gge ggc ttc tec gac ttc tac aag etc egg tgg ctg 816 
Phe Cys Gly Met Gly Gly Phe Ser Asp Phe Tyr Lys Leu Arg Trp Leu 
260 265 270 

gag gee att etc age tgg cag aaa cag cag gaa gga tgc ttc ggg gag 864 
Glu Ala He Leu Ser Trp Gin Lys Gin Gin Glu Gly Cys Phe Gly Glu 
275 280 285 

cct gat get gaa gat gaa gaa tea tct aaa get att caa tat cag cag 912 
Pro Asp Ala Glu Asp Glu Glu Ser Ser Lys Ala lie Gin Tyr Gin Gin 
290 295 300 

cat ttt teg agg aga gtg aag agg cga gaa aaa caa ttt cca gat ggc 960 
His Phe Ser Arg Arg Val Lys Arg Arg Glu Lys Gin Phe Pro Asp Gly 
305 310 315 320 

tgc tec tec cac aac aca gec aca gca gtg gca gee ctg ggt ggc ttc 1008 
Cys Ser Ser His Asn Thr Ala Thr Ala Val Ala Ala Leu Gly Gly Phe 
325 330 335 

eta tac ate ctg gca gaa tac ccc cca gca aac aga gag cca cac cca 1056 
Leu Tyr He Leu Ala Glu Tyr Pro Pro Ala Asn Arg Glu Pro His Pro 
340 345 350 

tec aca ccg cca cca cca age age cgc tga 1086 
Ser Thr Pro Pro Pro Pro Ser Ser Arg * 
355 360 



<210> 316 
<211> 361 
<212> PRT 
<213> Homo sapiens 



<400> 316 
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Met Ala Ser Leu Gly Leu Leu Leu Leu Leu Leu Leu Thr Ala Leu Pro 
15 10 15 

Pro Leu Trp Ser Ser Ser Leu Pro Gly Leu Asp Thr Ala Glu Ser Lys 

20 25 30 

Ala Thr He Ala Asp Leu He Leu Ser Ala Leu Glu Arg Ala Thr Val 

35 40 45 

Phe Leu Glu Gin Arg Leu Pro Glu He Asn Leu Asp Gly Met Val Gly 

50 55 60 

Val Arg Val Leu Glu Glu Gin Leu Lys Ser Val Arg Glu Lys Trp Ala 
65 70 75 80 

Gin Glu Pro Leu Leu Gin Pro Leu Ser Leu Arg Val Gly Met Leu Gly 

85 90 95 

Glu Lys Leu Glu Ala Ala He Gin Arg Ser Leu His Tyr Leu Lys Leu 

100 105 HO 

Ser Asp Pro Lys Tyr Leu Arg Glu Phe Gin Leu Thr Leu Gin Pro Gly 

115 120 125 

Phe Trp Lys Leu Pro His Ala Trp He His Thr Asp Ala Ser Leu Val 

130 135 140 

Tyr Pro Thr Phe Gly Pro Gin Asp Ser Phe Ser Glu Glu Arg Ser Asp 
145 150 155 " 160 

Val Cys Leu Val Gin Leu Leu Gly Thr Gly Thr Asp Ser Ser Glu Pro 

165 170 175 

Cys Gly Leu Ser Asp Leu Cys Arg Ser Leu Met Thr Lys Pro Gly Cys 

180 185 190 

Ser Gly Tyr Cys Leu Ser His Gin Leu Leu Phe Phe Leu Trp Ala Arg 

195 200 205 

Met Arg Gly Cys Thr Gin Gly Pro Leu Gin Gin Ser Gin Asp Tyr He 

210 215 220 

Asn Leu Phe Cys Ala Asn Met Met Asp Leu Asn Arg Arg Ala Glu Ala 
225 230 235 240 

He Gly Tyr Ala Tyr Pro Thr Arg Asp He Phe Met Glu Asn He Met 

245 250 255 

Phe Cys Gly Met Gly Gly Phe Ser Asp Phe Tyr Lys Leu Arg Trp Leu 

260 265 270 

Glu Ala He Leu Ser Trp Gin Lys Gin Gin Glu Gly Cys Phe Gly Glu 

275 280 285 

Pro Asp Ala Glu Asp Glu Glu Ser Ser Lys Ala He Gin Tyr Gin Gin 

290 295 300 

His Phe Ser Arg Arg Val Lys Arg Arg Glu Lys Gin Phe Pro Asp Gly 
305 310 315 320 

Cys Ser Ser His Asn Thr Ala Thr Ala Val Ala Ala Leu Gly Gly Phe 

325 330 335 

Leu Tyr He Leu Ala Glu Tyr Pro Pro Ala Asn Arg Glu Pro His Pro 
340 345 350 
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Ser Thr Pro Pro Pro Pro Ser Ser Arg 
355 360 

<210> 317 
<211> 1440 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (1). . .(1440) 

<221> misc_feature 
<222> (1)...(1440) 
<223> n = A.T.C or G 

<400> 317 

atg gcg gtc etc gga gta cag ctg gtg gtg acc ctg etc act gec acc 48 

Met Ala Val Leu Gly Val Gin Leu Val Val Thr Leu Leu Thr Ala Thr 

15 10 15 

etc atg cac agg ctg gcg cca cac tgc tec ttc gcg cgc tgg ctg etc 96 
Leu Met His Arg Leu Ala Pro His Cys Ser Phe Ala Arg Trp Leu Leu 
20 25 30 

tgt aac ggc agt ttg ttc cga tac aag cac ccg tct gag gag gag ctt 144 
Cys Asn Gly Ser Leu Phe Arg Tyr Lys His Pro Ser Glu Glu Glu Leu 
35 40 45 

egg gee ctg gcg ggg aag ccg agg ccc aga ggc agg aaa gag egg tgg 192 
Arg Ala Leu Ala Gly Lys Pro Arg Pro Arg Gly Arg Lys Glu Arg Trp 
50 55 60 

gee aat ggc ctt agt gag gag aag cca ctg tct gtg ccc cga gat gee 240 
Ala Asn Gly Leu Ser Glu Glu Lys Pro Leu Ser Val Pro Arg Asp Ala 
65 70 75 80 

ccg ttc cag ctg gag acc tgc ccc etc acg acc gtg gat gec ctg gtc 288 
Pro Phe Gin Leu Glu Thr Cys Pro Leu Thr Thr Val Asp Ala Leu Val 

85 90 95 



ctg cgc ttc ttc ctg gag tac cag tgg ttt gtg gac ttt get gtg tac 
Leu Arg Phe Phe Leu Glu Tyr Gin Trp Phe Val Asp Phe Ala Val Tyr 
100 105 110 



336 
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teg ggc ggc gtg tac etc ttc aca gag gee tac tac tac atg ctg gga 384 
Ser Gly Gly Val Tyr Leu Phe Thr Glu Ala Tyr Tyr Tyr Met Leu Gly 
115 120 125 

cca gec aag gag act aac att get gtg ttc tgg tgc ctg etc acg gtg 432 
Pro Ala Lys Glu Thr Asn He Ala Val Phe Trp Cys Leu Leu Thr Val 
130 135 140 

ace ttc tec ate aag atg ttc ctg aca gtg aca egg ctg tac ttc age 480 
Thr Phe Ser He Lys Met Phe Leu Thr Val Thr Arg Leu Tyr Phe Ser 
145 150 155 160 

gee gag gag ggg ggt gag cgc tct gtc tgc etc ace ttt gee ttc etc 528 
Ala Glu Glu Gly Gly Glu Arg Ser Val Cys Leu Thr Phe Ala Phe Leu 
165 170 175 

ttc ctg ctg ctg gee atg ctg gtg caa gtg gtg egg gag gag ace etc 576 
Phe Leu Leu Leu Ala Met Leu Val Gin Val Val Arg Glu Glu Thr Leu 
180 185 190 

gag ctg ggc ctg gag cct ggt ctg gee age atg acc cag aac tta gag 624 
Glu Leu Gly Leu Glu Pro Gly Leu Ala Ser Met Thr Gin Asn Leu Glu 
195 200 205 

cca ctt ctg aag aag cag ggc tgg gac tgg gcg ctt cct gtg gee aag 672 
Pro Leu Leu Lys Lys Gin Gly Trp Asp Trp Ala Leu Pro Val Ala Lys 
210 215 220 

ctg get ate cgc gtg gga ctg gca gtg gtg ggc tct gtg ctg ggt gee 720 
Leu Ala He Arg Val Gly Leu Ala Val Val Gly Ser Val Leu Gly Ala 
225 230 235 240 

ttc etc acc ttc cca ggc ctg egg ctg gee cag acc cac egg gac gca 768 
Phe Leu Thr Phe Pro Gly Leu Arg Leu Ala Gin Thr His Arg Asp Ala 
245 250 255 

ctg acc atg teg gag gac aga ccc atg ctg cag ttc etc ctg cac acc 816 
Leu Thr Met Ser Glu Asp Arg Pro Met Leu Gin Phe Leu Leu His Thr 
260 265 270 

age ttc ctg tct ccc ctg ttc ate ctg tgg etc tgg aca aag ccc att 864 
Ser Phe Leu Ser Pro Leu Phe He Leu Trp Leu Trp Thr Lys Pro He 
275 280 285 
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gca egg gac ttc ctg cac cag ccg ccg ttt ggg gag acg cgt ttc tec 912 
Ala Arg Asp Phe Leu His Gin Pro Pro Phe Gly Glu Thr Arg Phe Ser 
290 295 300 

ctg ctg tec gat tct gee ttc gac tct ggg cgc etc tgg ttg ctg gtg 960 
Leu Leu Ser Asp Ser Ala Phe Asp Ser Gly Arg Leu Trp Leu Leu Val 
305 310 315 ' 320 

gtg ctg tgc ctg ctg egg ctg gcg gtg acc egg ccc cac ctg cag gee 1008 
Val Leu Cys Leu Leu Arg Leu Ala Val Thr Arg Pro His Leu Gin Ala 
325 330 335 

tac ctg tgc ctg gee aag gee egg gtg gag cag ctg cga agg gag get 1056 
Tyr Leu Cys Leu Ala Lys Ala Arg Val Glu Gin Leu Arg Arg Glu Ala 
340 345 350 

ggc cgc ate gaa gee cgt gaa ate cag cag agg gtg gtc cga gtc tac 1104 
Gly Arg He Glu Ala Arg Glu He Gin Gin Arg Val Val Arg Val Tyr 
355 360 365 

tgc tat gtg acc gtg gtg age ttg cag tac ctg acg ccg etc ate etc 1152 
Cys Tyr Val Thr Val Val Ser Leu Gin Tyr Leu Thr Pro Leu He Leu 
370 375 380 

acc etc aac tgc aca ctt ctg etc aag acg ctg gga ggc tat tec tgg 1200 
Thr Leu Asn Cys Thr Leu Leu Leu Lys Thr Leu Gly Gly Tyr Ser Trp 
385 390 395 " 400 

ggc ctg ggc cca get cct eta eta tec ccc gac cca tec tea gee age 1248 
Gly Leu Gly Pro Ala Pro Leu Leu Ser Pro Asp Pro Ser Ser Ala Ser 
405 410 415 

get gee ccc ate ggc tct ggg gag gac gaa gtc nag cag act gca gcg 1296 
Ala Ala Pro He Gly Ser Gly Glu Asp Glu Val Xaa Gin Thr Ala Ala 
420 425 430 

egg att gee ggg gee ctg ggt ggc ctg ctt act ccc etc ttc etc cgt 1344 
Arg He Ala Gly Ala Leu Gly Gly Leu Leu Thr Pro Leu Phe Leu Arg 
435 440 445 

ggc gtc ctg gee tac etc ate tgg tgg acg get gee tgc cag ctg etc 1392 
Gly Val Leu Ala Tyr Leu He Trp Trp Thr Ala Ala Cys Gin Leu Leu 
450 455 460 
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gcc age ctt ttc ggc etc tac ttc cac cag cac ttg gca ggc tec tag 1440 
Ala Ser Leu Phe Gly Leu Tyr Phe His Gin His Leu Ala Gly Ser * 
465 470 475 



<210> 318 
<211> 479 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (D...C479) 

<223> Xaa = Any Amino Acid 

<400> 318 

Met Ala Val Leu Gly Val Gin Leu Val Val Thr Leu Leu Thr Ala Thr 
15 10 15 

Leu Met His Arg Leu Ala Pro His Cys Ser Phe Ala Arg Trp Leu Leu 

20 25 30 

Cys Asn Gly Ser Leu Phe Arg Tyr Lys His Pro Ser Glu Glu Glu Leu 

35 40 45 

Arg Ala Leu Ala Gly Lys Pro Arg Pro Arg Gly Arg Lys Glu Arg Trp 

50 55 60 

Ala Asn Gly Leu Ser Glu Glu Lys Pro Leu Ser Val Pro Arg Asp Ala 
65 70 75 80 

Pro Phe Gin Leu Glu Thr Cys Pro Leu Thr Thr Val Asp Ala Leu Val 

85 90 95 

Leu Arg Phe Phe Leu Glu Tyr Gin Trp Phe Val Asp Phe Ala Val Tyr 

100 105 110 

Ser Gly Gly Val Tyr Leu Phe Thr Glu Ala Tyr Tyr Tyr Met Leu Gly 

115 120 125 

Pro Ala Lys Glu Thr Asn He Ala Val Phe Trp Cys Leu Leu Thr Val 

130 135 140 

Thr Phe Ser He Lys Met Phe Leu Thr Val Thr Arg Leu Tyr Phe Ser 
145 150 155 160 

Ala Glu Glu Gly Gly Glu Arg Ser Val Cys Leu Thr Phe Ala Phe Leu 

165 170 175 

Phe Leu Leu Leu Ala Met Leu Val Gin Val Val Arg Glu Glu Thr Leu 

180 185 190 

Glu Leu Gly Leu Glu Pro Gly Leu Ala Ser Met Thr Gin Asn Leu Glu 

195 200 205 

Pro Leu Leu Lys Lys Gin Gly Trp Asp Trp Ala Leu Pro Val Ala Lys 



WO 01/29221 



PCT/US00/29052 



467 



210 215 • 220 

Leu Ala He Arg Val Gly Leu Ala Val Val Gly Ser Val Leu Gly Ala 
225 230 235 240 

Phe Leu Thr Phe Pro Gly Leu Arg Leu Ala Gin Thr His Arg Asp Ala 

245 250 255 

Leu Thr Met Ser Glu Asp Arg Pro Met Leu Gin Phe Leu Leu His Thr 

260 265 270 

Ser Phe Leu Ser Pro Leu Phe He Leu Trp Leu Trp Thr Lys Pro He 

275 280 285 

Ala Arg Asp Phe Leu His Gin Pro Pro Phe Gly Glu Thr Arg Phe Ser 

290 295 300 

Leu Leu Ser Asp Ser Ala Phe Asp Ser Gly Arg Leu Trp Leu Leu Val 
305 310 315 320 

Val Leu Cys Leu Leu Arg Leu Ala Val Thr Arg Pro His Leu Gin Ala 

325 330 335 

Tyr Leu Cys Leu Ala Lys Ala Arg Val Glu Gin Leu Arg Arg Glu Ala 

340 345 350 

Gly Arg He Glu Ala Arg Glu He Gin Gin Arg Val Val Arg Val Tyr 

355 360 365 

Cys Tyr Val Thr Val Val Ser Leu Gin Tyr Leu Thr Pro Leu He Leu 

370 375 380 

Thr Leu Asn Cys Thr Leu Leu Leu Lys Thr Leu Gly Gly Tyr Ser Trp 
385 390 395 400 

Gly Leu Gly Pro Ala Pro Leu Leu Ser Pro Asp Pro Ser Ser Ala Ser 

405 410 415 

Ala Ala Pro He Gly Ser Gly Glu Asp Glu Val Xaa Gin Thr Ala Ala 

420 425 430 

Arg He Ala Gly Ala Leu Gly Gly Leu Leu Thr Pro Leu Phe Leu Arg 

435 440 445 

Gly Val Leu Ala Tyr Leu He Trp Trp Thr Ala Ala Cys Gin Leu Leu 

450 455 460 

Ala Ser Leu Phe Gly Leu Tyr Phe His Gin His Leu Ala Gly Ser 
465 470 475 



<210> 319 
<211> 333 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(333) 



<400> 319 
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atg get get tea tea tea tec tec tea get ggt ggg gtc agt gga agt 
Met Ala Ala Ser Ser Ser Ser Ser Ser Ala Gly Gly Val Ser Gly Ser 
15 10 15 

tct gtc act gga tct ggt ttc agt gtc tea gac ctt gec cca cca egg 
Ser Val Thr Gly Ser Gly Phe Ser Val Ser Asp Leu Ala Pro Pro Arg 
20 25 30 

aaa gec ctt ttc ace tac ccc aaa gga get gga gag atg tta gaa gat 
Lys Ala Leu Phe Thr Tyr Pro Lys Gly Ala Gly Glu Met Leu Glu Asp 
35 40 45 

ggc tct gag aga ttc etc tgc gaa tct gtt ttt age tat caa gtg gca 
Gly Ser Glu Arg Phe Leu Cys Glu Ser Val Phe Ser Tyr Gin Val Ala 
50 55 60 

tec acg ctt aaa cag gtg aaa cat gat cag caa gtt get egg atg gaa 
Ser Thr Leu Lys Gin Val Lys His Asp Gin Gin Val Ala Arg Met Glu 
65 70 75 ~ 80 

aaa eta get ggt ttg gta gaa gag ctg gag get gac gag tgg egg ttt 
Lys Leu Ala Gly Leu Val Glu Glu Leu Glu Ala Asp Glu Trp Arg Phe 

85 90 95 

aag ccc ate gag cag ctg ctg gga ttc acc ccc tct tea ggt tga 
Lys Pro He Glu Gin Leu Leu Gly Phe Thr Pro Ser Ser Gly * 
100 105 110 



48 



96 



144 



192 



240 



288 



333 



<210> 320 
<211> 110 
<212> PRT 

<213> Homo sapiens 
<400> 320 

Met Ala Ala Ser Ser Ser Ser Ser Ser Ala Gly Gly Val Ser Gly Ser 
15 10 15 

Ser Val Thr Gly Ser Gly Phe Ser Val Ser Asp Leu Ala Pro Pro Arg 

20 ^ 25 30 

Lys Ala Leu Phe Thr Tyr Pro Lys Gly Ala Gly Glu Met Leu Glu Asp 

35 40 45 

Gly Ser Glu Arg Phe Leu Cys Glu Ser Val Phe Ser Tyr Gin Val Ala 

50 55 60 

Ser Thr. Leu Lys Gin Val Lys His Asp Gin Gin Val Ala Arg Met Glu 
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65 70 75 80 

Lys Leu Ala Gly Leu Val Glu Glu Leu Glu Ala Asp Glu Trp Arg Phe 

85 90 95 

Lys Pro He Glu Gin Leu Leu Gly Phe Thr Pro Ser Ser Gly 
100 105 no 

<210> 321 
<211> 1383 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (1). ..(1383) 

<221> misc_feature 
<222> (1). ..(1383) 
<223> n = A.T.C or G 

<400> 321 

atg ctt tgt ctg gca get ctt cat ggc atg gng gec ttg gta ggc tct 48 
Met Leu Cys Leu Ala Ala Leu His Gly Met Xaa Ala Leu Val Gly Ser 
15 10 15 

gaa ggg gat gta atg cag ctg aaa tea gaa gec ate cag ace tct cat 96 
Glu Gly Asp Val Met Gin Leu Lys Ser Glu Ala He Gin Thr Ser His 
20 25 30 

ttt caa ggc aga ctt aat gaa gtc att aga ace tta act cag gtc att 144 
Phe Gin Gly Arg Leu Asn Glu Val lie Arg Thr Leu Thr Gin Val He 
35 40 45 

agt gtc tct ggg gtg att ggt etc cag tea aat gca gtc tgg ctt ctt 192 
Ser Val Ser Gly Val He Gly Leu Gin Ser Asn Ala Val Trp Leu Leu 
50 55 60 

gga cat ctt cat eta tct act eta tec tea agt caa agt aga gee tct 240 
Gly His Leu His Leu Ser Thr Leu Ser Ser Ser Gin Ser Arg Ala Ser 
65 70 75 80 

gtt cct act gac tat age tac ttg cct gaa age agt ttt att gga gca 288 
Val Pro Thr Asp Tyr Ser Tyr Leu Pro Glu Ser Ser Phe He Gly Ala 

85 90 95 
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get att ggc ttc ttc att aca gga gga aaa aaa ggt cct gaa tct gtg 336 

Ala He Gly Phe Phe He Thr Gly Gly Lys Lys Gly Pro Glu Ser Val 
100 105 110 

cct cct tec ctt ctt aaa gta gtg atg aaa ccc ata gca act gtt gga 384 
Pro Pro Ser Leu Leu Lys Val Val Met Lys Pro He Ala Thr Val Gly 
115 120 125 

gaa age tac caa tat cct cct gtg aac tgg get gca ctt etc tct cca 432 
Glu Ser Tyr Gin Tyr Pro Pro Val Asn Trp Ala Ala Leu Leu Ser Pro 
130 135 140 

ctt atg agg eta aat ttt ggt gaa gag ate cag caa ctg tgc ctt gaa 480 
Leu Met Arg Leu Asn Phe Gly Glu Glu He Gin Gin Leu Cys Leu Glu 
145 150 155 160 

att atg gtg ace cag gca cag tea tec cag aat gca get gca eta ttg 528 
He Met Val Thr Gin Ala Gin Ser Ser Gin Asn Ala Ala Ala Leu Leu 
165 170 175 

ggc ttg tgg gtg aca cca cca ctg ate cac agt ctg agt ctg aat ace 576 
Gly Leu Trp Val Thr Pro Pro Leu He His Ser Leu Ser Leu Asn Thr 
180 185 190 

aag aga tat etc ctg ata tct gca cct ctg tgg ata aaa cac ate tct 624 
Lys Arg Tyr Leu Leu He Ser Ala Pro Leu Trp He Lys His He Ser 
195 200 205 

gat gaa cag ate ctg ggt ttt gtt gaa aat tta atg gtg gca gtt ttt 672 
Asp Glu Gin He Leu Gly Phe Val Glu Asn Leu Met Val Ala Val Phe 
210 215 220 

aaa gca get tec cca ctt gga agt cct gag eta tgc cca agt get tta 720 
Lys Ala Ala Ser Pro Leu Gly Ser Pro Glu Leu Cys Pro Ser Ala Leu 
225 230 235 240 

cac ggt ctg age cag gee atg aaa ctg ccc age cct gec cac cac etc 768 
His Gly Leu Ser Gin Ala Met Lys Leu Pro Ser Pro Ala His His Leu 
245 250 255 

tgg agt ctg etc tct gaa get act ggg aaa att ttt gac etc ctg cca 816 
Trp Ser Leu Leu Ser Glu Ala Thr Gly Lys He Phe Asp Leu Leu Pro 
260 265 270 
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aat aag att egg aga aag gat eta gag ctg tat ate age ata gca aaa 864 
Asn Lys He Arg Arg Lys Asp Leu Glu Leu Tyr He Ser He Ala Lys 
275 280 285 

tgc etc tta gaa atg aca gat gat gat gee aat egg ate gee cag gtt 912 
Cys Leu Leu Glu Met Thr Asp Asp Asp Ala Asn Arg lie Ala Gin Val 
290 295 300 

act aag age aac ata gaa aaa get gee ttt gtc aaa ctg tac tta gtc 960 
Thr Lys Ser Asn He Glu Lys Ala Ala Phe Val Lys Leu Tyr Leu Val 
305 310 315 320 

tct caa gga cga ttc ccc ttg gtg aac ctg ace gat atg ctg aga ttt 1008 
Ser Gin Gly Arg Phe Pro Leu Val Asn Leu Thr Asp Met Leu Arg Phe 
325 330 335 

gca acc gca gtg gtt gca tgg get gac cac act gee cct etc etc etc 1056 
Ala Thr Ala Val Val Ala Trp Ala Asp His Thr Ala Pro Leu Leu Leu 
340 345 350 

ggc etc agt gec agt tgg ttg cca tgg cat cag gag aat ggc ccg get 1104 
Gly Leu Ser Ala Ser Trp Leu Pro Trp His Gin Glu Asn Gly Pro Ala 
355 360 365 

ggg cca gta cca age ttc ctt ggc agg agt cca atg cac agg gtc act 1152 
Gly Pro Val Pro Ser Phe Leu Gly Arg Ser Pro Met His Arg Val Thr 
370 375 380 

ctg cag gag gtt etc act etc ctt ccc aat age atg get ctg ctg ctg 1200 
Leu Gin Glu Val Leu Thr Leu Leu Pro Asn Ser Met Ala Leu Leu Leu 
385 390 395 400 

cag aaa gag cca tgg aag gaa cag acc cag aag ttc att gac tgg eta 1248 
Gin Lys Glu Pro Trp Lys Glu Gin Thr Gin Lys Phe He Asp Trp Leu 
405 410 415 

ttc age ate atg gaa age cct aaa gaa gee etc tea gca cag tec agg 1296 
Phe Ser He Met Glu Ser Pro Lys Glu Ala Leu Ser Ala Gin Ser Arg 
420 425 430 

gat ctt ttg aaa gee acc ctg ctg tec ttg aga gtt etc cca gag ttt 1344 
Asp Leu Leu Lys Ala Thr Leu Leu Ser Leu Arg Val Leu Pro Glu Phe 
435 440 445 
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aag aag aaa get gta tgg acc aga gca tat ggt tgg tga 1383 
Lys Lys Lys Ala Val Trp Thr Arg Ala Tyr Gly Trp * 
450 455 460 



<210> 322 
<211> 460 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (1)...(460) 

<223> Xaa = Any Amino Acid 

<400> 322 

Met Leu Cys Leu Ala Ala Leu His Gly Met Xaa Ala Leu Val Gly Ser 
15 10 15 

. Glu Gly Asp Val Met Gin Leu Lys Ser Glu Ala He Gin Thr Ser His 
20 25 30 

Phe Gin Gly Arg Leu Asn Glu Val He Arg Thr Leu Thr Gin Val He 

35 40 45 

Ser Val Ser Gly Val He Gly Leu Gin Ser Asn Ala Val Trp Leu Leu 

50 55 60 

Gly His Leu His Leu Ser Thr Leu Ser Ser Ser Gin Ser Arg Ala Ser 
65 70 75 80 

Val Pro Thr Asp Tyr Ser Tyr Leu Pro Glu Ser Ser Phe He Gly Ala 

85 90 95 

Ala He Gly Phe Phe He Thr Gly Gly Lys Lys Gly Pro Glu Ser Val 

100 105 110 

Pro Pro Ser Leu Leu Lys Val Val Met Lys Pro He Ala Thr Val Gly 

115 120 125 

Glu Ser Tyr Gin Tyr Pro Pro Val Asn Trp Ala Ala Leu Leu Ser Pro 

130 135 140 

Leu Met Arg Leu Asn Phe Gly Glu Glu He Gin Gin Leu Cys Leu Glu 
145 150 155 160 

He Met Val Thr Gin Ala Gin Ser Ser Gin Asn Ala Ala Ala Leu Leu 

165 170 175 

Gly Leu Trp Val Thr Pro Pro Leu He His Ser Leu Ser Leu Asn Thr 

180 185 190 

Lys Arg Tyr Leu Leu He Ser Ala Pro Leu Trp He Lys His He Ser 

195 200 205 

Asp Glu Gin He Leu Gly Phe Val Glu Asn Leu Met Val Ala Val Phe 
210 .215 220 
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Lys Ala Ala Ser Pro Leu Gly Ser Pro Glu Leu Cys Pro Ser Ala Leu 
225 230 235 240 

His Gly Leu Ser Gin Ala Met Lys Leu Pro Ser Pro Ala His His Leu 

245 250 255 

Trp Ser Leu Leu Ser Glu Ala Thr Gly Lys He Phe Asp Leu Leu Pro 

260 265 270 

Asn Lys He Arg Arg Lys Asp Leu Glu Leu Tyr He Ser He Ala Lys 

275 280 285 

Cys Leu Leu Glu Met Thr Asp Asp Asp Ala Asn Arg He Ala Gin Val 

290 295 300 

Thr Lys Ser Asn He Glu Lys Ala Ala Phe Val Lys Leu Tyr Leu Val 
305 310 315 320 

Ser Gin Gly Arg Phe Pro Leu Val Asn Leu Thr Asp Met Leu Arg Phe 

325 330 335 

Ala Thr Ala Val Val Ala Trp Ala Asp His Thr Ala Pro Leu Leu Leu 

340 345 350 

Gly Leu Ser Ala Ser Trp Leu Pro Trp His Gin Glu Asn Gly Pro Ala 

355 360 365 

Gly Pro Val Pro Ser Phe Leu Gly Arg Ser Pro Met His Arg Val Thr 

370 375 380 

Leu Gin Glu Val Leu Thr Leu Leu Pro Asn Ser Met Ala Leu Leu Leu 
385 390 395 400 

Gin Lys Glu Pro Trp Lys Glu Gin Thr Gin Lys Phe He Asp Trp Leu 

405 410 415 

Phe Ser He Met Glu Ser Pro Lys Glu Ala Leu Ser Ala Gin Ser Arg 

420 425 430 

Asp Leu Leu Lys Ala Thr Leu Leu Ser Leu Arg Val Leu Pro Glu Phe 

435 440 445 . 

Lys Lys Lys Ala Val Trp Thr Arg Ala Tyr Gly Trp 
450 455 460 

<210> 323 
<211> 1596 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (1). . .(1596) • 

<221> misc_feature 
<222> (1)...(1596) 
<223> n = A.T.C or G 
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<400> 323 

atg ctt tgt ctg gca get ctt cat ggc atg gng gec ttg gta ggc tct 48 
Met Leu Cys Leu Ala Ala Leu His Gly Met Xaa Ala Leu Val Gly Ser 
15 10 15 

gaa ggg gat gta atg cag ctg aaa tea gaa gee ate cag ace tct cat 96 
Glu Gly Asp Val Met Gin Leu Lys Ser Glu Ala He Gin Thr Ser His 
20 25 30 

ttt caa ggc aga ctt aat gaa gtc att aga acc tta act cag gtc att 144 
Phe Gin Gly Arg Leu Asn Glu Val He Arg Thr Leu Thr Gin Val He 
35 40 45 

agt gtc tct ggg gtg att ggt etc cag tea aat gca gtc tgg ctt ctt 192 
Ser Val Ser Gly Val He Gly Leu Gin Ser Asn Ala Val Trp Leu Leu 
50 55 60 

gga cat ctt cat eta tct act eta tec tea agt caa agt aga gec tct 240 
Gly His Leu His Leu Ser Thr Leu Ser Ser Ser Gin Ser Arg Ala Ser 
65 70 75 " 80 

gtt cct act gac tat age tac ttg cct gaa age agt ttt att gga gca 288 
Val Pro Thr Asp Tyr Ser Tyr Leu Pro Glu Ser Ser Phe He Gly Ala 

85 90 95 

get att ggc ttc ttc att aca gga gga aaa aaa ggt cct gaa tct gtg 336 
Ala He Gly Phe Phe He Thr Gly Gly Lys Lys Gly Pro Glu Ser Val 
100 105 HO 

cct cct tec ctt ctt aaa gta gtg atg aaa ccc ata gca act gtt gga 384 
Pro Pro Ser Leu Leu Lys Val Val Met Lys Pro He Ala Thr Val Gly 
115 120 125 

gaa age tac caa tat cct cct gtg aac tgg get gca ctt etc tct cca 432 
Glu Ser Tyr Gin Tyr Pro Pro Val Asn Trp Ala Ala Leu Leu Ser Pro 
130 135 140 

ctt atg agg eta aat ttt ggt gaa gag ate cag caa ctg tgc ctt gaa 480 
Leu Met Arg Leu Asn Phe Gly Glu Glu He Gin Gin Leu Cys Leu Glu 
145 150 155 " 160 

att atg gtg acc cag gca cag tea tec cag aat gca get gca eta ttg 528 
He Met Val Thr Gin Ala Gin Ser Ser Gin Asn Ala Ala Ala Leu Leu 
165 170 175 
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ggc ttg tgg gtg aca cca cca ctg ate cac agt ctg agt ctg aat acc 576 
Gly Leu Trp Val Thr Pro Pro Leu He His Ser Leu Ser Leu Asn Thr 
180 185 190 

aag aga tat etc ctg ata tct gca cct ctg tgg ata aaa cac ate tct 624 
Lys Arg Tyr Leu Leu He Ser Ala Pro Leu Trp He Lys His He Ser 
195 200 205 

gat gaa cag ate ctg ggt ttt gtt gaa aat tta atg gtg gca gtt ttt 672 
Asp Glu Gin He Leu Gly Phe Val Glu Asn Leu Met Val Ala Val Phe 
210 215 220 

aaa gca get tec cca ctt gga agt cct gag eta tgc cca agt get tta 720 
Lys Ala Ala Ser Pro Leu Gly Ser Pro Glu Leu Cys Pro Ser Ala Leu 
225 230 235 240 

cac ggt ctg age cag gee atg aaa ctg ccc age cct gec cac cac etc 768 
His Gly Leu Ser Gin Ala Met Lys Leu Pro Ser Pro Ala His His Leu 
245 250 255 

tgg agt ctg etc tct gaa get act ggg aaa att ttt gac etc ctg cca 816 
Trp Ser Leu Leu Ser Glu Ala Thr Gly Lys He Phe Asp Leu Leu Pro 
260 265 270 

aat aag att egg aga aag gat eta gag ctg tat ate age ata gca aaa 864 
Asn Lys He Arg Arg Lys Asp Leu Glu Leu Tyr He Ser He Ala Lys 
275 280 285 

tgc etc tta gaa atg aca gat gat gat gee aat egg ate gee cag gtt 912 
Cys Leu Leu Glu Met Thr Asp Asp Asp Ala Asn Arg He Ala Gin Val 
290 295 300 

act aag age aac ata gaa aaa get gee ttt gtc aaa ctg tac tta gtc 960 
Thr Lys Ser Asn He Glu Lys Ala Ala Phe Val Lys Leu Tyr Leu Val 
305 310 315 320 

tct caa gga cga ttc ccc ttg gtg aac ctg acc gat atg ctg age gtt 1008 
Ser Gin Gly Arg Phe Pro Leu Val Asn Leu Thr Asp Met Leu Ser Val 
325 330 335 

get gtg cag cac cgt gag aaa gag gtg ttg gee tgg atg att ctg cac 1056 
Ala Val Gin His Arg Glu Lys Glu Val Leu Ala Trp Met He Leu His 
340 345 350 
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age tta tac cag gca egg att gtg age cat gee aat acg ggc gtt ttg 1104 
Ser Leu Tyr Gin Ala Arg He Val Ser His Ala Asn Thr Gly Val Leu 
355 360 365 

aag aga atg gag tgg etc ttg gaa ctg atg ggt tat att aga aat gtt 1152 
Lys Arg Met Glu Trp Leu Leu Glu Leu Met Gly Tyr He Arg Asn Val 
370 375 380 

get tac cag tea aca tec ttt cac aat acg get ctt gac gag get ttg 1200 
Ala Tyr Gin Ser Thr Ser Phe His Asn Thr Ala Leu Asp Glu Ala Leu 
385 390 395 400 

gac ttc ttc ttg ctg ata ttt gca ace gca gtg gtt gca tgg get gac 1248 
Asp Phe Phe Leu Leu He Phe Ala Thr Ala Val Val Ala Trp Ala Asp 
405 410 415 

cac act gee cct etc etc etc ggc etc agt gee agt tgg ttg cca tgg 1296 
His Thr Ala Pro Leu Leu Leu Gly Leu Ser Ala Ser Trp Leu Pro Trp 
420 425 430 

cat cag gag aat ggc ccg get ggg cca gta cca age ttc ctt ggc agg 1344 
His Gin Glu Asn Gly Pro Ala Gly Pro Val Pro Ser Phe Leu Gly Arg 
435 440 445 

agt cca atg cac agg gtc act ctg cag gag gtt etc act etc ctt ccc 1392 
Ser Pro Met His Arg Val Thr Leu Gin Glu Val Leu Thr Leu Leu Pro 
450 455 460 

aat age atg get ctg ctg ctg cag aaa gag cca tgg aag gaa cag ace 1440 
Asn Ser Met Ala Leu Leu Leu Gin Lys Glu Pro Trp Lys Glu Gin Thr 
465 470 475 480 

cag aag ttc att gac tgg eta ttc age ate atg gaa age cct aaa gaa 1488 
Gin Lys Phe He Asp Trp Leu Phe Ser He Met Glu Ser Pro Lys Glu 
485 490 495 

gee etc tea gca cag tec agg gat ctt ttg aaa gee ace ctg ctg tec 1536 
Ala Leu Ser Ala Gin Ser Arg Asp Leu Leu Lys Ala Thr Leu Leu Ser 
500 505 510 

ttg aga gtt etc cca gag ttt aag aag aaa get gta tgg acc aga gca 1584 
Leu Arg Val Leu Pro Glu Phe Lys Lys Lys Ala Val Trp Thr Arg Ala 
515 520 525 
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tat ggt tgg tga 1596 
Tyr Gly Trp * 
530 



<210> 324 
<211> 531 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (1)...(531) 

<223> Xaa = Any Amino Acid 

<400> 324 

Met Leu Cys Leu Ala Ala Leu His Gly Met Xaa Ala Leu Val Gly Ser 
15 10 15 

Glu Gly Asp Val Met Gin Leu Lys Ser Glu Ala He Gin Thr Ser His 

20 25 30 

Phe Gin Gly Arg Leu Asn Glu Val He Arg Thr Leu Thr Gin Val He 

35 40 45 

Ser Val Ser Gly Val He Gly Leu Gin Ser Asn Ala Val Trp Leu Leu 

50 55 60 

Gly His Leu His Leu Ser Thr Leu Ser Ser Ser Gin Ser Arg Ala Ser 
65 70 75 80 

Val Pro Thr Asp Tyr Ser Tyr Leu Pro Glu Ser Ser Phe He Gly Ala 

85 90 95 

Ala He Gly Phe Phe He Thr Gly Gly Lys Lys Gly Pro Glu Ser Val 

100 105 no 

Pro Pro Ser Leu Leu Lys Val Val Met Lys Pro He Ala Thr Val Gly 

115 120 125 

Glu Ser Tyr Gin Tyr Pro Pro Val Asn Trp Ala Ala Leu Leu Ser Pro 

130 135 140 

Leu Met Arg Leu Asn Phe Gly Glu Glu He Gin Gin Leu Cys Leu Glu 
145 150 155 160 

He Met Val Thr Gin Ala Gin Ser Ser Gin Asn Ala Ala Ala Leu Leu 

165 170 175 

Gly Leu Trp Val Thr Pro Pro Leu lie His Ser Leu Ser Leu Asn Thr 

180 185 190 

Lys Arg Tyr Leu Leu He Ser Ala Pro Leu Trp He Lys His He Ser 

195 200 205 

Asp Glu Gin He Leu Gly Phe Val Glu Asn Leu Met Val Ala Val Phe 
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210 215 220 

Lys Ala Ala Ser Pro Leu Gly Ser Pro Glu Leu Cys Pro Ser Ala Leu 
225 230 235 240 

His Gly Leu Ser Gin Ala Met Lys Leu Pro Ser Pro Ala His His Leu 

245 250 255 

Trp Ser Leu Leu Ser Glu Ala Thr Gly Lys He Phe Asp Leu Leu Pro 

260 265 270 

Asn Lys He Arg Arg Lys Asp Leu Glu Leu Tyr He Ser He Ala Lys 

275 280 285 

Cys Leu Leu Glu Met Thr Asp Asp Asp Ala Asn Arg lie Ala Gin Val 

290 295 300 

Thr Lys Ser Asn He Glu Lys Ala Ala Phe Val Lys Leu Tyr Leu Val 
305 310 315 . 320 

Ser Gin Gly Arg Phe Pro Leu Val Asn Leu Thr Asp Met Leu Ser Val 
325 330 335 . 

Ala Val Gin His Arg Glu Lys Glu Val Leu Ala Trp Met He Leu His 

340 345 350 

Ser Leu Tyr Gin Ala Arg He Val Ser His Ala Asn Thr Gly Val Leu 

355 360 365 

Lys Arg Met Glu Trp Leu Leu Glu Leu Met Gly Tyr He Arg Asn Val 

370 375 380 

Ala Tyr Gin Ser Thr Ser Phe His Asn Thr Ala Leu Asp Glu Ala Leu 
385 390 395 ' 400 

Asp Phe Phe Leu Leu He Phe Ala Thr Ala Val Val Ala Trp Ala Asp 

405 410 415 

His Thr Ala Pro Leu Leu Leu Gly Leu Ser Ala Ser Trp Leu Pro Trp 

420 425 430 

His Gin Glu Asn Gly Pro Ala Gly Pro Val Pro Ser Phe Leu Gly Arg 

435 440 445 

Ser Pro Met His Arg Val Thr Leu Gin Glu Val Leu Thr Leu Leu Pro 

450 455 460 

Asn Ser Met Ala Leu Leu Leu Gin Lys Glu Pro Trp Lys Glu Gin Thr 
465 470 475 ~ 480 

Gin Lys Phe He Asp Trp Leu Phe Ser He Met Glu Ser Pro Lys Glu 

485 490 495 

Ala Leu Ser Ala Gin Ser Arg Asp Leu Leu Lys Ala Thr Leu Leu Ser 

500 505 510 

Leu Arg Val Leu Pro Glu Phe Lys Lys Lys Ala Val Trp Thr Arg Ala 

515 520 525 

Tyr Gly Trp 
530 



<210> 325 
<211> 666 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(666) 

<400> 325 

atg gcc ggg act ggg ctg ctg gcg ctg egg acg ctg cca ggg ccc age 48 

Met Ala Gly Thr Gly Leu Leu Ala Leu Arg Thr Leu Pro Gly Pro Ser 
1 5 10 15 

tgg gtg cga ggc teg ggc cct tec gtg ctg age cgc ctg cag gac gcg 96 
Trp Val Arg Gly Ser Gly Pro Ser Val Leu Ser Arg Leu Gin Asp Ala 
20 25 30 

gcc gtg gtg egg cct ggc ttc ctg age acg gca gag gag gag acg ctg 144 
Ala Val Val Arg Pro Gly Phe Leu Ser Thr Ala Glu Glu Glu Thr Leu 
35 40 45 

age cga gaa ctg gag ccc gag ctg cgc cgc cgc cgc tac gaa tac gat 192 
Ser Arg Glu Leu Glu Pro Glu Leu Arg Arg Arg Arg Tyr Glu Tyr Asp 
50 55 60 

cac tgg gac gcg gcc ate cac ggc ttc cga gag aca gag aag teg cgc 240 
His Trp Asp Ala Ala He His Gly Phe Arg Glu Thr Glu Lys Ser Arg 
65 70 75 80 

tgg tea gaa gcc age egg gcc ate ctg cag cgc gtg cag gcg gcc gcc 288 
Trp Ser Glu Ala Ser Arg Ala He Leu Gin Arg Val Gin Ala Ala Ala 

85 90 95 

ttt ggc ccc ggc cag acc ctg etc tec tec gtg cac gtg ctg gac ctg 336 
Phe Gly Pro Gly Gin Thr Leu Leu Ser Ser Val His Val Leu Asp Leu 
100 105 110 

gaa gcc cgc ggc tac ate aag ccc cac gtg gac age ate aag ttc tgc 384 
Glu Ala Arg Gly Tyr He Lys Pro His Val Asp Ser He Lys Phe Cys 
115 120 125 

ggg gcc acc ate gcc ggc ctg tct etc ctg tct ccc age gtt atg egg 432 
Gly Ala Thr He Ala Gly Leu Ser Leu Leu Ser Pro Ser Val Met Arg 
130 135 140 
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ctg gtg cac acc cag gag ccg ggg gag tgg ctg gaa etc ttg ctg gag 480 

Leu Val His Thr Gin Glu Pro Gly Glu Trp Leu Glu Leu Leu Leu Glu 

145 150 155 160 

ccg ggc tec etc tac ate ctt agg ggc tea gee cgt tat gac ttc tec 528 
Pro Gly Ser Leu Tyr He Leu Arg Gly Ser Ala Arg Tyr Asp Phe Ser 
165 170 175 

cat gag ate ctt egg gat gaa gag tec ttc ttt ggg gaa cgc egg att 576 
His Glu He Leu Arg Asp Glu Glu Ser Phe Phe Gly Glu Arg Arg He 
180 185 ' 190 

ccc egg ggc egg cgc ate tec gtg ate tgc cgc tec etc cct gag ggc 624 
Pro Arg Gly Arg Arg He Ser Val He Cys Arg Ser Leu Pro Glu Gly 
195 200 205 

atg ggg cca ggg gag tct gga cag ccg ccc cca gec tgc tga 666 
Met Gly Pro Gly Glu Ser Gly Gin Pro Pro Pro Ala Cys * 
210 215 220 



<210> 326 
<211> 221 
<212> PRT 

<213> Homo sapiens 
<400> 326 

Met Ala Gly Thr Gly Leu Leu Ala Leu Arg Thr Leu Pro Gly Pro Ser 

1 5 10 15 

Trp Val Arg Gly Ser Gly Pro Ser Val Leu Ser Arg Leu Gin Asp Ala 

20 25 30 

Ala Val Val Arg Pro Gly Phe Leu Ser Thr Ala Glu Glu Glu Thr Leu 

35 40 45 

Ser Arg Glu Leu Glu Pro Glu Leu Arg Arg Arg Arg Tyr Glu Tyr Asp 

50 55 60 

His Trp Asp Ala Ala He His Gly Phe Arg Glu Thr Glu Lys Ser Arg 
65 70 75 80 

Trp Ser Glu Ala Ser Arg Ala He Leu Gin Arg Val Gin Ala Ala Ala 

85 90 95 

Phe Gly Pro Gly Gin Thr Leu Leu Ser Ser Val His Val Leu Asp Leu 

100 105 110 

Glu Ala Arg Gly Tyr He Lys Pro His Val Asp Ser He Lys Phe Cys 

115 120 125 

Gly Ala Thr He Ala Gly Leu Ser Leu Leu Ser Pro Ser Val Met Arg 
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130 135 140 

Leu Val His Thr Gin Glu Pro Gly Glu Trp.Leu Glu Leu Leu Leu Glu 
145 150 155 160 

Pro Gly Ser Leu Tyr He Leu Arg Gly Ser Ala Arg Tyr Asp Phe Ser 

165 170 175 

His Glu He Leu Arg Asp Glu Glu Ser Phe Phe Gly Glu Arg Arg He 

180 185 190 

Pro Arg Gly Arg Arg He Ser Val He Cys Arg Ser Leu Pro Glu Gly 

195 200 205 

Met Gly Pro Gly Glu Ser Gly Gin Pro Pro Pro Ala Cys 
210 215 220 

<210> 327 
<211> 294 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). ..(294) 

<400> 327 

atg get gaa aat agt gta tta aca tec act act ggg agg act age ttg 48 

Met Ala Glu Asn Ser Val Leu Thr Ser Thr Thr Gly Arg Thr Ser Leu 

1 5 10 15 

gca gac tct tec att ttt gat tct aaa gtt act gag att tec aag gaa 96 
Ala Asp Ser Ser He Phe Asp Ser Lys Val Thr Glu He Ser Lys Glu 
20 25 30 

aac tta ctt att gga tct act tea tat gta gaa gaa gag atg cct cag 144 
Asn Leu Leu He Gly Ser Thr Ser Tyr Val Glu Glu Glu Met Pro Gin 
35 40 45 

att gaa aca aga gtg ata ttg gtt caa gaa get gga aaa caa gaa gaa 192 
He Glu Thr Arg Val He Leu Val Gin Glu Ala Gly Lys Gin Glu Glu 
50 55 60 

ctt ata aaa gee tta aag gac att aaa gtg ggc ttt gta aag atg gag 240 
Leu He Lys Ala Leu Lys Asp He Lys Val Gly Phe Val Lys Met Glu 
65 70 75 80 

tea gtg gaa gaa ttt gaa ggt ttg gat tct ccg gaa ttt gaa atg tat 288 
Ser Val Glu Glu Phe Glu Gly Leu Asp Ser Pro Glu Phe Glu Met Tyr 
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482 
90 



95 



ttg tag 
Leu * 



294 



<210> 328 
<211> 97 
<212> PRT 
<213> Homo sapiens 

<400> 328 

Met Ala Glu Asn Ser Val Leu Thr Ser Thr Thr Gly Arg Thr Ser Leu 
1 5 10 15 

Ala Asp Ser Ser He Phe Asp Ser Lys Val Thr Glu He Ser Lys Glu 

20 25 30 

Asn Leu Leu He Gly Ser Thr Ser Tyr Val Glu Glu Glu Met Pro Gin 

35 40 45 

He Glu Thr Arg Val He Leu Val Gin Glu Ala Gly Lys Gin Glu Glu 

50 55 60 

Leu He Lys Ala Leu Lys Asp He Lys Val Gly Phe Val Lys Met Glu 
65 70 75 80 

Ser Val Glu Glu Phe Glu Gly Leu Asp Ser Pro Glu Phe Glu Met Tyr 
85 90 95 

Leu 



<210> 329 
<211> 270 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(270) 

<400> 329 

atg gtg tea get age gtg ttt gtg ggc ctg gtg ate ttc tac ate gec 48 

Met Val Ser Ala Ser Val Phe Val Gly Leu Val He Phe Tyr He Ala 

15 10 15 

ttc tgc etc ctg tgg ccc etc gtg gtg aag ggc tgc acg atg ate egg 96 
Phe Cys Leu Leu Trp Pro Leu Val Val Lys Gly Cys Thr Met He Arg 
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20 25 30 

tgg aag ata aac aac etc att gec tea gaa tec tac tac ace tac gee 144 
Trp Lys He Asn Asn Leu lie Ala Ser Glu Ser Tyr Tyr Thr Tyr Ala 
35 40 45 

tec att tec gga ate teg age atg cca tct ctg aga cat tec agg atg 192 
Ser He Ser Gly He Ser Ser Met Pro Ser Leu Arg His Ser Arg Met 
50 55 60 

ggc tec atg ttc age tec agg atg aca gag gac agg get gaa ccc aag 240 
Gly Ser Met Phe Ser Ser Arg Met Thr Glu Asp Arg Ala Glu Pro Lys 
65 70 75 80 

gaa gee gtg gag aga cag ttg atg acc tga 270 
Glu Ala Val Glu Arg Gin Leu Met Thr * 

85 



<210> 330 
<211> 89 
<212> PRT 

<213> Homo sapiens 
<400> 330 

Met Val Ser Ala Ser Val Phe Val Gly Leu Val He Phe Tyr He Ala 
1 5 10 15 

Phe Cys Leu Leu Trp Pro Leu Val Val Lys Gly Cys Thr Met He Arg 

20 25 30 

Trp Lys He Asn Asn Leu He Ala Ser Glu Ser Tyr Tyr Thr Tyr Ala 

35 40 45 

Ser He Ser Gly He Ser Ser Met Pro Ser Leu Arg His Ser Arg Met 

50 55 60 

Gly Ser Met Phe Ser Ser Arg Met Thr Glu Asp Arg Ala Glu Pro Lys 
65 70 75 80 

Glu Ala Val Glu Arg Gin Leu Met Thr 
85 

<210> 331 
<211> 255 
<212> DNA 
<213> Homo sapiens 



<220> 
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<221> CDS 

<222> (1). .(255) 

<400> 331 

atg tta ggc ctt ttg cag ttt gac tct ggc ttt att tgc ctt tgt get 48 

Met Leu Gly Leu Leu Gin Phe Asp Ser Gly Phe He Cys Leu Cys Ala 
15 10 15 

cgt gtt tat cct tec tgc ctt gaa cct ggt cag agt ttt att act gag 96 
Arg Val Tyr Pro Ser Cys Leu Glu Pro Gly Gin Ser Phe He Thr Glu 
20 25 30 

gaa gat gat gca egg agt gag tct agt act gaa tgg gac tta gat gga 144 
Glu Asp Asp Ala Arg Ser Glu Ser Ser Thr Glu Trp Asp Leu Asp Gly 
35 40 45 

ttc agt gag ctg gac tct gag tea gga agt tea agt tct ttt tea gat 192 
Phe Ser Glu Leu Asp Ser Glu Ser Gly Ser Ser Ser Ser Phe Ser Asp 
50 55 60 

gat gaa gtc tgg gtg caa gta gca cct cag cga aat gca cag gat cag 240 
Asp Glu Val Trp Val Gin Val Ala Pro Gin Arg Asn Ala Gin Asp Gin 
65 70 75 80 

cag ggt tct ttg taa 255 
Gin Gly Ser Leu * 



<210> 332 
<211> 84 
<212> PRT 

<213> Homo sapiens 
<400> 332 

Met Leu Gly Leu Leu Gin Phe Asp Ser Gly Phe He Cys Leu Cys Ala 
1 5 10 15 

Arg Val Tyr Pro Ser Cys Leu Glu Pro Gly Gin Ser Phe He Thr Glu 

20 25 30 

Glu Asp Asp Ala Arg Ser Glu Ser Ser Thr Glu Trp Asp Leu Asp Gly 

35 40 45 

Phe Ser Glu Leu Asp Ser Glu Ser Gly Ser Ser Ser Ser Phe Ser Asp 

50 55 60 

Asp Glu Val Trp Val Gin Val Ala Pro Gin Arg Asn Ala Gin Asp Gin 
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65 70 75 80 

Gin Gly Ser Leu 



<210> 333 
<211> 243 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(243) 

<400> 333 

atg gag att etc tgg ctg atg gtc aag tec tgg aat acc gga gta ctt 48 
Met Glu He Leu Trp Leu Met Val Lys Ser Trp Asn Thr Gly Val Leu 
1 5 10 15 



atg ttt age agg age aag tat gca tct get gaa aag tgg tgt ggc ctg 
Met Phe Ser Arg Ser Lys Tyr Ala Ser Ala Glu Lys Trp Cys Gly Leu 
20 25 30 



tag 



<210> 334 
<211> 80 
<212> PRT 
<213> Homo sapiens 



96 



gee ttg cgt ttc ctt aac cac ctt acc tec ttc aag gaa age tat gaa 144 
Ala Leu- Arg Phe Leu Asn His Leu Thr Ser Phe Lys Glu Ser Tyr Glu 
35 40 45 

act cag atg aat atg ctg tat agt cag ctt gtg gaa gca ttg agt aac 192 
Thr Gin Met Asn Met Leu Tyr Ser Gin Leu Val Glu Ala Leu Ser Asn 
50 55 60 

aac aag ggc cca gtt ttt cat gaa cat ggc tac tgg age aag tea gat 240 
Asn Lys Gly Pro Val Phe His Glu His Gly Tyr Trp Ser Lys Ser Asp 
65 70 75 80 



243 
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<400> 334 

Met Glu He Leu Trp Leu Met Val Lys Ser Trp Asn Thr Gly Val Leu 
1 5 10 15 . 

Met Phe Ser Arg Ser Lys Tyr Ala Ser Ala Glu Lys Trp Cys Gly Leu 

20 25 30 

Ala Leu Arg Phe Leu Asn His Leu Thr Ser Phe Lys Glu Ser Tyr Glu 

35 40 45 

Thr Gin Met Asn Met Leu Tyr Ser Gin Leu Val Glu Ala Leu Ser Asn 

50 55 60 

Asn Lys Gly Pro Val Phe His Glu His Gly Tyr Trp Ser Lys Ser Asp 
65 70 75 ' 80 

<210> 335 
<211> 237 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(237) 

<400> 335 

atg cct gtg gtc ctg teg caa gag gtg gag tec gtt ctt gtg ggt get 48 

Met Pro Val Val Leu Ser Gin Glu Val Glu Ser Val Leu" Val Gly Ala 
1 5 10 15 

get gtt ctg ggt gec tgt gec tea ggg gat ttc get tct gta cag gaa 96 
Ala Val Leu Gly Ala Cys Ala Ser Gly Asp Phe Ala Ser Val Gin Glu 
20 . 25 30 

gca atg gca aaa atg age aaa gtt ggg aaa gtt gtg ttc ccg aga eta 144 
Ala Met Ala Lys Met Ser Lys Val Gly Lys Val Val Phe Pro Arg Leu 
35 40 45 

cag gat aaa aaa tac tat gat aag aaa tac caa gta ttc ctg aag ctg 192 
Gin Asp Lys Lys Tyr Tyr Asp Lys Lys Tyr Gin Val Phe Leu Lys Leu 
50 55 60 

gtt gaa cac cag aag gag tat ttg gcg ate atg aat gat gac tga 237 
Val Glu His Gin Lys Glu Tyr Leu Ala He Met Asn Asp Asp * 
65 70 75 



<210> 336 
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<211> 78 

<212> PRT 

<213> Homo sapiens 

<400> 336 

Met Pro Val Val Leu Ser Gin Glu Val Glu Ser Val Leu Val Gly Ala 
15 10 15 

Ala Val Leu Gly Ala Cys Ala Ser Gly Asp Phe Ala Ser Val Gin Glu 

20 25 30 

Ala Met Ala Lys Met Ser Lys Val Gly Lys Val Val Phe Pro Arg Leu 

35 40 45 

Gin Asp Lys Lys Tyr Tyr Asp Lys Lys Tyr Gin Val Phe Leu Lys Leu 

50 55 60 

Val Glu His Gin Lys Glu Tyr Leu Ala He Met Asn Asp Asp 
65 70 75 

<210> 337 
<211> 567 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(567) 

<400> 337 

atg cac tct att ctg gat att att get gga ttc eta tat acc att tta 48 

Met His Ser He Leu Asp He He Ala Gly Phe Leu Tyr Thr He Leu 
1 5 10 15 

ate tta get gtc ttc tat cca ttt gtg gac ctg att gac aac ttc aac 96 
He Leu Ala Val Phe Tyr Pro Phe Val Asp Leu He Asp Asn Phe Asn 
20 25 30 

caa act cac aaa tat get cca ttc ate ate ate ggg ctt cat tta get 144 
Gin Thr His Lys Tyr Ala Pro Phe He He He Gly Leu His Leu Ala 
35 40 45 

ttg ggg ate ttt tct ttc act ctt gac acc tgg age aca tec cga gga 192 
Leu Gly He Phe Ser Phe Thr Leu Asp Thr Trp Ser Thr Ser Arg Gly 
50 55 60 

gac aca gec gag ata eta gga agt ggt get gga att gca tgt gga tct 240 
Asp Thr Ala Glu He Leu Gly Ser Gly Ala Gly He Ala Cys Gly Ser 
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65 



70 



75 



80 



cat gtt act tat aac atg ggt eta gta tta gat cct tct eta gat aca 
His Val Thr Tyr Asn Met Gly Leu Val Leu Asp Pro Ser Leu Asp Thr 

85 90 95 



288 



tta cct tta get ggg ccc ccc att act gtg act ctg ttt gga aaa gee 
Leu Pro Leu Ala Gly Pro Pro He Thr Val Thr Leu Phe Gly Lys Ala 
100 105 110 



336 



ata ttg egg ate etc ata ggg atg gta ttt gta eta ata ate aga gat 
He Leu Arg He Leu lie Gly Met Val Phe Val Leu He He Arg Asp 
115 120 -125 



384 



gta atg aaa aag ate acc att cct tta gee tgc aaa ate ttc aat ata 
Val Met Lys Lys He Thr He Pro Leu Ala Cys Lys He Phe Asn He 
130 135 140 



432 



ccg tgt gat gat att cga aaa gca aga cag cac atg gaa gtt gaa ctt 480 
Pro Cys Asp Asp He Arg Lys Ala Arg Gin His Met Glu Val Glu Leu 
145 150 155 160 

cct tat egg tat att acc tat gga atg gtt ggt ttc tec ate aca ttt 528 
Pro Tyr Arg Tyr He Thr Tyr Gly Met Val Gly Phe Ser He Thr Phe 
165 170 175 



ttt gtt cct tac ata ttt ttc ttt att ggt ate tct tga 
Phe Val Pro Tyr He Phe Phe Phe He Gly He Ser * 
180 185 



567 



<210> 338 
<211> 188 
<212> PPJ 

<213> Homo sapiens 
<400> 338 

Met His Ser He Leu Asp He He Ala Gly Phe Leu Tyr Thr He Leu 
15 10 15 

He Leu Ala Val Phe Tyr Pro Phe Val Asp Leu He Asp Asn Phe Asn 

20 25 30 

Gin Thr His Lys Tyr Ala Pro Phe lie He He Gly Leu His Leu Ala 

35 40 45 

Leu Gly He Phe Ser Phe Thr Leu Asp Thr Trp Ser Thr Ser Arg Gly 
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50 55 60 

Asp Thr Ala Glu He Leu Gly Ser Gly Ala Gly He Ala 
65 70 75 

His Val Thr Tyr Asn Met Gly Leu Val Leu Asp Pro Ser 

85 90 
Leu Pro Leu Ala Gly Pro Pro He Thr Val Thr Leu Phe 

100 105 
He Leu Arg He Leu He Gly Met Val Phe Val Leu He 
115 120 125 

Val Met Lys Lys He Thr He Pro Leu Ala Cys Lys He 

130 135 " 140 

Pro Cys Asp Asp He Arg Lys Ala Arg Gin His Met Glu 
145 ^ 150 155 

Pro Tyr Arg Tyr He Thr Tyr Gly Met Val Gly Phe Ser 

165 170 
Phe Val Pro Tyr He Phe Phe Phe He Gly He Ser 
180 185 



Cys Gly Ser 
80 

Leu Asp Thr 
95 

Gly Lys Ala 
110 

He Arg Asp 

Phe Asn He 

Val Glu Leu 
160 

He Thr Phe 
175 



<210> 339 
<211> 210 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1).. .(210) 



<400> 339 

atg gtt tec cat ttc atg ggg tct etc agt gtc ctg tgt ttc ctt ctg 
Met Val Ser His Phe Met Gly Ser Leu Ser Val Leu Cys Phe Leu Leu 
15 10 15 



48 



ctg ctt gga ttc cag ttc gtc tgc cca cag ccc tec act caa cac agg 
Leu Leu Gly Phe Gin Phe Val Cys Pro Gin Pro Ser Thr Gin His Arg 
20 25 30 



96 



aag gtc ccg cag egg atg gcg gcg gag ggc gee ccc gag gac gac ggc 
Lys Val Pro Gin Arg Met Ala Ala Glu Gly Ala Pro Glu Asp Asp Gly 
35 40 45 



144 



ggc ggc ggc gee ccg gga gtg tgg ggc get ggg gee cct get gaa ggt 
Gly Gly Gly Ala Pro Gly Val Trp Gly Ala Gly Ala Pro Ala Glu Gly 
50 55 60 



192 
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tac eta acc att ctt taa 210 
Tyr Leu Thr He Leu * 
65 



<210> 340 
<211> 69 
<212> PRT 

<213> Homo sapiens 
<400> 340 

Met Val Ser His Phe Met Gly Ser Leu Ser Val Leu Cys Phe Leu Leu 
15 10 15 

Leu Leu Gly Phe Gin Phe Val Cys Pro Gin Pro Ser Thr Gin His Arg 

20 25 30 

Lys Val Pro Gin Arg Met Ala Ala Glu Gly Ala Pro Glu Asp Asp Gly 

35 40 45 

Gly Gly Gly Ala Pro Gly Val Trp Gly Ala Gly Ala Pro Ala Glu Gly 

50 55 60 

Tyr Leu Thr He Leu 
65 

<210> 341 
<211> 225 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(225) 

<400> 341 

atg ccg get aag gac aca agt tea gtg ttt gee ctg get tgt age cca 48 

Met Pro Ala Lys Asp Thr Ser Ser Val Phe Ala Leu Ala Cys Ser Pro 

1 5 10 15 

gcg ggg get ccg tea tec cct ggg gaa tgc etc ggc ctg caa gac cgc 96 
Ala Gly Ala Pro Ser Ser Pro Gly Glu Cys Leu Gly Leu Gin Asp Arg 
20 25 30 

ata ccg cat tgg aac agg gaa acc acc tac ttc age acc tec etc age 144 
He Pro His Trp Asn Arg Glu Thr Thr Tyr Phe Ser Thr Ser Leu Ser 
35 40 45 
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aag gtg gca ggt ccc aac aag cct tgc acc acg agg aag tgg cag tgg 192 
Lys Val Ala Gly Pro Asn Lys Pro Cys Thr Thr Arg Lys Trp Gin Trp 
50 55 60 

cat teg gga tat ggc tec ctg gec age ttg tga 225 
His Ser Gly Tyr Gly Ser Leu Ala Ser Leu * 
65 70 



<210> 342 
<211> 74 
<212> PRT 
<213> Homo sapiens 

<400> 342 

Met Pro Ala Lys Asp Thr Ser Ser Val Phe Ala Leu Ala Cys Ser Pro 
1 5 10 15 

Ala Gly Ala Pro Ser Ser Pro Gly Glu Cys Leu Gly Leu Gin Asp Arg 

20 25 30 

He Pro His Trp Asn Arg Glu Thr Thr Tyr Phe Ser Thr Ser Leu Ser 

35 40 45 

Lys Val Ala Gly Pro Asn Lys Pro Cys Thr Thr Arg Lys Trp Gin Trp 

50 55 60 

His Ser Gly Tyr Gly Ser Leu Ala Ser Leu 
65 70 

<210> 343 
<211> 240 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(240) 

<400> 343 

atg tgc ate acg cac ctg gac cac aaa gac tac ate ttc ctg ctg etc 48 

Met Cys He Thr His Leu Asp His Lys Asp Tyr lie Phe Leu Leu Leu 

1 5 10 15 



ate ggc ttc tgc ate ttc gee gcg gga act gtg get gee tgg etc aca 
He Gly Phe Cys He Phe Ala Ala Gly Thr Val Ala Ala Trp Leu Thr 
20 25 30 



96 
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ggt gtg tgt get gtg etc tac cag aac acc cgc cac aag teg agt gaa 144 

Gly Val Cys Ala Val Leu Tyr Gin Asn Thr Arg His Lys Ser Ser Glu 
35 40 45 

gaa gat gag gac gag gec ggg act agg gtg gaa gtc age egg egg att 192 
Glu Asp Glu Asp Glu Ala Gly Thr Arg Val Glu Val Ser Arg Arg He 
50 55 60 

ttt caa acc cag acg age teg gtc cag gag ttc cct cag ctt att tag 240 
Phe Gin Thr Gin Thr Ser Ser Val Gin Glu Phe Pro Gin Leu lie * 
65 70 75 



<210> 344 
<211> 79 
<212> PRT 

<213> Homo sapiens 
<400> 344 

Met Cys He Thr His Leu Asp His Lys Asp Tyr He Phe Leu Leu Leu 
15 10 15 

lie Gly Phe Cys He Phe Ala Ala Gly Thr Val Ala Ala Trp Leu Thr 

20 25 30 

Gly Val Cys Ala Val Leu Tyr Gin Asn Thr Arg His Lys Ser Ser Glu 

35 40 45 

Glu Asp Glu Asp Glu Ala Gly Thr Arg Val Glu Val Ser Arg Arg He 

50 55 60 

Phe Gin Thr Gin Thr Ser Ser Val Gin Glu Phe Pro Gin Leu He 
65 70 75 

<210> 345 
<211> 285 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> COS 

<222> (1). . .(285) 

<400> 345 

atg act gec aag gac tgc tec ate atg att gca ctg tct ccc tgt ctg 48 

Met Thr Ala Lys Asp Cys Ser He Met He Ala Leu Ser Pro Cys Leu 
15 10 15 
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cag gat gcc age tct gat caa agg cct gtc gtc cct tea teg agg tec 96 

Gin Asp Ala Ser Ser Asp Gin Arg Pro Val Val Pro Ser Ser Arg Ser 

20 25 30 

agg ttt gcc ttt tec gtg tct gtg ctg gac ctt gac etc aag ccc tac 144 
Arg Phe Ala Phe Ser Val Ser Val Leu Asp Leu Asp Leu Lys Pro Tyr 
35 40 45 

gag age att ccc cat cag tat aaa ctg gac ggc aag ate gtc aac tat 192 
Glu Ser He Pro His Gin Tyr Lys Leu Asp Gly Lys He Val Asn Tyr 
50 55 60 

tat tea aag act gta cgt gcc aaa gac aac gcc gtg atg teg act egg 240 
Tyr Ser Lys Thr Val Arg Ala Lys Asp Asn Ala Val Met Ser Thr Arg 
65 70 75 80 

ttc aag gaa age gaa gat tgc aca tta gtt etc cac aag gtc taa 285 
Phe Lys Glu Ser Glu Asp Cys Thr Leu Val Leu His Lys Val * 

85 90 



<210> 346 
<211> 94 
<212> PRT 

<213> Homo sapiens 
<400> 346 

Met Thr Ala Lys Asp Cys Ser He Met He Ala Leu Ser Pro Cys Leu 
1 5 10 15 

Gin Asp Ala Ser Ser Asp Gin Arg Pro Val Val Pro Ser Ser Arg Ser 

20 25 30 

Arg Phe Ala Phe Ser Val Ser Val Leu Asp Leu Asp Leu Lys Pro Tyr 

35 40 45 

Glu Ser He Pro His Gin Tyr Lys Leu Asp Gly Lys He Val Asn Tyr 

50 55 60 

Tyr Ser Lys Thr Val Arg Ala Lys Asp Asn Ala Val Met Ser Thr Arg 
65 70 75 80 

Phe Lys Glu Ser Glu Asp Cys Thr Leu Val Leu His Lys Val 
85 90 

<210> 347 
<211> 474 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> CDS 

<222> (1)...(474) 



<400> 347 

atg gag gcc ctg agg agg gcc cac gag gtc gcg etc cgc ctg ctg ctg 
Met Glu Ala Leu Arg Arg Ala His 61 u Val Ala Leu Arg Leu Leu Leu 
1.5 10 15 

tgt agg ccg tgg gcc teg cgc gcc gcc gcc cgc ccc aag ccc age gcc 
Cys Arg Pro Trp Ala Ser Arg Ala Ala Ala Arg Pro Lys Pro Ser Ala 
20 25 30 

teg gag gtg ctg acg egg cat ctg ctg cag egg cgc ctg ccg cac tgg 
Ser Glu Val Leu Thr Arg His Leu Leu Gin Arg Arg Leu Pro His Trp 
35 40 45 

acc tec ttc tgc gtg ccc tac age gcc gtc cgc aac gac cag ttc ggc 
Thr Ser Phe Cys Val Pro Tyr Ser Ala Val Arg Asn Asp Gin Phe Gly 
50 55 60 

etc teg cac ttc aac tgg ccg gtg cag ggc gcc aac tac cac gtc ctg 
Leu Ser His Phe Asn Trp Pro Val Gin Gly Ala Asn Tyr His Val Leu 
65 70 75 80 

cgc acc ggc tgc ttc ccc ttc ate aag tac cac tgc tec aag get ccc 
Arg Thr Gly Cys Phe Pro Phe He Lys Tyr His Cys Ser Lys Ala Pro 

85 90 95 

tgg cag gac ctg gcc egg cag aac cgc ttc ttc acg gcg etc aag gtc 
Trp Gin Asp Leu Ala Arg Gin Asn Arg Phe Phe Thr Ala Leu Lys Val 
100 105' HO 

gtc aac etc ggt att cca act tta tta tat gga ctt ggc tec tgg tta 
Val Asn Leu Gly He Pro Thr Leu Leu Tyr Gly Leu Gly Ser Trp Leu 
115 120 125 



48 



96 



144 



192 



240 



288 



336 



384 



ttt gcc aga gtc aca gag act gtg cat acc agt tat gga ccc ata aca 
Phe Ala Arg Val Thr Glu Thr Val His Thr Ser Tyr Gly Pro He Thr 
130 135 140 



432 



gtt tat ttt etc aat aaa gaa gat gaa ggt gcc atg tat tga 
Val Tyr Phe Leu Asn Lys Glu Asp Glu Gly Ala Met Tyr * 



474 
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145 150 155 



<210> 348 
<211> 157 
<212> PRT 
<213> Homo sapiens 

<400> 348 



Met Glu 


Ala Leu 


Arg 


Arg Ala His 


Glu Val Ala Leu Arg Leu 


Leu Leu 


i 

i 




5 




10 


15 


Cys Arg 


Pro Trp 


Ala 


Ser Arg Ala 


Ala Ala Arg Pro Lys Pro 


Ser Ala 




20 






25 30 




Ser Glu 


Val Leu 


Thr 


Arg His Leu 


Leu Gin Arg Arg Leu Pro 


His Trp 




35 




40 


45 




Thr Ser 


Phe Cys 


Val 


Pro Tyr Ser 


Ala Val Arg Asn Asp Gin 


Phe Gly 


50 






55 


60 




Leu Ser 


His Phe 


Asn 


Trp Pro Val 


Gin Gly Ala Asn Tyr His 


Val Leu 


65 






70 


75 


80 


Arg Thr 


Gly Cys 


Phe 


Pro Phe He 


Lys Tyr His Cys Ser Lys 


Ala Pro 






85 




90 


95 


Trp Gin 


Asp Leu 


Ala 


Arg Gin Asn 


Arg Phe Phe Thr Ala Leu 


Lys Val 




100 






105 110 




Val Asn 


Leu Gly 


He 


Pro Thr Leu 


Leu Tyr Gly Leu Gly Ser 


Trp Leu 




115 




120 


125 




Phe Ala 


Arg Val 


Thr 


Glu Thr Val 


His Thr Ser Tyr Gly Pro 


He Thr 


130 






135 


140 




Val Tyr 


Phe Leu 


Asn 


Lys Glu Asp 


Glu Gly Ala Met Tyr 




145 






150 


155 





<210> 349 
<211> 288 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(288) 

<400> 349 

atg gcg aaa gca ctg att gtc att ttt age agt cac tta agg cct ata 48 

Met Ala Lys Ala Leu He Val He Phe Ser Ser His Leu Arg Pro He 

15 10 15 
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gaa ctt ttt tea agt egg aag gtc ctg ttc tta eta tct caa aaa tgg 

Glu Leu Phe Ser Ser Arg Lys Val Leu Phe Leu Leu Ser Gin Lys Trp 
20 25 30 

gca teg aac aat caa tct agg age gtg gca gtg ggt aaa atg gtg gac 
Ala Ser Asn Asn Gin Ser Arg Ser Val Ala Val Gly Lys Met Val Asp 
35 40 45 

agg cac caa age tat ttt etc ate tgt cct gtg gat gag tgg aac tgt 
Arg His Gin Ser Tyr Phe Leu He Cys Pro Val Asp Glu Trp Asn Cys 
50 55 60 

gga aca agt gat gtg gaa tta atg ggt gca aca get gta cag aca ate 
Gly Thr Ser Asp Val Glu Leu Met Gly Ala Thr Ala Val Gin Thr lie 
65 7 0 75 80 

aat aac aca cac agt tct gga aag aac aca tea ctt gtg ctt gtt tga 
Asn Asn Thr His Ser Ser Gly Lys Asn Thr Ser Leu Val Leu Val * 

85 90 95 



96 



144 



192 



240 



288 



<210> 350 
<211> 95 
<212> PRT 
<213> Homo sapiens 

<400> 350 

Met Ala Lys Ala Leu He Val He Phe Ser Ser His Leu Arg Pro He 
1 5 io 15 

Glu Leu Phe Ser Ser Arg Lys Val Leu Phe Leu Leu Ser Gin Lys Trp 

20 25 30 

Ala Ser Asn Asn Gin Ser Arg Ser Val Ala Val Gly Lys Met Val Asp 

35 40 45 

Arg His Gin Ser Tyr Phe Leu He Cys Pro Val Asp Glu Trp Asn Cys 

50 55 60 

Gly Thr Ser Asp Val Glu Leu Met Gly Ala Thr Ala Val Gin Thr He 
65 70 75 80 

Asn Asn Thr His Ser Ser Gly Lys Asn Thr Ser Leu Val Leu Val 
85 90 95 

<210> 351 
<211> 165 
<212> DNA 
<213> Homo sapiens 
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<220> 

<221> CDS 

<222> (1). . .(165) 

<400> 351 

atg tgc tec ate ccc egg cat ctg ctg cca ttg gtc ctg cct gtt gcg 48 

Met Cys Ser He Pro Arg His Leu Leu Pro Leu Val Leu Pro Val Ala 

1 5 10 15 

tta ctt etc tgt gee ctg gag ccc etc aag cac aga ggc etc gaa agg 96 
Leu Leu Leu Cys Ala Leu Glu Pro Leu Lys His Arg Gly Leu Glu Arg 

20 .25 30- 

ttg ate aga cat cct cag cac ctg gag egg ggc ctg gca cac aag acg 144 
Leu He Arg His Pro Gin His Leu Glu Arg Gly Leu Ala His Lys Thr 
35 40 45 

gca atg aac ggc caa ccc tag 155 
Ala Met Asn Gly Gin Pro * 
50 



<210> 352 
<211> 54 
<212> PRT 
<213> Homo sapiens 

<400> 352 

Met Cys Ser He Pro Arg His Leu Leu Pro Leu Val Leu Pro Val Ala 

15 10 15 

Leu Leu Leu Cys Ala Leu Glu Pro Leu Lys His Arg Gly Leu Glu Arg 

20 25 30 

Leu He Arg His Pro Gin His Leu Glu Arg Gly Leu Ala His Lys Thr 

35 40 45 

Ala Met Asn Gly Gin Pro 
50 

<210> 353 
<211> 159 
<212> DNA 
<213> Homo sapiens 



<220> 
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<221> CDS 

<222> (1)...(159) 

<400> 353 

atg tgc ttg agg gtt ttc acc ctg gcc etc agt tgc ctg ctg tgc ggg 48 

Met Cys Leu Arg Val Phe Thr Leu Ala Leu Ser Cys Leu Leu Cys Gly 
1 5 10 15 

tec ctg ggg cag ctg cag ggg etc acg gac cca tea ggg tct cca cag 96 
Ser Leu Gly Gin Leu Gin Gly Leu Thr Asp Pro Ser Gly Ser Pro Gin 
20 25 30 

etc ccc tgc agt gtg tgc acc cca caa tgt ctg egg etc ttc ttc egg 144 
Leu Pro Cys Ser Val Cys Thr Pro Gin Cys Leu Arg Leu Phe Phe Arg 
35 40 45 

cgt gtc ggg ctt tga 159 
Arg Val Gly Leu * 
50 



<210> 354 
<211> 52 
<212> PRT 
<213> Homo sapiens 

<400> 354 

Met Cys Leu Arg Val Phe Thr Leu Ala Leu Ser Cys Leu Leu Cys Gly 
1 5 10 15 

Ser Leu Gly Gin Leu Gin Gly Leu Thr Asp Pro Ser Gly Ser Pro Gin 

20 25 30 

Leu Pro Cys Ser Val Cys Thr Pro Gin Cys Leu Arg Leu Phe Phe Arg 

35 40 45 

Arg Val Gly Leu 
50 

<210> 355 
<211> 210 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(210) 
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<400> 355 

atg ggt gcc atg aac cat gat acc aac tac age ttt cag gtt caa tgt 48 
Met Gly Ala Met Asn His Asp Thr Asn Tyr Ser Phe Gin Val Gin Cys 
15 10 15 

ggc tta att gtg gtg gcc tac aaa gat gga tea cct gcc cac cca cat 95 
Gly Leu He Val Val Ala Tyr Lys Asp Gly Ser Pro Ala His Pro His 
20 25 30 

ttc atg gat gca gag etc tgt tec cag tac tgg acc aag tgg ctt ctt 144 
Phe Met Asp Ala Glu Leu Cys Ser Gin Tyr Trp Thr Lys Trp Leu Leu 
35 40 ' 45 

cga eta gaa gaa tat aeg gaa aag aaa aag aac cag aat att cag aaa 192 
Arg Leu Glu Glu Tyr Thr Glu Lys Lys Lys Asn Gin Asn He Gin Lys 
50 55 60 

cca gaa tat tea gaa tag 210 
Pro Glu Tyr Ser Glu * 
65 



<210> 356 
<211> 69 
<212> PRT 
<213> Homo sapiens 

<400> 356 

Met Gly Ala Met Asn His Asp Thr Asn Tyr Ser Phe Gin Val Gin Cys 

1 5 10 15 

Gly Leu He Val Val Ala Tyr Lys Asp Gly Ser Pro Ala His Pro His 

20 25 30 

Phe Met Asp Ala Glu Leu Cys Ser Gin Tyr Trp Thr Lys Trp Leu Leu 

35 40 45 

Arg Leu Glu Glu Tyr Thr Glu Lys Lys Lys Asn Gin Asn He Gin Lys 

50 55 60 

Pro Glu Tyr Ser Glu 
65 

<210> 357 
<211> 243 
<212> DNA 
<213> Homo sapiens 
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<220> 

<221> CDS 

<222> (1)...(243) 

<221> misc feature 
<222> (1). . .(243) 
<223> n = A.T.C or G 

<400> 357 

atg gtc ctg ccg gtg gca gcc tat ggn ctg ate ctg atg gec atg ctg 48 

Met Val Leu Pro Val Ala Ala Tyr Xaa Leu lie Leu Met Ala Met Leu 
1 5 10 15 

tgg cgc ggc ctg gcc cag ggc ggg agt gcc ggc tgg ggc gcg ctg etc 96 
Trp Arg Gly Leu Ala Gin Gly Gly Ser Ala Gly Trp Gly Ala Leu Leu 
20 25 30 

ttc acg etc tct gat ggc gtg ctg gcc tgg gac acc ttc gcc cag ccc 144 
Phe Thr Leu Ser Asp Gly Val Leu Ala Trp Asp Thr Phe Ala Gin Pro 
35 40 45 

ctg ccc cat gcc cgc ctg gtg ate atg acc acc tac tat get gcc cag 192 
Leu Pro His Ala Arg Leu Val He Met Thr Thr Tyr Tyr Ala Ala Gin 
50 55 60 

etc etc ate aca ctg tea gcc etc agg age ccg gtg ccc aag act gac 240 
Leu Leu He Thr Leu Ser Ala Leu Arg Ser Pro Val Pro Lys Thr Asp 
65 70 75 " 80 

tga 243 



<210> 358 
<211> 80 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (1)...(80) 

<223> Xaa = Any Amino Acid 
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<400> 358 

Met Val Leu Pro Val Ala Ala Tyr Xaa Leu lie Leu Met Ala Met Leu 
1 5 10 15 

Trp Arg Gly Leu Ala Gin Gly Gly Ser Ala Gly Trp Gly Ala Leu Leu 

20 25 30 

Phe Thr Leu Ser Asp Gly Val Leu Ala Trp Asp Thr Phe Ala Gin Pro 

35 40 45 

Leu Pro His Ala Arg Leu Val He Met Thr Thr Tyr Tyr Ala Ala Gin 

50 55 60 

Leu Leu He Thr Leu Ser Ala Leu Arg Ser Pro Val Pro Lys Thr Asp 
55 70 75 ' 80 

<210> 359 
<211> 324 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(324) 



<400> 359 

atg aag age acc tgt ggt tec ctt gtg gec atg agt gtt gtg gtg gga 

Met Lys Ser Thr Cys Gly Ser Leu Val Ala Met Ser Val Val Val Gly 
1 5 10 15 

cca gca tea age gca aga gat ctg ccg agt cca cgt gga tac act atg 
Pro Ala Ser Ser Ala Arg Asp Leu Pro Ser Pro Arg Gly Tyr Thr Met 
20 25 " 30 

acc ccg cag acc atg aag gta gat gag gag gta atg gca ttc cgt ggt 
Thr Pro Gin Thr Met Lys Val Asp Glu Glu Val Met Ala Phe Arg Gly 
35 40 45 



48 



96 



144 



gee cga tgt gat ggc ate agg gtt ctt cct age age gtg gaa gac act 
Ala Arg Cys Asp Gly He Arg Val Leu Pro Ser Ser Val Glu Asp Thr 
50 55 60 



192 



cct gee etc aag agg get aag tec agt aaa acc caa cca aca gga gac 240 
Pro Ala Leu Lys Arg Ala Lys Ser Ser Lys Thr Gin Pro Thr Gly Asp 
65 70 75 • 80 

agt tgg gca gga aga etc att ctg agt gta gat ggc tct ggg ttt tgt 288 
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Ser Trp Ala Gly Arg Leu He Leu Ser Val Asp Gly Ser Gly Phe Cys 

85 90 95 



gag agg gtg aaa tct ttg gtc gtt aaa caa ttc tag 
Glu Arg Val Lys Ser Leu Val Val Lys Gin Phe * 
100 105 



324 



<210> 360 
<211> 107 
<212> PRT 
<213> Homo sapiens 

<400> 360 

Met Lys Ser Thr Cys Gly Ser Leu VaT Ala Met Ser Val Val Val Gly 
1 5 10 15 

Pro Ala Ser Ser Ala Arg Asp Leu Pro Ser Pro Arg Gly Tyr Thr Met 

20 25 30 

Thr Pro Gin Thr Met Lys Val Asp Glu Glu Val Met Ala Phe Arg Gly 

35 40 45 

Ala Arg Cys Asp Gly He Arg Val Leu Pro Ser Ser Val Glu Asp Thr 

50 55 60 

Pro Ala Leu Lys Arg Ala Lys Ser Ser Lys Thr Gin Pro Thr Gly Asp 
65 70 75 " 80 

Ser Trp Ala Gly Arg Leu He Leu Ser Val Asp Gly Ser Gly Phe Cys 

85 90 95 

Glu Arg Val Lys Ser Leu Val Val Lys Gin Phe 
100 105 

<210> 361 
<211> 252 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(252) 

<400> 361 

atg gag gaa gga ggc ggc ggc gta egg agt ctg gtc ccg ggc ggg ccg 48 

Met Glu Glu Gly Gly Gly Gly Val Arg Ser Leu Val Pro Gly Gly Pro 
15 10 15 

gtg tta ctg gtc etc tgc ggc etc ctg gag gcg tec ggc ggc ggc cga 96 
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Val Leu Leu Val Leu Cys Gly Leu Leu Glu Ala Ser Gly Gly Gly Arg 
20 25 30 

gcc ctt cct caa etc age gat gac ate cct ttc cga gtc aac tgg ccc 144 
Ala Leu Pro Gin Leu Ser Asp Asp He Pro Phe Arg Val Asn Trp Pro 
35 40 45 

ggc ace gag ttc tct ctg ccc aca act gga gtt tta tat aaa gaa gat 192 
Gly Thr Glu Phe Ser Leu Pro Thr Thr Gly Val Leu Tyr Lys Glu Asp 
50 55 60 

aat tat gtc ate atg aca act gca cat aaa gaa aaa tat aaa aaa aaa 240 
Asn Tyr Val He Met Thr Thr Ala His Lys Glu Lys Tyr Lys Lys Lys 
65 70 75 ' 80 

aaa aaa aac taa 252 
Lys Lys Asn * 



<210> 362 
<211> 83 
<212> PRT 
<213> Homo sapiens 

<400> 362 

Met Glu Glu Gly Gly Gly Gly Val Arg Ser Leu Val Pro Gly Gly Pro 
1 5 10 15 

Val Leu Leu Val Leu Cys Gly Leu Leu Glu Ala Ser Gly Gly Gly Arg 

20 25 30 

Ala Leu Pro Gin Leu Ser Asp Asp He Pro Phe Arg Val Asn Trp Pro 

35 40 45 

Gly Thr Glu Phe Ser Leu Pro Thr Thr Gly Val Leu Tyr Lys Glu Asp 

50 55 60 

Asn Tyr Val He Met Thr Thr Ala His Lys Glu Lys Tyr Lys Lys Lys 
65 70 75 80 

Lys Lys Asn 



<210> 363 
<211> 459 
<212> DNA 
<213> Homo sapiens 
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<220> 

<221> CDS 

<222> (1). . .(459) 

<400> 363 

atg gat gga aca caa cag cag att ttt aaa atg tta gca gag gta eta 

Met Asp Gly Thr Gin Gin Gin He Phe Lys Met Leu Ala Glu Val Leu 
15 10 15 

gga gga ate aat tgt gta aaa gec teg gtt ctt acg cct tat tac cac 
Gly Gly He Asn Cys Val Lys Ala Ser Val Leu Thr Pro Tyr Tyr His 
20 25 30 

aaa gta gat ttt gag tgt ate ttg gat aaa aga aaa aaa cct ctt ccg 
Lys Val Asp Phe Glu Cys He Leu Asp Lys Arg Lys Lys Pro Leu Pro 
35 40 45 

tat gga age cat aat ata gca ttg gga caa eta cca gaa atg ccc tgg 
Tyr Gly Ser His Asn He Ala Leu Gly Gin Leu Pro Glu Met Pro Trp 
50 55 60 

gaa tea aat ate gaa ata gtt gga tea agg ctg cca cca ggg get gaa 
Glu Ser Asn He Glu He Val Gly Ser Arg Leu Pro Pro Gly Ala Glu 
65 70 75 80 

agg att get ttg gaa ttt ttg gat tea aaa gca ctt tgt aga aat ate 
Arg He Ala Leu Glu Phe Leu Asp Ser Lys Ala Leu Cys Arg Asn He 

85 90 95 

cct cac atg aaa gga aaa tct get atg aaa aaa cga cat ttg gaa att 
Pro His Met Lys Gly Lys Ser Ala Met Lys Lys Arg His Leu Glu He 
100 105 no 

ctg ggg tat cgt gta att cag att tec cag ttt gaa tgg aac tct atg 
Leu Gly Tyr Arg Val He Gin He Ser Gin Phe Glu Trp Asn Ser Met 
115 120 125 

gca ctg tea aca aag gat get egg atg gac tac ctg aga gaa tgt ata 
Ala Leu Ser Thr Lys Asp Ala Arg Met Asp Tyr Leu Arg Glu Cys He 
130 135 140 

ttt gga gaa gtc aag tea tgt ttg tag 
Phe Gly Glu Val Lys Ser Cys Leu * 
145 150 



48 



96 



144 



192 



240 



288 



336 



384 



432 



459 
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<210> 364 
<211> 152 
<212> PRT 

<213> Homo sapiens 
<400> 364 

Met Asp Gly Thr Gin Gin Gin He Phe Lys Met Leu Ala Glu Val Leu 
15 10 15 

Gly Gly He Asn Cys Val Lys Ala Ser Val Leu Thr Pro Tyr Tyr His 

20 25 30 

Lys Val Asp Phe Glu Cys He Leu Asp Lys Arg Lys Lys Pro Leu Pro 

35 / 40 45 

Tyr Gly Ser His Asn He Ala Leu Gly Gin Leu Pro Glu Met Pro Trp 

50 55 60 

Glu Ser Asn He Glu He Val Gly Ser Arg Leu Pro Pro Gly Ala Glu 
65 70 75 ' 80 

Arg He Ala Leu Glu Phe Leu Asp Ser Lys Ala Leu Cys Arg Asn He 

85 90 95 

Pro His Met Lys Gly Lys Ser Ala Met Lys Lys Arg His Leu Glu He 

100 105 no 

Leu Gly Tyr Arg Val He Gin He Ser Gin Phe Glu Trp Asn Ser Met 

115 120 125 

Ala Leu Ser Thr Lys Asp Ala Arg Met Asp Tyr Leu Arg Glu Cys He 

130 135 140 

Phe Gly Glu Val Lys Ser Cys Leu 
145 150 

<210> 365 
<211> 600 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(600) 

<400> 365 

atg gtg tgg cgc egg ctt ctg egg aag agg tgg gtg etc gec ctg gtc 48 

Met Val Trp Arg Arg Leu Leu Arg Lys Arg Trp Val Leu Ala Leu Val 
1 5 10 15 



ttc ggg ctg teg etc gtc tac ttc etc age age acc ttc aag cag gag 



96 
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Phe Gly Leu Ser Leu Val Tyr Phe Leu Ser Ser Thr Phe Lys Gin Glu 
20 25 30 

gag agg gca gtg aga gat agg aat etc etc cag gtt cat gac cat aat 144 
Glu Arg Ala Val Arg Asp Arg Asn Leu Leu Gin Val His Asp His Asn 
35 40 45 

cag ccc ate ccg tgg aaa gtg cag ttt aac ttg ggc aat age agt cgt 192 
Gin Pro lie Pro Trp Lys Val Gin Phe Asn Leu Gly Asn Ser Ser Arq 
50 55 60 

ccg age aat cag tgc cgc aac tec att caa ggg aag cac etc ate acg 240 
Pro Ser Asn Gin Cys Arg Asn Ser He Gin Gly Lys His Leu He Thr 
65 70 75 80 

gat gaa etc ggc tac gtt tgc gag agg aag gat ttg ctg gta aat ggc 288 
Asp Glu Leu Gly Tyr Val Cys Glu Arg Lys Asp Leu Leu Val Asn Gly 

85 go 95 

tgc tgt aat gtc aac gtc cct age acg aag cag tac tgc tgt gat ggc 336 
Cys Cys Asn Val Asn Val Pro Ser Thr Lys Gin Tyr Cys Cys Asp Gly 
100 105 • no 

tgc tgg ccc aac ggc tgc tgc age gee tat gag tac tgt gtc tec tgc 384 
Cys Trp Pro Asn Gly Cys Cys Ser Ala Tyr Glu Tyr Cys Val Ser Cys 
H5 120 125 

tgc ctg cag ccc aac aag caa ctt etc ctg gag cgc ttc etc aac egg 432 
Cys Leu Gin Pro Asn Lys Gin Leu Leu Leu Glu Arg Phe Leu Asn Arq 
130 135 140 

gca gec gtg gca ttc cag aac etc ttc atg gca gtc gaa gat cac ttt 480 
Ala Ala Val Ala Phe Gin Asn Leu Phe Met Ala Val Glu Asp His Phe 
145 150 155 160 

gag ttg tgc ctg gee aaa tgc agg acc tea tct cag age gtg cag cat 528 
Glu Leu Cys Leu Ala Lys Cys Arg Thr Ser Ser Gin Ser Val Gin His 
165 170 175 

gag aac acc tac egg gac ccc ata gca aag tat tgc tat gga gaa age 576 
Glu Asn Thr Tyr Arg Asp Pro He Ala Lys Tyr Cys Tyr Gly Glu Ser 
180 185 190 



ccg ccc gag etc ttc ccc get tga 



600 
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Pro Pro Glu Leu Phe Pro Ala 
195 



<210> 366 
<211> 199 
<212> PRT 

<213> Homo sapiens 



<400> 366 
Met Val Trp Arg Arg 
1 5 
Phe Gly Leu Ser Leu 
20 

Glu Arg Ala Val Arg 

35 

Gin Pro He Pro Trp 
50 

Pro Ser Asn Gin Cys 
65 

Asp Glu Leu Gly Tyr 
85 

Cys Cys Asn Val Asn 

- 100 
Cys Trp Pro Asn Gly 
115 

Cys Leu Gin Pro Asn 
130 

Ala Ala Val Ala Phe 
145 

Glu Leu Cys Leu Ala 
165 

Glu Asn Thr Tyr Arg 
180 

Pro Pro Glu Leu Phe 
195 



Leu Leu Arg Lys 



Val Tyr Phe Leu 
25 

Asp Arg Asn Leu 
40 

Lys Val Gin Phe 
55 

Arg Asn Ser He 
70 

Val Cys Glu Arg 

Val Pro Ser Thr 
105 

Cys Cys Ser Ala 
120 

Lys Gin Leu Leu 
135 

Gin Asn Leu Phe 
150 

Lys Cys Arg Thr 

Asp Pro He Ala 
185 

Pro Ala 



Arg Trp Val Leu Ala Leu Val 
10 15 
Ser Ser Thr Phe Lys Gin Glu 

30 ' 

Leu Gin Val His Asp His Asn 
45 

Asn Leu Gly Asn Ser Ser Arg 
60 

Gin Gly Lys His Leu He Thr 
75 80 
Lys Asp Leu Leu Val Asn Gly 
90 95 
Lys Gin Tyr Cys Cys Asp Gly 
110 

Tyr Glu Tyr Cys Val Ser Cys 
125 

Leu Glu Arg Phe Leu Asn Arg 
140 

Met Ala Val Glu Asp His Phe 
155 160 
Ser Ser Gin Ser Val Gin His 
170 175 
Lys Tyr Cys Tyr Gly Glu Ser 
190 



<210> 367 
<211> 249 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
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<222> (1)...(249) 
<400> 367 

atg age aaa tac aag cac aag age age cct tta ttg cct ctt ctt ate 48 
Met Ser Lys Tyr Lys His Lys Ser Ser Pro Leu Leu Pro Leu Leu He 
1 5 10 15 



ttt cat aat gtt tgc ttc agt cct gca aat aaa ccc aag ate ctg get 
Phe His Asn Val Cys Phe Ser Pro Ala Asn Lys Pro Lys He Leu Ala 
20 25 * 30 



tta tea gaa ggc aaa aac age ttt gaa aag ccc ate agt aaa aag aag 
Leu Ser Glu Gly Lys Asn Ser Phe Glu Lys Pro He Ser Lys Lys Lys 
65 70 75 80 



agt gga tga 
Ser Gly * 



96 



aat gaa aaa gtc att act gtg ctt get gee tgt ctg gaa agt gag aat 144 
Asn Glu Lys Val He Thr Val Leu Ala Ala Cys Leu Glu Ser Glu Asn 
35 40 45 

caa aat get cag agg att gga gca get gee ctt ggc tct gat tta caa 192 
Gin Asn Ala Gin Arg He Gly Ala Ala Ala Leu Gly Ser Asp Leu Gin 
50 55 60 



240 



249 



<210> 368 
<211> 82 
<212> PRT 

<213> Homo sapiens 
<400> 368 

Met Ser Lys Tyr Lys His Lys Ser Ser Pro Leu Leu Pro Leu Leu He 
1 5 io 15 

Phe His Asn Val Cys Phe Ser Pro Ala Asn Lys Pro Lys He Leu Ala 

20 25 30 

Asn Glu Lys Val He Thr Val Leu Ala Ala Cys Leu Glu Ser Glu Asn 

35 40 45 

Gin Asn Ala Gin Arg He Gly Ala Ala Ala Leu Gly Ser -Asp Leu Gin 

50 55 60 

Leu Ser Glu Gly Lys Asn Ser Phe Glu Lys Pro He Ser Lys Lys Lys 
65 70 75 80 
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Ser Gly 



<210> 369 
<211> 285 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(285) 



<400> 369 

atg gac ggc cgc ggg get ttc tgg aca gtg gec att ccc aga gec agg 

Met Asp Gly Arg Gly Ala Phe Trp Thr Val Ala He Pro Arg Ala Arg 
1 5 10 15 

cag gaa ggc etc ggg agg ctg ggg etc ccg ttc ccg. gtg aag egg acg 
Gin Glu Gly Leu Gly Arg Leu Gly Leu Pro Phe Pro Val Lys Arq Thr 
20 25 30 

ccg cca gcg ccc cag aac cca gga gga age aca cag gee cca cag aga 
Pro Pro Ala Pro Gin Asn Pro Gly Gly Ser Thr Gin Ala Pro Gin Arg 
35 40 45 

gtg gtt ggc aag agt cac teg ggg att agg atg ccg gee aaa teg egg 
Val Val Gly Lys Ser His Ser Gly He Arg Met Pro Ala Lys Ser Arg 
50 55 60 

aat ttg agg ctg gaa tec aag etc aac agg act get gtg tgt gaa gca 
Asn Leu Arg Leu Glu Ser Lys Leu Asn Arg Thr Ala Val Cys Glu Ala 
65 70 75 80 

etc aag agg gee cct aca ace aac ctg cca gga gtc ggc tec tga 
Leu Lys Arg Ala Pro Thr Thr Asn Leu Pro Gly Val Gly Ser * 

85 go 



48 



96 



144 



192 



240 



285 



<210> 370 
<211> 94 
<212> PRT 

<213> Homo sapiens 
<400> 370 
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Met Asp Gly Arg Gly Ala Phe Trp Thr Val Ala He Pro Arg Ala Arg 
1 5 10 15 

Gin Glu Gly Leu Gly Arg Leu Gly Leu Pro Phe Pro Val Lys Arg Thr 

20 25 30 

Pro Pro Ala Pro Gin Asn Pro Gly Gly Ser Thr Gin Ala Pro Gin Arg 

35 40 45 

Val Val Gly Lys Ser His Ser Gly He Arg Met Pro Ala Lys Ser Arg 

50 55 60 

Asn Leu Arg Leu Glu Ser Lys Leu Asn Arg Thr Ala Val Cys Glu Ala 
65 7 0 75 80 

Leu Lys Arg Ala Pro Thr Thr Asn Leu Pro Gly Val Gly Ser 
85 90 

<210> 371 
<211> 249 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(249) 



<400> 371 

atg cgc gac tgc gac ate aac gac gac gaa ttc ctg cac ctg ccg gcg 

Met Arg Asp Cys Asp He Asn Asp Asp Glu Phe Leu His Leu Pro Ala 
1 5 10 15 

cat ttg egg gtg gtc ggg ccc cag cag ctg cat tec gag acc aac gag 
His Leu Arg Val Val Gly Pro Gin Gin Leu His Ser Glu Thr Asn Glu 
20 25 30 

egg etc ttc gat gag aag tac aag cct gtc gtg etc acc gac gat cag 
Arg Leu Phe Asp Glu Lys Tyr Lys Pro Val Val Leu Thr Asp Asp Gin 
35 40 45 

gtg gac cag gcg ctg tgg gag gag cag gtc ttg cag aag gag aag aag 
Val Asp Gin Ala Leu Trp Glu Glu Gin Val Leu Gin Lys Glu Lys Lys 
50 55 60 

gac agg etc gec ctg age cag gec cac teg ctg gtg cag gcg gag gec 
Asp Arg Leu Ala Leu Ser Gin Ala His Ser Leu Val Gin Ala Glu Ala 
65 70 75 80 

ccg aga tga 



48 



96 



144 



192 



240 



249 



WO 01/29221 
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<210> 372 
<211> 82 
<212> PRT 

<213> Homo sapiens 
<400> 372 

Met Arg Asp Cys Asp He Asn Asp Asp Glu Phe Leu His Leu Pro Ala 
1 5 10 15 

His Leu Arg Val Val Gly Pro Gin Gin Leu His Ser Glu Thr Asn Glu 

20 25 30 

Arg Leu Phe Asp Glu Lys Tyr Lys Pro Val Val Leu Thr Asp Asp Gin 

35 40 45 

Val Asp Gin Ala Leu Trp Glu Glu Gin Val Leu Gin Lys Glu Lys Lys 

50 55 60 

Asp Arg Leu Ala Leu Ser Gin Ala His Ser Leu Val Gin Ala Glu Ala 

65 70 75 on 

Pro Arg 80 



<210> 373 
<211> 219 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(219) 

<221> misc_feature 
<222> (1)...(219) 
<223> n = A.T.C or G 



<400> 373 

atg ggc cga gcg ctg ccc ccc ggg ggt cct egg cgc egg gcg can tta 

Met Gly Arg Ala Leu Pro Pro Gly Gly Pro Arg Arg Arg Ala Xaa Leu 

1 5 10 15 

nga gcg can gca gca ggc tec att ccc ggc cgc cgc cgc tea gec cat 
Xaa Ala Xaa Ala Ala Gly Ser He Pro Gly Arg Arg Arg Ser Ala His 
20 25 30 



48 



96 
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tac gca aac ctg gcg ggt cca acc aac ccc get ctg ccg ccg ctg ctg 144 
Tyr Ala Asn Leu Ala Gly Pro Thr Asn Pro Ala Leu Pro Pro Leu Leu 
35 40 45 

gaa ccc agg agg cgt get tgc agg ctt egg gca eta cgc ggg get gga 192 
Glu Pro Arg Arg Arg Ala Cys Arg Leu Arg Ala Leu Arg Gly Ala Gly 
50 55 60 

aat acc acg cac tgc ccc ttc gec tag 219 
Asn Thr Thr His Cys Pro Phe Ala * 
65 70 



<210> 374 
<211> 72 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (1)...(72) 

<223> Xaa = Any Amino Acid 

<400> 374 

Met Gly Arg Ala Leu Pro Pro Gly Gly Pro Arg Arg Arg Ala Xaa Leu 
1 5 io 15 

Xaa Ala Xaa Ala Ala Gly Ser He Pro Gly Arg Arg Arg Ser Ala His 

20 25 30 

Tyr Ala Asn Leu Ala Gly Pro Thr Asn Pro Ala Leu Pro Pro Leu Leu 

35 40 45 

Glu Pro Arg Arg Arg Ala Cys Arg Leu Arg Ala Leu Arg Gly Ala Gly 

50 55 60 

Asn Thr Thr His Cys Pro Phe Ala 
65 70 

<210> 375 
<211> 579 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(579) 
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<400> 375 

atg gcc ccc aag ccg ggg gcc gag tgg age aca gec ctg tec cat ctg 

Met Ala Pro Lys Pro Gly Ala Glu Trp Ser Thr Ala Leu Ser His Leu 

1 5 10 15 

gtg ctg gga gtg gtg tct ctg cac gca gcc gtg age aca gcc gag gca 
Val Leu Gly Val Val Ser Leu His Ala Ala Val Ser Thr Ala Glu Ala 
20 25 30 

agt cga ggg get get get ggc ttc ctg etc cag gtc ttg get gcc ace 
Ser Arg Gly Ala Ala Ala Gly Phe Leu Leu Gin Val Leu Ala Ala Thr 
35 40 45 

ace acg ctg gcc cca ggg ctg age aca cat gaa gac tgc ctt get gga 
Thr Thr Leu Ala Pro Gly Leu Ser Thr His Glu Asp Cys Leu Ala Gly 
50 55 60 

gcc tgg gtg gcc ace gtc ate ggc ctt ccc ctt ctg gcc ttc gat ttc 
Ala Trp Val Ala Thr Val He Gly Leu Pro Leu Leu Ala Phe Asp Phe 
65 70 75 80 

cac tgg gtg aat ggg gac cgc tec tct gcc aac ctg etc ctg gga gga 
His Trp Val Asn Gly Asp Arg Ser Ser Ala Asn Leu Leu Leu Gly Gly 

85 90 95 

ggc atg gtg ctg gca gtg get ggc ggc cac etc ggc cct gag ggc cgc 
Gly Met Val Leu Ala Val Ala Gly Gly His Leu Gly Pro Glu Gly Arg 
100 105 no 

tct gtg get ggt cag gca atg ctg ttg gtg gtc gca gtg ace ate etc 
Ser Val Ala Gly Gin Ala Met Leu Leu Val Val Ala Val Thr He Leu 
H5 120 125 

att gta get gtc ttc acg gcc aac act tat ggg atg tgg ggg ggg g C g 
He Val Ala Val Phe Thr Ala Asn Thr Tyr Gly Met Trp Gly Gly Ala 
130 135 140 

atg ctg ggt gtg gca ggc etc ctg age egg ctg gag gag gac agg ctg 
Met Leu Gly Val Ala Gly Leu Leu Ser Arg Leu Glu Glu Asp Arg Leu 
145 150 155 160 

ctg ctg, eta ccg aag gag gat gtc tgt cgc tgg gcc ttg get gta ggc 
Leu Leu Leu Pro Lys Glu Asp Val Cys Arg Trp Ala Leu Ala Val Gly 



48 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 
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165 



170 



175 



age tgg get tac tgc egg gee ctg cat aca cag cgc etc cag tgg gag 
Ser Trp Ala Tyr Cys Arg Ala Leu His Thr Gin Arg Leu Gin Trp Glu 
180 185 190 



576 



tga 
* 



579 



<210> 376 
<211> 192 
<212> PRT 
<213> Homo sapiens 

<400> 376 

Met Ala Pro Lys Pro Gly Ala Glu Trp Ser Thr Ala Leu Ser His Leu 
1 5 10 15 

Val Leu Gly Val Val Ser Leu His Ala Ala Val Ser Thr Ala Glu Ala 

20 25 30 

Ser Arg Gly Ala Ala Ala Gly Phe Leu Leu Gin Val Leu Ala Ala Thr 

35 40 45 

Thr Thr Leu Ala Pro Gly Leu Ser Thr His Glu Asp Cys Leu Ala Gly 

50 55 60 

Ala Trp Val Ala Thr Val He Gly Leu Pro Leu Leu Ala Phe Asp Phe 
65 70 75 80 

His Trp Val Asn Gly Asp Arg Ser Ser Ala Asn Leu Leu Leu Gly Gly 

85 90 95 

Gly Met Val Leu Ala Val Ala Gly Gly His Leu Gly Pro Glu Gly Arg 

100 105 no 

Ser Val Ala Gly Gin Ala Met Leu Leu Val Val Ala Val Thr He Leu 

H5 120 125 

He Val Ala Val Phe Thr Ala Asn Thr Tyr Gly Met Trp Gly Gly Ala 

130 135 140 

Met Leu Gly Val Ala Gly Leu Leu Ser Arg Leu Glu Glu Asp Arg Leu 
I 45 150 155 160 

Leu Leu Leu Pro Lys Glu Asp Val Cys Arg Trp Ala Leu Ala Val Gly 

165 170 175 

Ser Trp Ala Tyr Cys Arg Ala Leu His Thr Gin Arg Leu Gin Trp Glu 
180 185 190 

<210> 377 
<211> 606 
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<212> ONA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(606) 

<400> 377 

atg acc gtg cag aga etc gtg gec gcg gec gtg ctg gtg gec ctg gtc 
Met Thr Val Gin Arg Leu Val Ala Ala Ala Val Leu Val Ala Leu Val 
1 5 10 15 

tea etc ate etc aac aac gtg gcg gee ttc acc tec aac tgg gtg tgc 
Ser Leu He Leu Asn Asn Val Ala Ala Phe Thr Ser Asn Trp Val Cys 
20 25 30 

cag acg ctg gag gat ggg cgc agg cgc age gtg ggg ctg tgg agg tec 
Gin Thr Leu Glu Asp Gly Arg Arg Arg Ser Val Gly Leu Trp Arg Ser 
35 40 45 

tgc tgg ctg gtg gac agg acc egg gga ggg ccg age cct ggg gec aga 
Cys Trp Leu Val Asp Arg Thr Arg Gly Gly Pro Ser Pro Gly Ala Arg 
50 55 60 

gee ggc cag gtg gac gca cat gac tgt gag gcg ctg ggc tgg ggc tec 
Ala Gly Gin Val Asp Ala His Asp Cys Glu Ala Leu Gly Trp Gly Ser 
65 70 75 80 

gag gca gee ggc ttc cag gag tec cga ggc acc gtc aaa ctg cag ttc 
Glu Ala Ala Gly Phe Gin Glu Ser Arg Gly Thr Val Lys Leu Gin Phe 

85 90 95 

gac atg atg cgc gee tgc aac ctg gtg gee acg gec gcg etc acc gca 
Asp Met Met Arg Ala Cys Asn Leu Val Ala Thr Ala Ala Leu Thr Ala 
100 105 no 

ggc cag etc acc ttc etc ctg ggg ctg gtg ggc ctg ccc ctg ctg tea 
Gly Gin Leu Thr Phe Leu Leu Gly Leu Val Gly Leu Pro Leu Leu Ser 
115 120 125 

ccc gac gee ccg tgc tgg gag gag gee atg gee get gca ttc caa ctg 
Pro Asp Ala Pro Cys Trp Glu Glu Ala Met Ala Ala Ala Phe Gin Leu 
130 135 140 



48 



96 



144 



192 



240 



288 



336 



384 



432 
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gcg agt ttt gtc ctg gtc ate ggg etc gtg act ttc tac aga att ggc 480 
Ala Ser Phe Val Leu Val lie Gly Leu Val Thr Phe Tyr Arg He Gly 
145 150 155 160 

* 

cca tac acc aac ctg tec tgg tec tgc tac ctg aac att ggc gee tgc 528 

Pro Tyr Thr Asn Leu Ser Trp Ser Cys Tyr Leu Asn He Gly Ala Cys 
165 170 175 

ctt ctg gec acg ctg gcg gca gca tgc tea tct gga aca ttc tec aca 576 
Leu Leu Ala Thr Leu Ala Ala Ala Cys Ser Ser Gly Thr Phe Ser Thr 
180 185 190 

aga ggg agg act gca tgg ccc ccc ggg tga 606 
Arg Gly Arg Thr Ala Trp Pro Pro Gly * 
195 200 



<210> 378 
<211> 201 
<212> PRT 

<213> Homo sapiens 
<400> 378 

Met Thr Val Gin Arg Leu Val Ala Ala Ala Val Leu Val Ala Leu Val 
1 5 10 15 

Ser Leu He Leu Asn Asn Val Ala Ala Phe Thr Ser Asn Trp Val Cys 

20 25 30 

Gin Thr Leu Glu Asp Gly Arg Arg Arg Ser Val Gly Leu Trp Arg Ser 

35 40 45 

Cys Trp Leu Val Asp Arg Thr Arg Gly Gly Pro Ser Pro Gly Ala Arq 

50 55 " 60 

Ala Gly Gin Val Asp Ala His Asp Cys Glu Ala Leu Gly Trp Gly Ser 
65 70 75 80 

Glu Ala Ala Gly Phe Gin Glu Ser Arg Gly Thr Val Lys Leu Gin Phe 

85 90 95 

Asp Met Met Arg Ala Cys Asn Leu Val Ala Thr Ala Ala Leu Thr Ala 

100 105 no 

Gly Gin Leu Thr Phe Leu Leu Gly Leu Val Gly Leu Pro Leu Leu Ser 

115 120 125 

Pro Asp Ala Pro Cys Trp Glu Glu Ala Met Ala Ala Ala Phe Gin Leu 

130 135 140 

Ala Ser Phe Val Leu Val He Gly Leu Val Thr Phe Tyr Arg He Gly 
145 150 155 160 

Pro Tyr Thr Asn Leu Ser Trp Ser Cys Tyr Leu Asn He Gly Ala Cys 
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165 170 175 

Leu Leu Ala Thr Leu Ala Ala Ala Cys Ser Ser Gly Thr Phe Ser Thr 

180 185 190 

Arg Gly Arg Thr Ala Trp Pro Pro Gly 
195 200 

<210> 379 
<211> 297 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(297) 

<221> misc_feature 
<222> (1). ..(297) 
<223> n = A.T.C or G 

<400> 379 

atg gnc ncg acg ctg gtg gtc ate tgc aca gca gtc ate gtg gtg gtc 48 

Met Xaa Xaa Thr Leu Val Val He Cys Thr Ala Val He Val Val Val 
1 5 10 15 

gcg ttg act aga aag aaa gec etc aga ate cat tct gtg gaa ggt gac 96 
Ala Leu Thr 'Arg Lys Lys Ala Leu Arg He His Ser Val Glu Gly Asp 
20 25 30 

etc agg aga aaa tea get gga cag gag gaa tgg age ccc agt get ccc 144 
Leu Arg Arg Lys Ser Ala Gly Gin Glu Glu Trp Ser Pro Ser Ala Pro 
35 40 45 

tea ccc cca gga age tgt gtc cag gca gaa get gca cct get ggg etc 192 
Ser Pro Pro Gly Ser Cys Val Gin Ala Glu Ala Ala Pro Ala Gly Leu 
50 55 60 

tgt gga gag cag egg gga gag gac tgt gee gag ctg cat gac tac ttc 240 
Cys Gly Glu Gin Arg Gly Glu Asp Cys Ala Glu Leu His Asp Tyr Phe 
65 70 75 * 80 

aat gtc ctg agt tac aga age ctg ggt aac tgc age ttc ttc aca gag 288 
Asn Val Leu Ser Tyr Arg Ser Leu Gly Asn Cys Ser Phe Phe Thr Glu 

85 90 95 
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act ggt tag 297 
Thr Gly * 



<210> 380 
<211> 98 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (1)...(98) 

<223> Xaa = Any Amino Acid 

<400> 380 

Met Xaa Xaa Thr Leu Val Val He Cys Thr Ala Val He Val Val Val 
15 10 15 

Ala Leu Thr Arg Lys Lys Ala Leu Arg He His Ser Val Glu Gly Asp 

20 25 30 

Leu Arg Arg Lys Ser Ala Gly Gin Glu Glu Trp Ser Pro Ser Ala Pro 

35 40 45 

Ser Pro Pro Gly Ser Cys Val Gin Ala Glu Ala Ala Pro Ala Gly Leu 

50 55 60 

Cys Gly Glu Gin Arg Gly Glu Asp Cys Ala Glu Leu His Asp Tyr Phe 
65 70 75 " 80 

Asn Val Leu Ser Tyr Arg Ser Leu Gly Asn Cys Ser Phe Phe Thr Glu 
85 90 95 

Thr Gly 



<210> 381 
<211> 264 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(264) 

<400> 381 

atg get gtc tta gta ctt cgc ctg aca gtt gtc ctg gga ctg ctt gtc 48 
Met Ala Val Leu Val Leu Arg Leu Thr Val Val Leu Gly Leu Leu Val 
15 10 15 
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tta ttc ctg ace tgc tat gca gac gac aaa cca gac aag cca gac gac 96 
Leu Phe Leu Thr Cys Tyr Ala Asp Asp Lys Pro Asp Lys Pro Asp Asp 
20 25 30 

aag cca gac gac teg ggc aaa gac cca aag cca gac ttc ccc aaa ttc 144 
Lys Pro Asp Asp Ser Gly Lys Asp Pro Lys Pro Asp Phe Pro Lys Phe 
35 40 45 

eta age etc ctg ggc aca gag ate att gag aat gca gtc gag ttc ate 192 
Leu Ser Leu Leu Gly Thr Glu He He Glu Asn Ala Val Glu Phe He 
50 55 60 

etc cgc tec atg tec agg age aca gga ttt atg gaa ttt gat gat aat 240 
Leu Arg Ser Met Ser Arg Ser Thr Gly Phe Met Glu Phe Asp Asp Asn 
65 70 75 80 

gaa gga aaa cat tea tea aag tga 264 
Glu Gly Lys His Ser Ser Lys * 

85 



<210> 382 
<211> 87 
<212> PRT 

<213> Homo sapiens 



<400> 382 






Met Ala Val Leu 


Val 


Leu Arg Leu 


1 


5 




Leu Phe Leu Thr 


Cys 


Tyr Ala Asp 


20 






Lys Pro Asp Asp 


Ser 


Gly Lys Asp 


35 




40 


Leu Ser Leu Leu 


Gly 


Thr Glu He 


50 




55 


Leu Arg Ser Met 


Ser 


Arg Ser Thr 


65 




70 


Glu Gly Lys His 


Ser 
85 


Ser Lys 



Thr Val Val Leu Gly Leu Leu Val 

10 15 
Asp Lys Pro Asp Lys Pro Asp Asp 
25 30 
Pro Lys Pro Asp Phe Pro Lys Phe 
45 

He Glu Asn Ala Val Glu Phe He 
60 

Gly Phe Met Glu Phe Asp Asp Asn 
75 80 



<210> 383 
<211> 225 
<212> DNA 
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<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(225) 

<400> 383 

atg act gcc etc acc tec tgg cac ctg gec tat etc ate act tgg ace 48 

Met Thr Ala Leu Thr Ser Trp His Leu Ala Tyr Leu He Thr Trp Thr 
1 5 10 15 

acc tgc ctg gcc tec cac ctg ctg cag get gcc ttt gag cac acg acc 96 
Thr Cys Leu Ala Ser His Leu Leu Gin Ala Ala Phe Glu His Thr Thr 
20 25 30 

cag ctt gcc gag gcc cag gag gtt gaa ccc cag gag gtc tea ggg tct 144 
Gin Leu Ala Glu Ala Gin Glu Val Glu Pro Gin Glu Val Ser Gly Ser 
35 40 45 

tec ttg ctg ccc tea ctg tct gcg tec teg gac tea gag tct gga aca 192 
Ser Leu Leu Pro Ser Leu Ser Ala Ser Ser Asp Ser Glu Ser Gly Thr 
50 55 60 

gtt ttg cca gag caa gaa act ccc aga gaa taa 225 
Val Leu Pro Glu Gin Glu Thr Pro Arg Glu * 
65 70 



<210> 384 
<211> 74 
<212> PRT 

<213> Homo sapiens 
<400> 384 

Met Thr Ala Leu Thr Ser Trp His Leu Ala Tyr Leu He Thr Trp Thr 

1 5 10 15 

Thr Cys Leu Ala Ser His Leu Leu Gin Ala Ala Phe Glu His Thr Thr 

20 25 30 

Gin Leu Ala Glu Ala Gin Glu Val Glu Pro Gin Glu Val Ser Gly Ser 

35 40 45 

Ser Leu Leu Pro Ser Leu Ser Ala Ser Ser Asp Ser Glu Ser Gly Thr 

50 55 60 

Val Leu Pro Glu Gin Glu Thr Pro Arg Glu 
65 70 
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<210> 385 
<211> 288 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(288) 

<221> misc_feature 
<222> (1). ..(288) 
<223> n = A.T.C or G 

<400> 385 

atg gcc ccc ccg cnc gcg tnc egg tec ccg atg tea ccn cng ncg nng 48 

Met Ala Pro Pro Xaa Ala Xaa Arg Ser Pro Met Ser Xaa Xaa Xaa Xaa 
15 10 15 

ntg ctg ctg ctg ctg ctg ctg agt ctg gcg ctg ctg ggc gcc egg gcc 96 
Xaa Leu Leu Leu Leu Leu Leu Ser Leu Ala Leu Leu Gly Ala Arg Ala 
20 25 " 30 

cgc gcc gag ccc gcc ggg agt gcc gtc ccc gcg cag age cgc cca tgc 144 
Arg Ala Glu Pro Ala Gly Ser Ala Val Pro Ala Gin Ser Arg Pro Cys 
35 40 45 

gtg gac tgc cac gcc ttc gag ttc atg cag cgc gcc ctg cag gac ctg 192 
Val Asp Cys His Ala Phe Glu Phe Met Gin Arg Ala Leu Gin Asp Leu 
50 55 60 

egg aag aca gcc tgc age ctg gac gcg egg acg gag ace eta ctg ctg 240 
Arg Lys Thr Ala Cys Ser Leu Asp Ala Arg Thr Glu Thr Leu Leu Leu 
65 70 75 80 

cag gca gag cgc'cgt gcc ctg tgt gcc tgc tgg cca gcg ggg cac tga 288 
Gin Ala Glu Arg Arg Ala Leu Cys Ala Cys Trp Pro Ala Gly His * 

85 90 95 



<210> 386 
<211> 95 
<212> PRT 

<213> Homo sapiens 
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<220> 

<221> VARIANT 

<222> (1). . .(95) 

<223> Xaa = Any Amino Acid 

<400> 386 

Met Ala Pro Pro Xaa Ala Xaa Arg Ser Pro Met Ser Xaa Xaa Xaa Xaa 
1 5 10 15 

Xaa Leu Leu Leu Leu Leu Leu Ser Leu Ala Leu Leu Gly Ala Arg Ala 

20 25 30 

Arg Ala Glu Pro Ala Gly Ser Ala Val Pro Ala Gin Ser Arg Pro Cys 

35 40 45 

Val Asp Cys His Ala Phe Glu Phe Met Gin Arg Ala Leu Gin Asp Leu 

50 55 60 

Arg Lys Thr Ala Cys Ser Leu Asp Ala Arg Thr Glu Thr Leu Leu Leu 
65 70 75 80 

Gin Ala Glu Arg Arg Ala Leu Cys Ala Cys Trp Pro Ala Gly His 
85 90 ' 95 

<210> 387 
<211> 351 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . . (351) 

<400> 387 

atg aag gga etc aga agt ctg gca gca aca acc ttg get ctt ttc ctg 

Met Lys Gly Leu Arg Ser Leu Ala Ala Thr Thr Leu Ala Leu Phe Leu 

1 5 10 15 

gtg ttt gtt ttc ctg gga aac tec age tgc get ccg cag aga ctg ttg 
Val Phe Val Phe Leu Gly Asn Ser Ser Cys Ala Pro Gin Arg Leu Leu 
20 25 30 



48 



96 



gag aga agg aac tgg act cct caa get atg etc tac ctg aaa ggg gca 144 
Glu Arg Arg Asn Trp Thr Pro Gin Ala Met Leu Tyr Leu Lys Gly Ala 
35 40 45 

cag ggt cgc cgc ttc ate tec gac cag age egg aga aag gac etc tec 192 
Gin Gly Arg Arg Phe He Ser Asp Gin Ser Arg Arg Lys Asp Leu Ser 
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50 



55 



60 



gac egg cca ctg ccg gaa aga cga age cca aat ccc caa eta eta act 
Asp Arg Pro Leu Pro Glu Arg Arg Ser Pro Asn Pro Gin Leu Leu Thr 
65 70 75 80 

att ccg gag gca gca acc ate tta ctg gcg tec ctt cag aaa tea cca 
He Pro Glu Ala Ala Thr He Leu Leu Ala Ser Leu Gin Lys Ser Pro 

85 90 95 

gaa gat gaa gaa aaa aac ttt gat caa acc aga ttc ctg gaa gac agt 
Glu Asp Glu Glu Lys Asn Phe Asp Gin Thr Arg Phe Leu Glu Asp Ser 
100 105 no . 

ctg ctt aac tgg tga 
Leu Leu Asn Trp * 
115 



240 



288 



336 



351 



<210> 388 
<211> 116 
<212> PRT 

<213> Homo sapiens 
<400> 388 

Met Lys Gly Leu Arg Ser Leu Ala Ala Thr Thr Leu Ala Leu Phe Leu 
15 10 15 

Val Phe Val Phe Leu Gly Asn Ser Ser Cys Ala Pro Gin Arg Leu Leu 

20 25 30 . 

Glu Arg Arg Asn Trp Thr Pro Gin Ala Met Leu Tyr Leu Lys Gly Ala 

35 40 45 

Gin Gly Arg Arg Phe lie Ser Asp Gin Ser Arg Arg Lys Asp Leu Ser 

50 55 60 

Asp Arg Pro Leu Pro Glu Arg Arg Ser Pro Asn Pro Gin Leu Leu Thr 
65 70 75 80 

He Pro Glu Ala Ala Thr He Leu Leu Ala Ser Leu Gin Lys Ser Pro 

85 90 95 

Glu Asp Glu Glu Lys Asn Phe Asp Gin Thr Arg Phe Leu Glu Asp Ser 

. 100 105 no 

Leu Leu Asn Trp 

115 

<210> 389 
<211> 318 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(318) 

<400> 389 

atg aac ttg ggg gtc age atg ctg agg ate etc ttc etc ctg gat gta 48 

Met Asn Leu Gly Val Ser Met Leu Arg He Leu Phe Leu Leu Asp Val 
15 10 15 

gga gga get caa gtg ctg gca aca ggc aag ace cct ggg get gaa att 96 
Gly Gly Ala Gin Val Leu Ala Thr Gly Lys Thr Pro Gly Ala Glu He 
20 25 30 

gat ttc aag tac gee etc ate ggg act get gtg ggt gtc gee ata tct 144 
Asp Phe Lys Tyr Ala Leu He Gly Thr Ala Val Gly Val Ala He Ser 
35 40 45 

get ggc ttc ctg gee ctg aag ate tgc atg ate agg agg cac tta ttt 192 
Ala Gly Phe Leu Ala Leu Lys He Cys Met He Arg Arg His Leu Phe 
50 55 60 

gac gac gac tct tec gac ctg aaa age acg cct ggg ggc etc agt gac 240 
Asp Asp Asp Ser Ser Asp Leu Lys Ser Thr Pro Gly Gly Leu Ser Asp 
65 70 75 80 

acc ate ccg eta aag aag aga gee cca agg cga aac cac aat ttc tec 288 
Thr He Pro Leu Lys Lys Arg Ala Pro Arg Arg Asn His Asn Phe Ser 

85 90 95 

aaa aga gat gca cag gtg att gag ctg tag 318 
Lys Arg Asp Ala Gin Val He Glu Leu * 
100 105 



<210> 390 
<211> 105 
<212> PRT 

<213> Homo sapiens 
<400> 390 

Met Asn Leu Gly Val Ser Met Leu Arg He Leu Phe Leu Leu Asp Val 
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1 5 10 15 

Gly Gly Ala Gin Val Leu Ala Thr Gly Lys Thr Pro Gly Ala Glu He 

20 25 30 

Asp Phe Lys Tyr Ala Leu He Gly Thr Ala Val Gly Val Ala He Ser 

35 40 45 

Ala Gly Phe Leu Ala Leu Lys lie Cys Met He Arg Arg His Leu Phe 

50 55 60 

Asp Asp Asp Ser Ser Asp Leu Lys Ser Thr Pro Gly Gly Leu Ser Asp 
65 70 75 ' 80 

Thr lie Pro Leu Lys Lys Arg Ala Pro Arg Arg Asn His Asn Phe Ser 

85 go 95 

Lys Arg Asp Ala Gin Val He Glu Leu 
100 105 

<210> 391 
<211> 150 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(150) 

<221> misc_feature 
<222> (1)...(150) 
<223> n = A.T.C or G 

<400> 391 

atg gcc ate etc cag gtc act gcg ggc nac ccc ctg gec atg gec cag 
Met Ala He Leu Gin Val Thr Ala Gly Xaa Pro Leu Ala Met Ala Gin 
1 5 10 15 

ggc ccc cac ccc ctg gtc cac ate act gag gaa gta gaa gaa aac agg 
Gly Pro His Pro Leu Val His He Thr Glu Glu Val Glu Glu Asn Arg 
20 25 30 



48 



95 



aca caa gat ggc aag cct gag aga att gcc cag ctg acc tgg aat gag 144 
Thr Gin Asp Gly Lys Pro Glu Arg He Ala Gin Leu Thr Trp Asn Glu 
35 40 45 



gcc taa 
Ala * 



150 
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<210> 392 
<211> 49 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (1). . .(49) 

<223> Xaa = Any Amino Acid 



<400> 392 

Met Ala He Leu Gin Val Thr Ala Gly Xaa Pro Leu Ala Met Ala Gin 
1 5 io 15 

Gly Pro His Pro Leu Val His He Thr Glu Glu Val Glu Glu Asn Arg 

20 25 30 

Thr Gin Asp Gly Lys Pro Glu Arg He Ala Gin Leu Thr Trp Asn Glu 
35 40 45 

Ala 



■ <210> 393 
<211> 294 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). ..(294) 

<400> 393 

atg gat cct gag gtg acc ttg ctg ctg cag tgc cct ggc ggg ggc ctg 48 

Met Asp Pro Glu Val Thr Leu Leu Leu Gin Cys Pro Gly Gly Gly Leu 

1 5 10 15 

ccc cag gag cag ata cag gcc gag ctg age ccc gec cat gac cgt cgc 96 
Pro Gin Glu Gin He Gin Ala Glu Leu Ser Pro Ala His Asp Arg Arg 
20 25 30 

cca ctg cca ggt ggg gac gag gcc ate act gcc ate tgg gag acc egg 144 
Pro Leu Pro Gly Gly Asp Glu Ala He Thr Ala He Trp Glu Thr Arg 
35 40 45 



eta aag gcc caa ccc tgg etc ttc gac gcc ccc aag ttc cgc ctg cac 



192 
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Leu Lys Ala Gin Pro Trp Leu Phe Asp Ala Pro Lys Phe Arg Leu His 
50 55 6 o ' 



! ca 9 f acc ct 9 9cg cct att ggc tct egg ggg cca cag ctg etc ctg 
Ser Ala Thr Leu Ala Pro He Gly Ser Arg Gly Pro Gin Leu Leu Leu 
65 7 ° 75 80 

cgc ctg ggc ctt act tec tgc cga gtt eta tgt cca gtg cag cct gac 
Arg Leu Gly Leu Thr Ser Cys Arg Val Leu Cys Pro Val Gin Pro Asd 

85 90 95 

ttc tga 
Phe * 



240 



288 



294 



<210> 394 
<211> 97 
<212> PRT 
<213> Homo sapiens 

<400> 394 
Met Asp Pro Glu Val Thr Leu Leu 
1 5 
Pro Gin Glu Gin He Gin Ala Glu 
20 

Pro Leu Pro Gly Gly Asp Glu Ala 
35 40 
Leu Lys Ala Gin Pro Trp Leu Phe 

50 55 
Ser Ala Thr Leu Ala Pro He Gly 
65 70 
Arg Leu Gly Leu Thr Ser Cys Arg 
85 

Phe 



Leu Gin Cys 
10 

Leu Ser Pro 
25 

He Thr Ala 

Asp Ala Pro 

Ser Arg Gly 
75 

Val Leu Cys 
90 



Pro Gly Gly Gly Leu 
15 

Ala His Asp Arg Arg 
30 

He Trp Glu Thr Arg 
45 

Lys Phe Arg Leu His 
60 

Pro Gin Leu Leu Leu 
80 

Pro Val Gin Pro Asp 
95 



<210> 395 
<211> 303 
<212> DNA 
<213> Homo sapiens 



<220> 
<221> CDS 



96 
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<222> (1)...(303) 
<400> 395 

atg cga caa gtt ttt ggt gat gag aag aag tac tgg ttg eta ccc att 4ft 
Met Arg Gin Val Phe Gly Asp Glu Lys Lys Tyr Trp Leu Leu Pro He 
1 5 10 15 

£1 2 3 c 9t , Cta T 9at " C t9C tcc ttt cca act tsc ctt gtt aac 
. Phe Ser Sen Leu Gly Asp Gly Cys Sen Phe Pro Thr Cys Leu Val Asn 

20 25 30 

nn L at p Ct r? £ a 9 ? tCt aCt CCt 9Ca 999 ctg aat tcc aca get 144 
Gln.Asp Pro Glu Gin Ala Ser Thr Pro Ala Gly Leu Asn Ser Thr Ala 
35 40 45 

aaa aat etc gaa aac cat cag ttt cct gca aag cca ttg aga gag tcc 192 
Lys Asn Leu Glu Asn His Gin Phe Pro Ala Lys Pro Leu Arg Glu Ser 
50 55 60 

Gl'n W S- ■ " ■ " I? f l tCt Ca9 tCt t99 ac9 9 a 9 age ata 240 
Gin Ser His Leu Leu Thr Asp Ser Gin Ser Trp Thr Glu Ser Ser lie 

65 70 75 80 

aac cca gga aaa tgc aaa get ggt atg age aat cct gca tta acc atg 288 
Asn Pro Gly Lys Cys Lys Ala Gly Met Ser Asn Pro Ala Leu Thr Me? 

85 90 95 

gaa aat gag act taa ... 
Glu Asn Glu Thr * J03 
100 



<210> 396 
<211> 100 
<212> PRT 
<213> Homo sapiens 

<400> 396 

Met Arg Gin Val Phe Gly Asp Glu Lys Lys Tyr Trp Leu Leu Pro He 

5 10 15 

Phe Ser Ser Leu Gly Asp Gly Cys Ser Phe Pro Thr Cys Leu Val Asn 

20 25 30 

Gin Asp Pro Glu Gin Ala Ser Thr Pro Ala Gly Leu Asn Ser Thr Ala 
35 40 45 
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Lys Asn Leu Glu Asn His Gin Phe Pro Ala Lys Pro Leu Arg Glu Sen 

50 55 60 

Gin Ser His Leu Leu Thr Asp Ser Gin Ser Trp Thr Glu Ser Ser He 
65 70 75 so 

Asn Pro Gly Lys Cys Lys Ala Gly Met Ser Asn Pro Ala Leu Thr Met 
85 90 95 

Glu Asn Glu Thr 
100 

<210> 397 
<211> 141 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (141) 

<400> 397 

atg etc tec ttc ctg ccc ttc ctg gtg ctg ctg gtt ttc ate agg aac 48 
Met Leu Ser Phe Leu Pro Phe Leu Val Leu Leu Val Phe He Arg Asn 
1 5 10 15 

etc cga gee ctg tec ate ttc tec ctg ttg gee aac ate ace atg ctg 96 
Leu Arg Ala Leu Ser He Phe Ser Leu Leu Ala Asn He Thr Met Leu 
20 25 30 

gtc age ttg gtc atg ate tac cag ttc att gtt cag ate ctg tga 141 
Val Ser Leu Val Met He Tyr Gin Phe He Val Gin He Leu * 
35 40 45 



<210> 398 
<211> 46 
<212> PRT 
<213> Homo sapiens 

<400> 398 

Met Leu Ser Phe Leu Pro Phe Leu Val Leu Leu Val Phe He Arg Asn 
1 5 io 15 

Leu Arg Ala Leu Ser He Phe Ser Leu Leu Ala Asn He Thr Met Leu 

20 25 30 

Val Ser Leu Val Met He Tyr Gin Phe He Val Gin He Leu 
35 40 45 
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<210> 399 
<211> 360 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(360) 

<400> 399 

atg cag age age cac gec tac tgc aca cct etc aat gca get tta cag 48 

Met Gin Ser Ser His Ala Tyr Cys Thr Pro Leu Asn Ala Ala Leu Gin 

15 10 15 

get tea atg get gag aat agt ata cct eta tac act acc get tec atg 96 
Ala Ser Met Ala Glu Asn Ser He Pro Leu Tyr Thr Thr Ala Ser Met 
20 25 30 

gga aat ccc act ctg ggc aac tta gee age gca ata egg gaa gag ctg 144 
Gly Asn Pro Thr Leu Gly Asn Leu Ala Ser Ala He Arg Glu Glu Leu 
35 40 45 

aac ggg gca atg gag cat acc aac age aac gag agt gac age agt cca 192 
Asn Gly Ala Met Glu His Thr Asn Ser Asn Glu Ser Asp Ser Ser Pro 
50 55 60 

ggc aga tct cct atg caa gee gtg cat cct gta cac gtc aaa gaa gag 240 
Gly Arg Ser Pro Met Gin Ala Val His Pro Val His Val Lys Glu Glu 
65 70 75 80 

ccc etc gat cca gag gaa get gaa ggg ccc ctg tec tta gtg aca aca 288 
Pro Leu Asp Pro Glu Glu Ala Glu Gly Pro Leu Ser Leu Val Thr Thr 

85 90 95 

gee aac cac agt cca gat ttt gac cat gac aga gat tac gaa gat gaa 336 
Ala Asn His Ser Pro Asp Phe Asp His Asp Arg Asp Tyr Glu Asp Glu 
100 105 no 



cca gta aac gag gac atg gag tga 
Pro Val Asn Glu Asp Met Glu * 
115 



360 
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<210> 400 

<211> 119 
<212> PRT 

<213> Homo sapiens 
<400> 400 

Met Gin Ser Ser His Ala Tyr Cys Thr Pro Leu Asn Ala Ala Leu Gin 
15 10 15 

Ala Ser Met Ala Glu Asn Ser He Pro Leu Tyr Thr Thr Ala Ser Met 

20 25 30 

Gly Asn Pro Thr Leu Gly Asn Leu Ala Ser Ala He Arg Glu Glu Leu 

35 40 45 

Asn Gly Ala Met Glu His Thr Asn Ser Asn Glu Ser Asp Ser Ser Pro 

50 55 60 

Gly Arg Ser Pro Met Gin Ala Val His Pro Val His Val Lys Glu Glu 
65 7 0 75 80 

Pro Leu Asp Pro Glu Glu Ala Glu Gly Pro Leu Ser Leu Val Thr Thr 

85 90 95 

Ala Asn His Ser Pro Asp Phe Asp His Asp Arg Asp Tyr Glu Asp Glu 

100 105 ' no ' 

Pro Val Asn Glu Asp Met Glu 
115 



<210> 401 
<211> 474 
<212> DNA 
<213> Homo sapiens 

<220> 

<221>.CDS 

<222> (1)...(474) 

<400> 401 

atg teg aaa age tgt gga aat aat tta gcg gec att tct gta gga att 

Met Ser Lys Ser Cys Gly Asn Asn Leu Ala Ala lie Ser Val Gly He 
1 5 10 15 

teg at at tta etc tta gtg gtt tgt gga att ggg tgt gtt tgg cac 
Ser Leu Leu Leu Leu Leu Val Val Cys Gly He Gly Cys Val Trp His 
20 25 30 

tgg aaa cac cgt gtt gee aca cga ttt acc tta ccg agg ttt tta caa 
Trp Lys His Arg Val Ala Thr Arg Phe Thr Leu Pro Arg Phe Leu Gin 
35 40 45 



48 



96 



144 
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agg aga age age agg aga aaa gtc tgt act aaa aca ttc ttg ggc ccc 192 
Arg Arg Ser Ser Arg Arg Lys Val Cys Thr Lys Thr Phe Leu Gly Pro 
50 55 60 

cgc ate att ggc tta agg cat gaa ate tea gtt gaa ace caa gac cac 240 
Arg He He Gly Leu Arg His Glu He Ser Val Glu Thr Gin Asp His 
65 70 75 so 

aaa tct get gtc agg gga aat aac aca cac gac aac tat gaa aat gtg 288 
Lys Ser Ala Val Arg Gly Asn Asn Thr His Asp Asn Tyr Glu Asn Val 

85 90 95 

gaa gca ggt cct ccc aaa get aaa gga aaa ace gat aag gaa eta tat 336 
Glu Ala Gly Pro Pro Lys Ala Lys Gly Lys Thr Asp Lys Glu Leu Tyr 
100 105 no 

gaa aac aca ggg cag tct aat ttc gag gag cat ate tat gga aat gag 384 
Glu Asn Thr Gly Gin Ser Asn Phe Glu Glu His He Tyr Gly Asn Glu 
115 120 125 

aca tct tct gac tat tat aac ttc cag aag cct cgt cct tct gaa gtt 432 
Thr Ser Ser Asp Tyr Tyr Asn Phe Gin Lys Pro Arg Pro Ser Glu Val 
130 135 140 

cct caa gat gaa gat ata tac att ctt cca gat tea tat tag 474 
Pro Gin Asp Glu Asp He Tyr He Leu Pro Asp Ser Tyr * 
145 150 155 



<210> 402 
<211> 157 
<212> PRT 

<213> Homo sapiens 
<400> 402 

Met Ser Lys Ser Cys Gly Asn Asn Leu Ala Ala He Ser Val Gly He 
1 5 10 15 



Ser Leu Leu Leu Leu Leu Val Val Cys Gly He Gly Cys Val Trp His 

20 25 30 

Trp Lys His Arg Val Ala Thr Arg Phe Thr Leu Pro Arg Phe Leu Gin 

35 40 45 

Arg Arg Ser Ser Arg Arg Lys Val Cys Thr Lys Thr Phe Leu Gly Pro 
5 0 55 60 
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Arg He He Gly Leu Arg His Glu He Ser Val Glu Thr Gin Asp His 
f 5 70 75 so 

Lys Ser Ala Val Arg Gly Asn Asn Thr His Asp Asn Tyr Glu Asn Val 

85 90 ' 95 

Glu Ala Gly Pro Pro Lys Ala Lys Gly Lys Thr Asp Lys Glu Leu Tyr 

100 105 no 

Glu Asn Thr Gly Gin Ser Asn Phe Glu Glu His He Tyr Gly Asn Glu 

H5 120 125 

Thr Ser Ser Asp Tyr Tyr Asn Phe Gin Lys Pro Arg Pro Ser Glu Val 

130 135 140 

Pro Gin Asp Glu Asp He Tyr He Leu Pro Asp Ser Tyr 
145 150 155 

<210> 403 
<211> 279 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . . (279) 



<400> 403 

atg tgg cct gtg ttt tgg acc gtg gtt cgt acc tat get cct tat gtc 

Met Trp Pro Val Phe Trp Thr Val Val Arg Thr Tyr Ala Pro Tyr Val 
1 5 io 15 

aca ttc cct gtt gec ttc gtg gtc ggg get gtg ggt tac cac ctg gaa 
Thr Phe Pro Val Ala Phe Val Val Gly Ala Val Gly Tyr His Leu Glu 
20 25 30 

tgg ttc ate agg gga aag gac ccc cag ccc gtg gag gag gaa aag age 
Trp Phe He Arg Gly Lys Asp Pro Gin Pro Val Glu Glu Glu Lys Ser 
35 40 45 

ate tea gag cgc egg gag gat cgc aag ctg gat gag ctt eta ggc aag 
He Ser Glu Arg Arg Glu Asp Arg Lys Leu Asp Glu Leu Leu Gly Lys 
50 55 60 

gac cac acg cag gtg gtg age ctt aag gac aag eta gaa ttt gee ccg 
Asp His Thr Gin Val Val Ser Leu Lys Asp Lys Leu Glu Phe Ala Pro 
65 7 0 75 80 

aaa get gtg ctg aac aga aac cgc cca gag aag aat taa 



48 



96 



144 



192 



240 



279 
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Lys Ala Val Leu Asn Arg Asn Arg Pro Glu Lys Asn 

85 90 



<210> 404 
<211> 92 
<212> PRT 

<213> Homo sapiens 
<400> 404 

Met Trp Pro Val Phe Trp Thr Val Val Arg Thr Tyr Ala Pro Tyr Val 
1 5 10 15 

Thr Phe Pro Val Ala Phe Val Val Gly Ala Val Gly Tyr His Leu Glu 

20 25 30 

Trp Phe He Arg Gly Lys Asp Pro Gin Pro Val Glu Glu Glu Lys Ser 

35 40 45 

He Ser Glu Arg Arg Glu Asp Arg Lys Leu Asp Glu Leu Leu Gly Lys 

50 55 60 

Asp His Thr Gin Val Val Ser Leu Lys Asp Lys Leu Glu Phe Ala Pro 

65 70 75 so 

Lys Ala Val Leu Asn Arg Asn Arg Pro Glu Lys Asn 
85 90 

<210> 405 
<211> 255 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(255) 

<400> 405 

atg agt gaa ttc tgg ttg tgt ttc aac tgc tgt att gca gaa cag cct 

Met Ser Glu Phe Trp Leu Cys Phe Asn Cys Cys He Ala Glu Gin Pro 

1 5 10 15 

cag cct aaa agg cga egg egg att gac aga agt atg att gga gag ccc 
Gin Pro Lys Arg Arg Arg Arg He Asp Arg Ser Met He Gly Glu Pro 
20 25 30 



48 



96 



aca aac ttt gtg cat aca get cat gtt gga tea gga gac ctg ttc agt 144 
Thr Asn Phe Val His Thr Ala His Val Gly Ser Gly Asp Leu Phe Ser 
35 40 45 
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gga atg aat tea gtt age tec att cag aac caa atg cag tec aag gga 192 
Gly Met Asn Ser Val Ser Ser He Gin Asn Gin Met Gin Ser Lys Glv 
50 55 60 

ggt tat gga ggt gga atg cct gee aat gtc cag atg cag etc gtg gat 240 
Gly Tyr Gly Gly Gly Met Pro Ala Asn Val Gin Met Gin Leu Val Asp 
65 70 75 80 

acg aag gcg gga tag 2 rr 
Thr Lys Ala Gly * 



<210> 406 
<211> 84 
<212> PRT 
<213> Homo sapiens 

<400> 406 

Met Ser Glu Phe Trp Leu Cys Phe Asn Cys Cys He Ala Glu Gin Pro 
1 5 io 15 

Gin Pro Lys Arg Arg Arg Arg He Asp Arg Ser Met He Gly Glu Pro 

20 25 30 

Thr Asn Phe Val His Thr Ala His Val Gly Ser Gly Asp Leu Phe Ser 

35 40 45 

Gly Met Asn Ser Val Ser Ser He Gin Asn Gin Met Gin Ser Lys Gly 

50 55 60 

Gly Tyr Gly Gly Gly Met Pro Ala Asn Val Gin Met Gin Leu Val Asp 
65 70 75 80 

Thr Lys Ala Gly 



<210> 407 
<211> 249 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> COS 

<222> (1)...(249) 



<400> 407 

atg gcg agt age ggc ggt get ggg gcg gcg gcg gcg gee gcg gcg gcg 



48 
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Met Ala Ser Ser Gly Gly Ala Gly Ala. Ala Ala Ala Ala Ala Ala Ala 
1 5 10 15 



aat ctg aat gcg gtg egg gag acc atg gac gtt ctg ctt gag att tea 
Asn Leu Asn Ala Val Arg Glu Thr Met Asp Val Leu Leu Glu He Ser 
20 25 30 



96 



aga att ttg aat act ggc tta gat atg gaa act ctg tct att tgt gta 144 
Arg He Leu Asn Thr Gly Leu Asp Met Glu Thr Leu Ser He Cys Val 
35 40 45 

egg ctt tgt gaa caa gga att aac cca gaa get tta tea teg gtt att 192 
Arg Leu Cys Glu Gin Gly He Asn Pro Glu Ala Leu Ser Ser Val He 
50 55 60 

aag gag ctt cgc aag get act gaa gca ctg aag get get gaa aat atg 240 
Lys Glu Leu Arg Lys Ala Thr Glu Ala Leu Lys Ala Ala Glu Asn Met 
65 70 75 80 

aca age tga ? , p 
Thr Ser * 



<210> 408 
<211> 82 
<212> PRT 

<213> Homo sapiens 
<400> 408 

Met Ala Ser Ser Gly Gly Ala Gly Ala Ala Ala Ala Ala Ala Ala Ala 
1 5 io 15 

Asn Leu Asn Ala Val Arg Glu Thr Met Asp Val Leu Leu Glu He Ser 

20 25 30 

Arg He Leu Asn Thr Gly Leu Asp Met Glu Thr Leu Ser He Cys Val 

35 40 45 

Arg Leu Cys Glu Gin Gly He Asn Pro Glu Ala Leu Ser Ser Val He 

50 55 60 

Lys Glu Leu Arg Lys Ala Thr Glu Ala Leu Lys Ala Ala Glu Asn Met 
65 70 75 80 

Thr Ser 



<210> 409 
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<211> 156 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(156) 



<400> 409 

atg cag tgc tgc ctg ctg ctg cgc tgg ctg gca tct gcc etc etc cgt 

Met Gin Cys Cys Leu Leu Leu Arg Trp Leu Ala Ser Ala Leu Leu Arg 
15 10 15 

etc ctg ggt get gcc aca gag aag aga gag aga gtg aag egg gca gag 
Leu Leu Gly Ala Ala Thr Glu Lys Arg Glu Arg Val Lys Arg Ala Glu 
20 25 30 

act ggc tgt tgc cat cac aca act gag ggc gga cct gga get cac egg 
Thr Gly Cys Cys His His Thr Thr Glu Gly Gly Pro Gly Ala His Arg 
35 40 45 

ctg agg gtt tga 
Leu Arg Val * 
50 



48 



96 



144 



156 



<210> 410 
<211> 51 
<212> PRT 
<213> Homo sapiens 

<400> 410 

Met Gin Cys Cys Leu Leu Leu Arg Trp Leu Ala Ser Ala Leu Leu Arg 
1 5 10 15 

Leu Leu Gly Ala Ala Thr Glu Lys Arg Glu Arg Val Lys Arg Ala Glu 

20 25 30 

Thr Gly Cys Cys His His Thr Thr Glu Gly Gly Pro Gly Ala His Arg 

35 40 45 

Leu Arg Val 
50 

<210> 411 
<211> 420 
<212> DNA 
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<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(420) 

<221> misc_feature 
<222> (1)...(420) 
<223> n = A.T.C or G 

<400> 411 

atg cac gtc act gag get ctg cac cag aac atg cag get ctg ttt age 48 
Met His Val Thr Glu Ala Leu His Gin Asn Met Gin Ala Leu Phe Ser 
1 5 10 15 

acc ctg get cag gcg gag gag cag cag ccc tac ctg gag ggc tec acc 96 
Thr Leu Ala Gin Ala Glu Glu Gin Gin Pro Tyr Leu Glu Gly Ser Thr 
20 25 30 

gtt atg cgc ggg act cgc tgt ctg gca gag tac cac ctg ggg gat tat 144 
Val Met Arg Gly Thr Arg Cys Leu Ala Glu Tyr His Leu Gly Asp Tyr 
35 40 45 

gga cac gec tgg aac agg tgt tgg gtg ctg gac agg gtg gac acc tgg 192 
Gly His Ala Trp Asn Arg Cys Trp Val Leu Asp Arg Val Asp Thr Trp 
50 55 60 " 



get gtg gtc atg ttc att gat ttt gga cag ttg gee acc ate cct gtg 
Ala Val Val Met Phe He Asp Phe Gly Gin Leu Ala Thr He Pro Val 
65 7 0 75 so 

cag tct ctg cgc anc tna gac age gac gac ttc tgg acc ate cca ccc 
Gin Ser Leu Arg Xaa Xaa Asp Ser Asp Asp Phe Trp Thr He Pro Pro 

85 90 95 

ctg act cag cca ttc atg ctg gag aaa gac att ttg agt teg tat gag 
Leu Thr Gin Pro Phe Met Leu Glu Lys Asp He Leu Ser Ser Tyr Glu 
100 105 no 

gtt gtc cat cga ate etc aaa ggg aaa ate act ggt get ttg aac teg 
Val Val His Arg He Leu Lys Gly Lys He Thr Gly Ala Leu Asn Ser 
115 120 125 

gcg ttg cac ate eta aag ttt gaa gag tct aaa taa 



240 



288 



336 



384 



420 
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Ala Leu His He Leu Lys Phe Glu Glu Ser Lys * 
130 135 



<210> 412 
<211> 139 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> CI). . . (139) 

<223> Xaa = Any Amino Acid 

<400> 412 

Met His Val Thr Glu Ala Leu His Gin Asn Met Gin Ala Leu Phe Ser 
1 5 io 15 

Thr Leu Ala Gin Ala Glu Glu Gin Gin Pro Tyr Leu Glu Gly Ser Thr 

20 25 * 30 

Val Met Arg Gly Thr Arg Cys Leu Ala Glu Tyr His Leu Gly Asp Tyr 

35 40 45 

Gly His Ala Trp Asn Arg Cys Trp Val Leu Asp Arg Val Asp Thr Tr D 

50 55 60 

Ala Val Val Met Phe lie Asp Phe Gly Gin Leu Ala Thr He Pro Val 
65 70 75 80 

Gin Ser Leu Arg Xaa Xaa Asp Ser Asp Asp Phe Trp Thr He Pro Pro 

85 90 95 

Leu Thr Gin Pro Phe Met Leu Glu Lys Asp He Leu Ser Ser Tyr Glu 

100 105 no 

Val Val His Arg He Leu Lys Gly Lys He Thr Gly Ala Leu Asn Ser 

H5 120 125 

Ala Leu His He Leu Lys Phe Glu Glu Ser Lys 
130 135 

<210> 413 
<211> 795 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(795) 



<400> 413 
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48 



96 



^ C n CC t9C 999 939 tcg 9CC ccc gac ctt 9cc ggc ttc acc 
Met Phe Val Pro Cys Gly Glu Ser Ala Pro Asp Leu Ala Gly Phe Thr 

1 5 10 15 

etc eta atg cca gca gta tct gtt gga aat gtt ggc cag ctt gca atg 
Leu Leu Met Pro Ala Val Ser Val Gly Asn Val Gly Gin Leu Ala Met 
20 25 30 

gat ctg att att tct aca ctg aat atg tct aag att ggt tac ttc tat 144 
Asp Leu He He Ser Thr Leu Asn Met Ser Lys He Gly Tyr Phe Tyr 
35 40 45 

acc gat tgt ctt gtg cca atg gtt gga aac aat cca tat gcg acc aca 192 
Thr Asp Cys Leu Val Pro Met Val Gly Asn Asn Pro Tyr Ala Thr Thr 
50 55 6 o 

gaa gga aat tea aca gaa ctt age ata aat get gaa gtg tat tea ttg 240 
Glu Gly Asn Ser Thr Glu Leu Ser He Asn Ala Glu Val Tyr Ser Leu 
65 70 75 go 

cct tea aga aag ctg gtg get eta cag tta aga tec att ttt att aag 288 
Pro Ser Arg Lys Leu Val Ala Leu Gin Leu Arg Ser He Phe He Lys 

85 90 95 

tat aaa tea aag cca ttc tgt gaa aaa ctg ctt tec tgg gtg aaa age 336 
Tyr Lys Ser Lys Pro Phe Cys Glu Lys Leu Leu Ser Trp Val Lys Ser 
100 105 no 

agt ggc tgt gec aga gtc att gtt ctt tea age agt cat tea tat cag 384 
Ser Gly Cys Ala Arg Val He Val Leu Ser Ser Ser His Ser Tyr Gin 
115 120 125 

cgt aat gat ctg cag ctt cgt agt act ccc ttc egg tac eta ctt aca 432 
Arg Asn Asp Leu Gin Leu Arg Ser Thr Pro Phe Arg Tyr Leu Leu Thr 
130 135 140 

cct tec atg caa aaa agt gtt caa aat aaa ata aag age ctt aac tgg 480 
Pro Ser Met Gin Lys Ser Val Gin Asn Lys He Lys Ser Leu Asn Trp 
145 150 155 i 6 o 

n, a M l ? ?, M f 83 c 9C 099 t9C att CCt gaa ata 9 at 9 at tec gag 528 
Glu Glu Met Glu Lys Ser Arg Cys He Pro Glu He Asp Asp Ser Glu 

165 i/o 175 
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ttt tgt ate cgc att ccg gga gga ggt ate aca aaa aca etc tat gat 576 
Phe Cys He Arg He Pro Gly Gly Gly He Thr Lys Thr Leu Tyr Asp 
180 185 ' 190 

gaa age tgt tct aaa gaa ate caa atg gca gtt ctg ctg aaa ttt gtt 624 
Glu Ser Cys Ser Lys Glu He Gin Met Ala Val Leu Leu Lys Phe Val 
195 200 205 

tea gaa ggg gac aac ate cca gat gca tta ggt ctt gtt gag tat ctt 672 
Ser Glu Gly Asp Asn He Pro Asp Ala Leu Gly Leu Val Glu Tyr Leu 
210 215 220 

aat gag tgg ctt cag ata etc aaa cca ctt age gat gac ccc aca gta 720 
Asn Glu Trp Leu Gin He Leu Lys Pro Leu Ser Asp Asp Pro Thr Val 
225 230 235 240 

tct gee tea egg tgg aaa ata cca agt tct tgg aga tta etc ttt ggc 768 
Ser Ala Ser Arg Trp Lys He Pro Ser Ser Trp Arg Leu Leu Phe Gly 
245 250 255 

agt ggt ctt ccc cct gca ctt ttc tga 795 
Ser Gly Leu Pro Pro Ala Leu Phe * 
260 



<210> 414 
<211> 264 
<212> PRT 
<213> Homo sapiens 

<400> 414 

Met Phe Val Pro Cys Gly Glu Ser Ala Pro Asp Leu Ala Gly Phe Thr 
1 5 10 15 

Leu Leu Met Pro Ala Val Ser Val Gly Asn Val Gly Gin Leu Ala Met 

20 25 30 

Asp Leu He He Ser Thr Leu Asn Met Ser Lys He Gly Tyr Phe Tyr 

35 40 45 

Thr Asp Cys Leu Val Pro Met Val Gly Asn Asn Pro Tyr Ala Thr Thr 

50 55 60 

Glu Gly Asn Ser Thr Glu Leu Ser He Asn Ala Glu Val Tyr Ser Leu 
65 70 75 ' 80 

Pro Ser Arg Lys Leu Val Ala Leu Gin Leu Arg Ser He Phe He Lys 

85 90 95 

Tyr Lys Ser Lys Pro Phe Cys Glu Lys Leu Leu Ser Trp Val Lys Ser 
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100 ' 105 no 

Ser Gly Cys Ala Arg Val He Val Leu Ser Sen Ser His Ser Tyr Gin 

115 120 125 

Arg Asn Asp Leu Gin Leu Arg Ser Thr Pro Phe Arg Tyr Leu Leu Thr 

130 135 140 

Pro Ser Met Gin Lys Ser Val Gin Asn Lys He Lys Ser Leu Asn Trp 
145 150 155 leo 

Glu Glu Met Glu Lys Ser Arg Cys He Pro Glu He Asp Asp Ser Glu 

165 170 175 

Phe Cys He Arg He Pro Gly Gly Gly He Thr Lys Thr Leu Tyr Asp 

180 185 190 

Glu Ser Cys Ser Lys Glu He Gin Met Ala Val Leu Leu Lys Phe Val 

195 200 205 

Ser Glu Gly Asp Asn He Pro Asp Ala Leu Gly Leu Val Glu Tyr Leu 

210 215 220 

Asn Glu Trp Leu Gin He Leu Lys Pro Leu Ser Asp Asp Pro Thr Val 
225 230 235 240 

Ser Ala Ser Arg Trp Lys He Pro Ser Ser Trp Arg Leu Leu Phe Gly 

245 250 255 

Ser Gly Leu Pro Pro Ala Leu Phe 
260 

<210> 415 
<211> 225 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(225) 

<400> 415 

atg ggg aaa tta ttc tgg att ata cag atg gac tgt gtt cag tea cag 48 

Met Gly Lys Leu Phe Trp He He Gin Met Asp Cys Val Gin Ser Gin 
15 10 15 

gag etc tta aaa gca gag acg ctt tec cag ctt ggg tea gag aga ttc 96 
Glu Leu Leu Lys Ala Glu Thr Leu Ser Gin Leu Gly Ser Glu Arg Phe 
20 25 30 

ate atg aga aga tct cca eta get gtt get gga ttt cag gat gga gga 144 
He Met Arg Arg Ser Pro Leu Ala Val Ala Gly Phe Gin Asp Gly Gly 
35 40 45 
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aga etc aag cag aga gac ctg gtg gec act aga age ttg gaa cag ccc 
Arg Leu Lys Gin Arg Asp Leu Val Ala Thr Arg Ser Leu Glu Gin Pro 
50 55 eo 

tea gtt gat age aag gaa atg agg act cag tga 
Ser Val Asp Ser Lys Glu Met Arg Thr Gin * 
65 70 



192 



225 



<210> 416 
<211> 74 
<212> PRT 

<213> Homo sapiens 
<400> 416 

Met Gly Lys Leu Phe Trp He He Gin Met Asp Cys Val Gin Ser Gin 
1 5 io 15 

Glu Leu Leu Lys Ala Glu Thr Leu Ser Gin Leu Gly Ser Glu Arg Phe 

20 25 30 

He Met Arg Arg Ser Pro Leu Ala Val Ala Gly Phe Gin Asp Gly Gly 

35 40 45 

Arg Leu Lys Gin Arg Asp Leu Val Ala Thr Arg Ser Leu Glu Gin Pro 

50 55 60 

Ser Val Asp Ser Lys Glu Met Arg Thr Gin 
65 70 

<210> 417 
<211> 414 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(414) 



<400> 417 

atg gag tac ata cag cag ttg aag gac ttt act acc gat gac ctg ttq 

Met Glu Tyr He Gin Gin Leu Lys Asp Phe Thr Thr Asp Asp Leu Leu 

1 5 10 15 

cag eta tta atg tea tgt ccc caa gtt gaa tta att cag tgt etc act 
Gin Leu Leu Met Ser Cys Pro Gin Val Glu Leu He Gin Cys Leu Thr 
20 25 30 . 



48 



96 
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aaa gag ttg aat gag aaa caa cca tct tta tct ttt ggt ctt get ata 144 

Lys Glu Leu Asn Glu Lys Gin Pro Ser Leu Ser Phe Gly Leu Ala He 

35 40 45 

ctt cat ctg ttc tct gca gac atg aaa aaa gtt ggc att aag eta ctt 192 
Leu His Leu Phe Ser Ala Asp Met Lys Lys Val Gly He Lys Leu Leu 
50 55 60 

caa gaa ate aat aaa ggt ggg ata gat gca gta gaa agt ctt atg ata 240 
Gin Glu He Asn Lys Gly Gly He Asp Ala Val Glu Ser Leu Met He 
65 70 75 80 

aat gat tec ttt tgc tec ata gaa aag tgg caa gaa gtg gca aat ata 288 
Asn Asp Ser Phe Cys Ser lie Glu Lys Trp Gin Glu Val Ala Asn He 

85 90 95 

tgt tea cag aat ggc ttt gac aaa tta tct aat gac ate acg tct att 336 
Cys Ser Gin Asn Gly Phe Asp Lys Leu Ser Asn Asp He Thr Ser He 
100 105 no 

ctt cga tct cag get gca gtt aca gaa att tct gaa gag gat gac gca 384 
Leu Arg Ser Gin Ala Ala Val Thr Glu He Ser Glu Glu Asp Asp Ala 
115 120 125 

gtc aac eta atg gaa cat gtg ttt tgg tag _ 414 
Val Asn Leu Met Glu His Val Phe Trp +^~ m 
130 135 



<210> 418 
<211> 137 
<212> PRT 

<213> Homo sapiens 
<400> 418 ' 

Met Glu Tyr He Gin Gin Leu Lys Asp Phe Thr Thr Asp Asp Leu Leu 
1 5 10 15 

Gin Leu Leu Met Ser Cys Pro Gin Val Glu Leu He Gin Cys Leu Thr 

20 25 30 

Lys Glu Leu Asn Glu Lys Gin Pro Ser Leu Ser Phe Gly Leu Ala lie 

35 40 45 

Leu His Leu Phe Ser Ala Asp Met Lys Lys Val Gly He Lys Leu Leu 

50 55 60 

Gin Glu lie Asn Lys Gly Gly He Asp Ala Val Glu Ser Leu Met lie 
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65 70 75 80 

Asn Asp Sen Phe Cys Ser He Glu Lys Trp Gin Glu Val Ala Asn He 

85 90 95 

Cys Ser Gin Asn Gly Phe Asp Lys Leu Ser Asn Asp He Thr Ser lie 

100 105 ' no 

Leu Arg Ser Gin Ala Ala Val Thr Glu He Ser Glu Glu Asp Asp Ala 

115 120 125 

Val Asn Leu Met Glu His Val Phe Trp 
130 135 

<210> 419 
<211> 285 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(285) 

<400> 419 

atg act aca gtt ccc acg tgc gca act ctg ccc ttg get caa gga ttc 48 

Met Thr Thr Val Pro Thr Cys Ala Thr Leu Pro Leu Ala Gin Gly Phe 
15 io 15 

cgt gat gtt cat ttt ggt ttt eta age gag agg etc cga gec ttc caa 96 
Arg Asp Val His Phe Gly Phe Leu Ser Glu Arg Leu Arg Ala Phe Gin 
20 25 30 

cct ctg act ggc tgg tec tgt gag acc cct cga tea ggg atg ctg ctg 144 
Pro Leu Thr Gly Trp Ser Cys Glu Thr Pro Arg Ser Gly Met Leu Leu 
35 40 45 

caa gtg gtc atg gca gtt get gac acc tct gcg aag gec gtg gag acc 192 
Gin Val Val Met Ala Val Ala Asp Thr-Ser Ala Lys Ala Val Glu Z 
50 55 60 

gtg aag aag cag caa ggc gag cag ate tgc tgg ggt ggc age age tec 240 
Val Lys Lys Gin Gin Gly Glu Gin He Cys Trp Gly Gly Ser Ser Ser 
65 7 0 75 80 

gtc atg agt eta get acc aag atg aat gaa eta atg gag aaa tag 285 
Val Met Ser Leu Ala Thr Lys Met Asn Glu Leu Met Glu Lys * 

85 90 
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<210> 420 
<211> 94 
<212> PRT 
<213> Homo sapiens 

<400> 420 

Met Thr Thr Val Pro Thr Cys Ala Thr Leu Pro Leu Ala Gin Gly Phe 

. 5 10 15 

Arg Asp Val His Phe Gly Phe Leu Ser Glu Arg Leu Arg Ala Phe Gin 

25 on 
Pro Leu Thr Gly Trp Ser Cys Glu Thr Pro Arg Ser Gly Met Leu Leu 

35 40 45 

Gin Val Val Met Ala Val Ala Asp Thr Ser Ala Lys Ala Val Glu Thr 

55 60 
Val Lys Lys Gin Gin Gly Glu Gin He Cys Trp Gly Gly Ser Ser Ser 

70 75 
Val Met Ser Leu Ala Thr Lys Met Asn Glu Leu Met Glu Lys 80 
85 90 

<210> 421 
<211> 240 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(240) 

<400> 421 

mI? n! a" f* 9 S 9 ? tC 9t9 99C a " 99C t9c W ^ ctg age 
Met Gin Gly Arg Leu Glu Leu Val Gly Arg Gly Cys Arg Pro Leu Ser 

5 ' 10 15 

S? S5 r t9C t" 969 " a 999 atc act ggg t 9C cgg CC a c ag agg aag 

Trp Val Cys Trp Glu Pro Gly He Thr Gly Cys Arg Pro Gin Arg Lys 
20 25 30 

gtc cct gag gac aca gta ccg aag tct gat ccc aga gga gga agg aag 
Val Pro Glu Asp Thr Val Pro Lys Ser Asp Pro Arg Gly Gly Arg Lys 
35 40 45 

gtg ggc egg gga gaa ggt ctg agt gca ggg atg gtc cag gag gag gac 
Val Gly Arg Gly Glu Gly Leu Ser Ala Gly Met Val Gin Glu Glu Asp 



48 



96 



144 



192 
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50 



55 



60 



S . aa9 ^ 9 9at " C t9C 399 999 ccg *99 acc c tc ctg gec tga 
Trp Lys Leu Gin Asp Gly Cys Arg Gly Pro Trp Thr Leu Leu Ala * 

to 70 75 



240 



<210> 422 
<211> 79 
<212> PRT 
<213> Homo sapiens 

<400> 422 

Met Gin Gly Arg Leu Glu Leu Val Gly Arg Gly Cys Arg Pro Leu Ser 

5 10 15 

Trp Val Cys Trp Glu Pro Gly He Thr Gly Cys Arg Pro Gin Arg Lys 

25 3Q 
Val Pro Glu Asp Thr Val Pro Lys Ser Asp Pro Arg Gly Gly Arg Lys 

Jb 40 45 

Val Gly Arg Gly Glu Gly Leu Ser Ala Gly Met Val Gin Glu Glu Asp 
T , 5 ° 55 60 

Trp Lys Leu Gin Asp Gly Cys Arg Gly Pro Trp Thr Leu Leu Ala 
65 70 75 

<210> 423 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> peptide tag 

<400> 423 
Glu Tyr Met Pro Met Glu 
1 5 



